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424259 AK001776 
443056 A1457996 
410391 Ht786t 
407989 AW135205 HsJ56092 
410536 W39533 
452273 Aia7068S 
454297 A1223335 
45371B AL119317 
401654 

432091 AF161483 
419923 AWD91455 Hs.12D219 
433627 AHJ78B66 Hs.2B429B 
435462 AA831Q04 
418983 U909Q8 
440065 W03476 
439762 T78968 
447983 AWB12726 HS.2B2113 
441966 AA568S59 Hs.16131 
408182 AA047654 
432180 Y1B418 
438005 BE551650 
414962 AF2733B4 
444475 AFO2O03B 
408175 W290B9 
413940 A1633206 
437277 AA746016 
431445 AA506135 
418927 BE349635 
452446 AA086123 
445380 A1222019 
421174 AW969058 Hs.291974 
444374 AA009841 Hs.11039 
417247 N5B024 
43B335 AI498421 
445235 A15 64022 
422585 NMJD16186 Hs.118620 
442522 AJ087038 Hs.146592 
43Q5S4 AJ80B979 
446442 BE221S33 
441410 AA992689 
419485 AA439Q23 
449539 W80363 
4066B3 U246B3 

423767 H18283 

450937 R49131 

430977 AA4900B9 Hs306676 

465677 BEQ66QG1 Hs.8867 

435706 AA725803 

459407 M92114 

444132 AK000452 

437149 At66665l 

416499 A1827392 

411298 AWB3585B 

432571 AF151064 

416265 AI064824 

427465 AF039652 

409857 AW5019DB 

433854 AA610649 

458CB0 BE142728 

423573 AA32B504 



Hs.143954 
Hs.132578 
Hs.15043 



Hs.231022 

Ha.50651 

Hs.120360 

Hs.279761 



Hs.124874 
Hs.37241 
Hs.266331 
Hs.14411 



Hs.272822 

Ha.168126 

HS235376 

Hs.11 223 

H3.19066 

Hs.159914 

Kb.123370 

Hs.44037 

Hs.190284 

H&297856 

Hs.144838 



Kjl243168 
Hs.138207 



K093193 

Hfi.257656 

Hs.233304 

HsJ9B07 

Hs58446 

Hs.302053 

Hs.132753 

Hsi6267 



Hs.194609 

Hs.10340 
Hs.202234 
Hs.302023 

Hs278429 
HaJ 93385 
Hs.178655 

Hs.333239 



404495 

443135 Al 376331 



Hs.156103 
H3.22595 
Hs.23756 



448939 BE267795 

413283 R76669 

4439S7 AW163123 Hs.10071 

434197 AA827223 

4368B2 AW016722 Hs.194976 

434602 AW974915 Hs.11fi5S0 

435507 AI14357Q K&2651Q 

444696 AED1480 Hi 144856 

419320 H9B666 Hs.B137 

446269 AW263155 Hb.14559 

425569 AA359597 Ks^01701 

445209 AW294230 Hs.80983 

449193 A1637997 Hs.195653 

447397 BE247676 

4S5D37 BE144549 

453367 AW732647 Hs.70573 

439317 ARB6127 

424006 AF05481S 



Hs,1B442 



Hs.50BOO 
Hs.137546 



435192 AK0DO739 Hs4835 
413500 BE144914 



hypothetical protein FU1Q914 8.3 

ESTs 8.3 

Homo sapiens clone RBS227 PR01367 mRNA, complete cds B.3 

ESTs 8.3 

gfcyv27d04.s1 Scares fetal Ihrar spleen INFLSHomosa 8-3 

ESTs B.3 

Janus kinase 1 (a protein tyrosine kinase) 8.3 

phosphoflpase A2, group Vt (cytosdfc, caJciiKrMndepe 8.3 

NMJ>07242:Korno sapiens DEADM {Asp^BiinAla-Aspfflls) b 8.3 

HSPC134prafem 83 

ESTs 8.2 

Homo sapiens cDNAj FU22993 fe, done KAT11914 8.2 

ESTs 8.2 

hypolhfftlcal protein from clones 23549 end 23762 8,2 

hypothetical protean MGC4595 6.2 
ESTs 

ESTs, WeaKy slrnltarto 138022 hypotheOcal protein [ B>2 

hypothetical prolan FU12876 8.2 

gb:zS49g04.r1 Scares retina N2b4HR Homo sapiens cDNA 82 

RuvB IE coll homotoflVtikB 1 0.2 

Komo sapiens cDNA FU13350ffs,cloneOVARC1002143 8.2 

XPMC2 protein 8.2 

isocitrale dehydrogenase 1 INADP), soluble &2 

hypothetical protein DKF2p66702416 6.2 

ESTs, WeaHy similar to I76B85 saiieflhTeontne^peci 12 

ESTs &2 

ESTs 8.1 

ESTs &1 

ESTs M 

ESTs 8.1 

ESTs, Moderately stmlar to A46Q10 Xrllriked netlnopst 8,1 

hypothetical protein MGC2722 8.1 

gtoyv63c0t.s1 Sosnes fetal liver spleen 1NFLS Homo sa 6.1 

ESTs 8-1 

ESTs 8.1 

protdn Z-dependecil protease Inhibitor precursor 8.1 

ESTs, WeaHy similar to ALtf7_HUMAN AUI SUBFAMILY SQ S 8.1 

ESTs 8.1 

ESTs 8.1 

ESTs. Weakly simfer to 138022 hypothetical protdn [ 8,0 

ESTs. Weakly similar to unnamed protein product [risa 6.0 

ESTs M 

fcrenunoglobuUn heavy constant mu 8.0 

F-box only protein 2 &0 

ATP-oependanlhlerferon jrapcrtse protein 1 &0 

Homo sapiens cDNA FU14302 lis, ctone PLACE20 00003 B.0 

cystBJne-rfcfi. anoloflfinte Inducer, 61 8.0 

ESTs 3.0 

gkza22h11.r1 Scares Mai Ever spleen 1NFLS Homo sa &0 

hypothetical protein FU20445 8.0 

ESTs. Weekly sMarto AUU4LHUMAN ALU SUBFAMILY SB2 B.0 

hypothetical protein FKSG25 9.0 

flb*PMO-LT001743129W)Q W7 LTO017 Homo sapiens cDNA &0 

hepatocefluter carcinoma-associated antigen 59 6.0 

ESTs 8.0 

ribonucleic H1 8.0 

glr.UI-HF-BROp^w-12-u-UI Ji NIHJ4GCL52 Homo sapien 7.9 

ESTs 7.9 

0b:MRD>HrOl57^21 299^04^06 KT0157 Homo sapiens cDNA 7.9 

gb:EST31993 Embryo, 12 week I Homo sapiens cDNAS en 7.9 

C800l441*^ll8a23Q61|retlNP^0501M.1| hypothefcal pr 7.9 

ESTs 7.0 

hypothetical protein FU10S37 7.9 

hypothetical protein sinter to swine acy&rauraminate 7:9 

seven transmembrane protein TM7SF3 7.9 

gbjiq63fa04.6l NOLCGAP_Ov6 Homo eaplaos cDNActone si 7.9 

8H2 domaJfrcontaintng phosphatase anchor protein 1 7.9 

ESTs 75 

vacuolsr protein soring 33B {yeast homolog) 7.9 

ESTs 7.0 

ESTs 7.9 

hypothetical protein FU10540 75 

Homo sapiens cDNA FU12073 fe, ctone HEMB91002387 7,9 

collagen, type VI, sffpfta 3 7,9 

ESTs ™ 

E-1 enzyme 7.9 

gbcMR0-HT0l67-0B119W3Ol-aO2 HT0167 Homosapfens cDNA 7,9 

PKCI-UelMed HfT protein 7 J 

ESTs, Weakly slmilsr to T47156 hypolhea'ce) protein □ 7.8 

CDS4 anl^en (lautocyte anDgen) 7.0 

NSl_00452triHomo sapiens Wnesiii heavy chain member 2 7 J 

eukaryotfc transla&m imOalion factor 3, subunlt 8 7*8 

fl b:CM3«I01B3-iai09^023*05 KT0183 Homo sapiens cDNA 1A 
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436216 AA380857 Hs.5QB5 

416623 AW194757 HsJZBBKW 

447197 R36075 

430146 AW815330 

441B41 AA971819 Hs.176033 

457677 AA629B90 Hs.158701 

421090 BEW1B70 Hs.101813 

436481 AA379S97 Hs.5199 

434407 AW615333 

406410 

453579 AED4463 



Hs.61657 
rte.179716 
Hs.16331 



427584 BE4102S3 

452139 AA099969 
405510 

440777 AA994020 Hs.128553 

446424 AW134529 H&544647 

44B004 AW451477 Hs.257456 

430510 AJB21465 Hs.186810 

4270BO AW0B8287 Hs.173466 

451693 BE220445 H&27963S 

417658 AF046229 

420344 BE463721 

427735 AA916765 

425423 NM.Q05897 Ha.l 57180 

450663 H43540 Ks,25292 

4325B5 AA705591 
402662 
400247 

421116 T19132 
A1015709 



Ks.82280 
Hs.97101 
Hs.100510 



Hs.190209 



Hs.1016SO 
Hs.172089 



42B761 
405514 

412406 AW948172 

440226 AA873387 

435625 H50654 

418529 AW005695 Hs,25QW 

407753 D50916 Hs.38365 

447276 AUW9795 Ks.17987 

449938 AW970512 tfe.172635 

422893 X98411 Hs.121555 

451593 AF151879 

424148 BE242274 

447519 U46258 

409361 MM.005982 Hs.54416 

436279 AW900372 Hs.180793 



Hs^07330 
Hs.t13939 



Hs.26706 
Hs.1741 
Bs,3 39565 



426523 S6S516 



Hs.170222 
HS.15BB88 
Hs.79170 



Ha.73451 
Hs.63727 



Hs.75249 



AB018284 
418294 D86980 
409206 AW364844 
417086 AA194446 
41B181 U37012 
436910 AA926944 
401008 

413245 BE244334 

446820 AW295037 Hs. 254986 

439279 M039473 Hs.130636 

426116 AA888729 Hs.144694 
Ha.17433 
K&.78592 

435513 AW404Q75 Hs.42785 

421629 M80121 Hs.4983 

434663 AA641972 Hs.130058 

N78223 Rs.108106 

AK001407 Hs,B8663 



4100B8 
422326 AH14B75 



452461 
41BB11 
405417 

414076 AA46773B 

435014 BE560B9S Ks.10026 

449610 A1242042 Hs.14044 
403397 

436873 M23874 He^50477 

451386 ABQ29006 H&.26334 
404914 

419839 U24577 

432820 AI554057 

416978 T85295 

446636 AC002563 

454639 AWB11633 

434522 AF189259 

458236 AW2A7043 Hs.255604 

441043 AA913422 Hb.1&2104 

422B38 AA524065 Hs.93670 

455095 AWB55718 

442307 AW027690 Hs.90037 

425453 AW374284 Ks.297215 



I is .93304 
«s.lH2477 
Hs.268606 
Hs.15767 

Hs_283031 



do fctiyl- phosphate mannosyltransferasc polypeptide 1. 7.3 

ESTs 7.8 

gb:yri88b0U1 Scares placenta Nb2HP Homo sapiens cOMA 7.B 

gh:QVO^STO215-06010O-DB3-aO9 ST0215 Homo sapiens cDNA 7.B 

ESTs 7,8 

ESIs 7.8 

solute carter family 9 (soaTurnAiydragan exchanger], 7.8 

HSPC150 protein similar Id ubiquitiivoonlugating enzy 7.B 

gb:QVOST021 5^60lOW>83-g01 ST021 5 Homo sapiens cDNA 7.B 

C50O0O10*:gl|1O44O464|dbilBAB15765.1| (AK024475J FUO 7.9 

ESTs 7.8 

v-myb avian myeloblastosis virai oncogene homodog-lik 7.7 

Homo sapiens cDNA: FU21482 £s, clone COL05135 7J 

EMSP000D0233779*^ypothe3cal 68.0 kDa proteh. 7.7 

ESTs 7.7 

ESTs 7.7 

ESTs 7-7 

ESTs, Weakly similar to ALU6JIUMAN ALU SUBFAMILY SPS 71 

res-related C3 botullnum tarin substrate 2 (rtio fcmfl 7.7 

ESTs 7.7 

regulator of G-profein signalling 10 7.7 

putative G protein-coupled receptor 7.7 

splicing factor proHne/glutsniunD rich (poly pyrimWin 7.7 

Intyadstemai A par&^pranoted pclypepBcte 7 J 

ribonudease HI, targe subunil 7.7 

ESTs 7.7 

Target Exon 7.7 

Eos Control 7.7 

retlnol-Wndhg protein 1 » cellular 7.7 

H onw sapiens m RN A; cONA DKFZp5B6l2022 (from clone DKF 7.7 

EMSP0D0OO241O75:TRRAP PROTEIN. 7.7 

gb:RCW«TT0013-2BO30O-O21-bQ8 MT0013 Homo sapiens cONA 7.7 

ESTs 7.7 

estts 7.7 

TRK-tused gene 7.6 

WAA0125 gene product 7.6 

hypothetical protein MGC1 203 7.6 

Homo sapiens cDNA: FU21367 fis, clone COL03051 7.B 

im/ostolF 7.6 

CGi-121 protein 7.6 

integrin, beta? 7.6 

ESTs 7.6 

she ooJia hcrneobox (Drosophlla) bomctog 1 7.6 

ESTs, Weakly stmfcar to S65657 afprw-lC-adrenefQfc re 7.6 

solute carrier family S {sodjum/hydrogen exchanger). 7.6 

WAA0741 gene product 7.6 

K1AA0227 prtfdn 7.6 

^QV3-DT0044-221 299^45-c03 DT0EH4 Homo sapiens cDNA 7.6 

ESTs, WesWy similar to S55024 nebutm, skeletal muse 7.6 

cleavage and potyadentfaUon specific lacfor 1. 160kO 7.6 

fl b:om6egOU1 NCU5GAPJ3C4 Homo sapiens cDNAdone 3' 7.S 

Target Exon 7.5 

ADP-ribosyla&on factor-Ms 6 Interacting proiem 7,5 

ESTs 7.5 

ESTs 7-5 

ESTS 7-5 

hypothetical protein FU20967 7.5 

eukaryotjc translation bilUafem factor 2B, subunit 7^5 

DC11 protein 7.5 

ESTs 7.4 

ESTs 7.4 

traiscripfion factor 7.4 

hypollieflcal protein FU10545 7-4 

O(001144^ll7242S73idbJ|BAA92547.1| (AB037730) KIAA1 7.4 

gb;nc74e05.Bl NCLCGAPJ , r2 Homo aapfens cDNA done, m 7.4 

mflocflondrtel ribogorr^l protein L17 7.4 

ESTs 7^ 

Target Exoti 7.4 

RAB27A. member RAS oncogene fanny 7.4 

spastic paraplegle 4 (autosomal dominant; spastin) 7.4 

KM_C04046 l :Homa sapiens ATP synftase. Hi- transporting 7.4 

phosphclpase A2, group VII (plaJeteVactivaBng facf 7.4 

ESTs 7.4 

ESTs 7.4 

citron {rtro-fnteracting, serine/lhreonVie tenase 21) 7.4 

gb:RC2-STD16^O9109&O11'dQS ST0158 Homo sapiens cDNA 7.4 

gamrna^mkiabiUyrc acid (GABA) receptor, theta 7.4 

ESTs, WeaWy similar to A47234 homeobox protein H6 [H 7,4 

ESTs 7^ 

HomD sapiens cDMAt FU226S4 fc, clore HS1082O2 73 

gb^G1-CT027W)7010(Ml21-a06 CT0279 Homo sapiens cDNA 7.3 

ESTs 7.3 

Homo sapiens chrornosmne 19, cosrrnd R26B94 73 
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455327 AWB96238 Hs.334B05 Homo sapta cDNA FU14604 fis. done NT2RP100C353, m 7.3 

4209B2 AW576150 Hs/IQ0729 KIAA0592 protein 7.3 

424583 AA446932 Hs.151428 relflngBrproteBi 2 7.3 

417125 AW161998 Hs.81248 CUG triplet repeal. RMA-bIndlr« protein 1 7.3 

5 453902 BE502341 Hs.3402 ESTs 7.3 

446842 AI34351Q Hs.176992 ESTs 7.3 

454128 AL031259 Hs.41639 programmed cell death 2 7.3 

427011 Be02729 Hs.173162 neighbor of COX4 7.3 

_ 450872 AI742594 gbrwp,55h0kx1 Sk3TbsJJSFJ : 8_9WJDTJ > AJI_S1 Homosspien 12 

10 451512 AI800236 Hs.207080 ESTs 7.3 

406708 A12B2759 gbuHB4a0ljd NCLCGAP„Col4 Homo sapiens cDNA done 1 7.3 

432576 A W1 57424 Hs.165954 ESTs, Weakly similar to S38D22 hypothetical protein I 7.3 

459304 AW0068O9 Hs.281076 E5T9»WeaWy similar to CHD4_HUMAN CHROMODOMAM BEL1C 7.3 

401375 NMJ)209g9^r^saniersr^ 7.3 

15 413268 BE0751M gb:PM1.BT05B5-11020W)03^1 BT0585HomoaapfenscONA 7.3 

406016 Target Exon 7.3 

42150S BE302796 Hs.105097 thymidine Wnase 1, soluble 7.3 

422742 AA316117 H^337128 ESTs 7.3 

440031 BE045870 Ka244746 ESTs 7.3 

20 4293B9 AA454779 Hs.201441 Homo sapiens cDNA FUUffrafc, clone P1ACE1O051 11 7.3 

449656 AAM2008 Hs. 188633 ESTs 72 

444310 A1140432 Hs.173936 ESTs 7.3 

459274 AA3B2590 Ks.170960 WAA0948 protein 7.3 

425404 BEO48060 Hs. 133494 Homo sapiens dona TCCC1A00164 rrtfNA sequence 72 

25 431150 T63867 gfcycl6a01.s1 Stratagene King (937210) Homo sapiens c 7.3 

443217 NMJ301545 Hs.9078 immature colon carcmoma transcript! 7.2 

413405 AW022253 Ha.215976 ESTs 7.2 

447653 BE327277 Hs.161145 ESTs 72 

414704 NM.014757 Hs.76986 mastermind (Drosophla), homolog of 7,2 

30 424046 AF027666 Hs.138202 sertne {or cysteaie) proteinase Inhibrtor^clade 8 (o 11 

409188 AW3632B4 Hs.32553 ESTs 72. 

453493 AL039478 Hs.304447 ESTs» Weakly similar to ALU1 J1UMAN ALU SUBFAMILY J SE 12 

456111 AH000150 Hs.76185 MAX-like bHLRZlP protein 7.2 

400297 A1127076 Hs.334473 hypotheDcal protein OKFZp5640l 278 7.2 

35 446364 ABQ0B624 Hs.14912 KlAA0286prcteto 7.2 

432215 AU076609 Hs3934 TrbonucteotJde reductase M1 polypeptide 7.2 

436943 AA773836 Hs.5353 caspase 1(X apoplosls-related cysteine protease 7.2 

446336 AWB1603S Hs.151251 ESTa 7.2 

418469 U34B79 Hs.85279 hydro)cysterc4d(17-bela) dehydrogenase 1 72 

40 414907 X80725 Hs.77597 polo (Drosophta)-llke kinase 7.2 

429065 AT753247 Hs.29643 Homo sapiens cDNA FU13103 Es, done NT2RP30O2304 7.2 

424566 AF005418 Hs.1 50595 cytochrome P450, subfstn3y XXViA, pctypep&te t 7.2 

416450 AA180467 Qfczp14gQ&s1 Stratagene fetal relina 937202 Homo sap 72 

44S714 AB033016 Ha.23941 KIAA11 89 protein 7.2 

45 455447 AW947507 gb^(^MT0002-1403«M)11^12Mn)002HarTO^teracOhlA 7.2 

437154 AI023133 Hs.10739 ESTs 7.2 

423059 AW376445 Hs 123080 Homo sapiens unknown protein mRMA, partial cds 7-2 

419092 J05581 Hs.89603 rmidn 1. transmembrane 7.2 

426736 AA431615 Hs.130722 ESTs 7.2 

50 417748 Z43011 rlsJ21169 ESTs 7JZ 

434748 AW62B04 Hs.211864 ESTs p Weakly similar to AUU1_HUMAN ALU SUBFAMILY J SE 12 

438929 AW195515 Hs 253177 ESTs 72 

452061 Al 074259 Hs.469 succinate dehydrogenase complex, subuntt A, flavoprot 7.1 

446416 AV658299 Hs.163959 ESTs 7.1 

55 415023 AA932146 Hb.133494 Homo sapiens done TCCOA00164 rrtRNA sequence 7.1 

434766 AA742222 H9.120S34 ESTs 7.1 

432666 AW439330 Hs398889 ESTs, Weak!/ stmter to 210926QA B eel growth factor 7.1 

420252 AW2704O4 Hs.193161 ESTs 7.1 

435403 AA779987 Hs.263658 ESTs 7.1 

60 430151 AW9B8203 gb:EST38039B MAGE resequences, MAGJ Homo sapiens cONA 7.1 
427908 AA417272 He.24122 ESTs 7.1 
417758 U27G99 Hs.82535 solute canier family 6 (neunrtrarvsmltter transporter 7.1 
40Q09B Eos Control 7.1 

412647 AW975090 gb:EST387l96 MAGE resequences, MAGN Homo saptens cDNA 7.1 

65 437234 AW72213 Hs.247711 hypothetical protein FU20557 7.1 
453366 AW95S751 Hs.28921 zfric finger protein 7.1 
425803 AI825204 Hs.211409 ESTs 7.1 
447383 N24231 gb:yx22a11.r1 Soaresme!anocyte2NbHMHomosapteciBcD 7.1 

„ 423864 66276607 Hs.170fl chaperonln containing TCP1, si&unit 3 (gamma) 7.1 
70 450799 AW4O7504 c^H^BMr*adk^12*ULr1 NIHJK3CL3B Homosaplens 7.1 

409592 BE280B51 Ks.55058 EH-dorna'noootalning 4 7.1 
453945 NML005171 Hs.3690B acSvsting transcription factor 1 7.1 
425196 AL037915 Hs.155Q97 carbonfc anhyrfraaetl 7.6 
__ 43977B AL109729 Hs.99364 putative transmembrane protein 7.0 
75 417662 RD7478 Hs^68845 ESTs 7.0 
438087 AW63770 Hs.190422 ESTs 7.0 
452724 RB4810 Hs.30464 cydinE2 7.6 
448633 AA311426 Ka.21635 tubulin, gamma 1 7.0 
433154 AA578528 Hs.160994 ESTs 7.0 
80 440094 A1551S58 Hs.27Q372 ESTs, Weakry strrrlar to ALU1_HUMANAIJJ SUBFAMILY J SE 7.0 
409253 H9120O Ks.52002 CDS enrigen-IISce (scavenger receptor cysteine rich fa 7.0 
431270 BE046609 gb:hn41et1.x1 NCLOGAPJF^F2Hc<ix>saptenscOMAclonB3 7.0 

407629 AA649242 Hs.62632 ESTs 7.0 
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406296 


AL117452 


Hs.44155 


DKFZP686G1517 protein 


7.0 


445439 


BE2430B4 


Kfi.12719 


regulator of nonsense transcripts 1 


7.0 


427105 


AA3981&3 


Hs.976B4 


ESTs 


7.0 


408623 


AW811978 


Hs.254037 


ESTs 


7.0 


426561 


AA3B1437 




$b:EST94514 Activated T-cells I Homo sapiens cDNA 


7.0 


40B492 


AA555217 


Ks.163684 


eukaryoDc translation initiation factor 4 gamma, 2 


7.0 


428694 


AA437066 


Hs.271736 


ESTs 


7,0 




AA234096 


Hs.42424 




7.0 


429067 


AA44S019 


Hs.104957 


ESTs 


7!o 


422684 


BE561617 


Hs.119192 


H2A historic fcnr% m amber Z 


7.0 


424701 


NM_005923 


Rb.151988 


mftogen-acuVated proten kinase kinase kinase 5 


7.0 


412613 


AA322599 


Hs.5163 


ESTs, Weakly similar (o AF1 51 B40 1 CG-82 protein (H. 


7.0 


443599 


A1079559 


Hs.134125 


ESTb 


7.0 


400715 






ENSP00OQO23708r:KIM1217PROTEIN IFRAGMENT). 


7.0 


446514 


AW449233 


HS.150S47 


ESTs 


7.0 


413992 


W26276 


Hs.136075 


KNA, U2 small nudaar 


7.0 


402442 






Target Exon 


7.0 


419497 


NM 006410 H&J90753 


TaHntefacting protein (3DkD) 


7.0 


439575 


W79259 




Qb2d75c06j1 Scares Jetal JiearLNbRH19W Homo sapiens 


7.0 


407027 


U63312 




gb:Htiman cosmM LL12NC01-242E1, ETV6 gene, exons 1B a 


7,0 



Table 15B 

Ptejr. Unique Eos probeset identifier number 
CAT number: Gens duster number 
Accession: Genbank accession numbers 



Pkey 

408162 
409113 



CAT Number Accessions 



104479J 
110O79J2 



409206 


1108161.1 


409857 


11562S8J 


410148 


1178974.1 


410536 


1207322.1 


41129B 


1237955.1 


412406 


1293055.1 


412047 


1317004 1 


413268 


1355393 J 


413314 


136O034J 


413500 


1373933,1 


414076 


14140QJ 


416460 


159551.1 


417247 


1660859 1 


417739 


169619BJ 


4178B1 


170544.1 


418347 


174149J 


422429 


216469.1 


423573 


229714.1 


426SS1 


2B915BJ 


428294 


2B9365.1 


430146 


313562.1 


430151 


313668J 


430709 


32233BJ 


430840 


324621J 


431150 


328626L.1 


431270 


330G76L1 


432363 


345489J 


434197 


331655L1 


434407 


385744.1 


434410 


385798J 


436910 


429182.1 


437056 


432282.1 


439354 


47146J 


439575 


474001 


444314 


600667_1 


447197 


711623 1 


447383 


71990.1 


450799 


B47242_1 


450872 


849959.1 


454355 


1130264.1 


454639 


1227728^.1 


4S4765 


1233905.1 



AAQ47854 AAD57506 AA053841 

AA074897 AA113914 AA064871 AA079329 AA071309 AA084710 M1 29030 AA075042 AA074794 AA071453 AA07fla03 AA148S2B AA1222D4 
AA074159AAl25185AA079117Ml27089M07rj912AATJ792aOM 

AA102076 AA1 151 63 AA07419B AA1 34725 AA113B89 AA121103 AA075041 AA06514B AA071310 AA101144 AA079659 AA076931 AAO79209 
AA070928 AA0689&4 A a £G9817 AM761 67 AATJSS0S 3 AA1 3 1 4 BE AA07 1 3C6 AA9G33 1 7 AA070 1 56 AAD71 4^ AA076 056 A*\07 5»5£4 AA07OD53- 
AA1 26283 AA126078 AA075895 AA07920B AA074583 AAO71086 AA079623 AA070627 M078S02 AA076622 AA0G5051 AA079143 AA071110 
AA079434 AA148748 AA079230 AA085188 AA074485 AA070580 AA076151 AA083166 AA085118 AA079450 AA085044 AA120938 AAO7S200 
M100188 AA081472 M1 22355 AA1 29031 AA085362 AA069220 AA070940 AA07596B AA074563 AA084027 AA115929 
AW364844 AW364847AW937534 AW937593 AW937659 
AW5019QB AWS02959 AW502540 
AW592655 R05927 R08916 
T439533 AW753094 AW753093 

AW835658 AWB35B36 AW835823 AW835834 AWB35631 AWB35B32 AWB35B43 AW835816 AW835833 AW835815 AW835B49 AWB35835 
AW835848 AW835851 AW835852 AW835B62 AWB35855 AW835825 AW835B47 AW83583B 

AW94B172 AW948178 AW948169 AW946176 AW94B191 AW946192 AW948185 AW948184 AW948167 AW94818B AW948189 AW948181 

AW948177 AW948171 AW948183 AW948173 

AW975090 N441B2 

BED75114 BE075283 BE076118 

BED81 585 BE031717 BE0B1863 BE081794 BE081659 

BE144914BE3949B& 

AA467736 AA135210 AW968166 AA467804 
AA1 80487 AA449164 AA464831 AA5O5048 
N58024 T58194 T11693 N64222 T05B48 
243995 R12357R34740 

AI879117 AW161351 245755 BE003661 AA206949 AA47B541 

AA21 6419 F03238 AA229517 

AA310527 AW9S2295 Z44B65 H0B641 

AA328504 AA327763 AW962370 

AA361437 AA628833 AW407275 

AA42548B AA496895 F23221 

AW815330 AWS681 70 AI732687 A1732725 AA468343 AA467817 AW063961 

AW968203 AT732757 AA470353 AA468G25 AA46B479 AI734151 

R34356AW969880AA4B4613 

AW021726 AA487752 AA4BB085 

T63B57 AW971220 AA493469 T63699 

BE0466G9 8HJ 46118 AA501G04 

AA534489 AW970240 AW97C323 

AA627223AA643443AAfi506l9AA643463AA643453AAfi43439A^ 
AW627513 

AW815333AWB15409AA632563 

AA632644AA635376AA664188 

AA926944 AA767974 AA737237 

A1147061 AA743380 M76S223 AW976398 AI803927 

AFOB6174W3179BW04694 

W79259AF0863S6W73927 

AS1 40497 AW749G25 AW74S626 AW749644 

R36075AI36854BR36167 

W24231BE517S64N36313 

AW407504 W31274 AI738877 

A1742594 A*761397 B31198 AJ819332 R31257 

AW81253S AW812536 AW390307 

AW811633 AW811652 AW81189B 

AW81952&AVW54320 
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455037 1249783J 

455096 12S3078_1 

455161 12S6167J 

455470 128B3KL1 



455447 
455355 
455994 
457892 
458080 
458115 



1292444,1 

1375B34.1 

139B737_1 

432926,1 

471050.1 

47705_29 



BE144549 AW851677 AW851643 AWB51711 AW851719 
AW855718AW855740AW85574B 

BE1459Q0 AWB59906 BE1 45895 BE145B31 BE145914BE145620 BE145B17 BE145890 BE145908 

AW936678 AW936S37 AW336682 AW93S685 AW036817 AW93GB1 1 AW936762 AW936653 AW93B815 AW93B81 2 AW9366B3 AW936822 

AW936323 AW935821 AW936732 AW93673D AW93S781 

AW947507AW947509AW&47791 BE0QB335 

BE14744OBE147706 BE147563 BE147456 

BE179190 BE17920S BE1791B2 BC179185 BE179185 BE1791S4 

AA744389 AA744270 AA744284 AA744299 AA7453B D M744337 AAB46905 AA847698 

BE142728 AAB34047 AW937124 

BEQ91587 BE091730 BE097577 BE091655 BE09172B BE091640 8E09157B BE091727 BE031803 BE091 &fi0 BE091721 BE06625S BE0765H2 
AW992312BE00B791 BEDB23&5 BE0&3504 BEQB3465 AW997967 AW997991 BE166595 AW843686AWB44334BE079Q91 AW6033S1 BE081427 

«^^ H ^^^ Bra087 ^ AWS ^ 12A ^ 0S6i AW890184AW795276 AWa6041OAW8«>411 AWSIO^O AWTO&M6^wSffi6^S 
AW862519 BE073924 BEQ08687 BE073857 BE073921 AW274106 BE01 1060 AW26B120 AI336067 AW793748 AW997736 BE080117 AVW67987 
AI547161 AWB44767 AW383596 AW579444 BEQ83334 At547158 AW7998S3 AA5B5179 AW992792 AW88221 5 B£011913 AW997894 AJ547159 
AWS92772 AW581178 AA092247 AWB43816 BEQ79190AW57&47B BE083548 BEDB64S4 AJ469937 AW3935M AWS79899 AW939276 BE 173265 
AWH78B3lAVm8S38AW992B02BE07S913AM^ 

BE09023S BE078240 BE06&325 AW603276 BE1693I0 AWB172&9 BE031841 BE00O?6O AW8981B4 AW994624 AW990391 AWB82797 AW893438 
AW7OTre7 AW939585 AW940017 AI20M02 BE167391 AW939318 AW799837 AW939953 AW9396B1 BE07Bi88AA44905fl BE076595 AW297461 
BE07B544 AW803372 &E0S1223 AW939237 BE084239 A1 174202 BE077804 BE078026 AA512912 AI124808 A1147524 /US8468Z AW939S62 
AW939254 BE1 71687 AW998400 AW99B348 AW99B353 AW99B2B8 AW99B303 AW998302 AW99&299 AA5Q2748 66077882 AW99&295 BE090238 
AW604865 A1423051 BE093Q93 AW579913 AVY606384 BEQ06143 BE170415 AW99a054 BE084608 AW992779 BEQB&1 1 1 AW610655/AfW^^ 
AW939423BE0B54O4AW579905 BEOB0994AW46a482AWB76B65BEO91581 BEOBO94OAlB11lB9AWe6808BAWB93l27BE0B0OWBE1^4 
A^B3SOAWBB4228AW992315AW992364BE091569AW7505^BE0663K 

AWB00859 AW8Q1 017 AW581371 BE088300 AW995341 BE09D233 AW66378B BE091739 BEQB01 13 AW5781 62 AW799799 AW992386 AVW94CT3 
BE1B517D AW79277B AW663225 BE075590 BE080111 AA682934 BE090227 AT475441 BEDB5684 BEDQ0223 AW5813658E010705 AW89B740 
BE068170 AW992375 BE077833 B6W3557 BEO106&8 AW998450 AW&03434 BE08329O AW8S2655 AA506666 BE0B82fl8 BEM5S59 BE1 73856 
B8301319 AA610B14 BE011S65BE005355 BE0Q58S9 AA973829 BE1B5720AW884298BE185743 BE001342 BE005876 Al002fia8AW7M0^ 
BE08541 1 AW841264 AW503f 10 BE006134 BE006139 BE006148 BE00S147 BQJ0B155 AA578273 BE00&70S BE185440 AW946428 A*HHS40 
AW803114BE085757 AM60196AA491 146 AA7729l4AA63273OAA50838BfiE08Pl 95 BE1 85442 BED93446 AW946433BE08Q119 BE001352 
AWB39D03 BE006145 BE0B5405 BE008B80 BE0B1428 AW581373 AWJTO7246 BE09432B BE001338 AW88B170 BEQ741 10 AW884149 BE09t734 
BED08744AI540E67 BE1B5BD8 BEO&0193 BE1858S8 AA476396 BEOQ1040 BE074724BE08542fi BE074725 AWB9&297 AW8676CB BE1 B5798 
AW098734BE0763e9 BE081672BE088178AA6102B4BEOB811B AA2S4217 AW57B0B5BE07451BBE001359 BE0O1328AW820227 AW86B196 
AW36B1 90 AW0 W548 BE00B526 BE012037BED79D61 BE005870 AW8B78M AW878433 BE008751 BE005975 SE009748 BE093440 BE1830OT 
AA5O6B76BE001329BE008B03BE0B(rt23BE00B041 AW99468B AW994575 AW994760 AW994591 AWS94681 BEOaOlB9BE0^12AWfi68l73 
AT768000 AW8B3094 AW6S8179 BE08O201 AWW5449BE067473 BE0OB746 BE1B40S3 BE078437 8^076378 BK76402AA460395BE082436 
^184134 BE185224 BEGB542A BEQ0B6B2 AWB6B1S1 AW99B358 AW8B6102 BH0B35O7 BE077974 BETO8835 BE093439 BE07610BAI4169B7 
BE00B768 BE059909 BE093441 8 E1 65502 BE1B3053 AW750669 BRJ11812 BE0Q8872 BE061694 68)93445 AWB6B1B4 BE0B1B39 bSdto97 
AWB42067 BE00B678 BEO0B57O BE551B20AW838974 BE081637 BE04B696 BQ308673 BE010328 BE083250 BEDB9614 BE082052 BED 81 424 
BE001678 AW5B1368 AA5031B4 AW6B3721 AWBB3522 BE085554 AW88B717 BE1 71076 BE078249 BE07B1 84 AA5G525S BED834B6 AWB420B1 
AV/842080 AW66B204 BE00B717 AA484369 A1B3171DAW997365 BE079327 AA503956 BED91999 AW793&52 BH0SQ251 ^780^KO9Sl5 
BE170364 AW866193 AW067958 BE008042 BED0B761 BE08t6B1 BEDB1671 AW867400 BE0B2003 BE082253 BE081439BE0B14B6BEO81692 
AW60£fl20A^0177B AW93IH17 E3E045756 B&mMAAtmmAm^9AVim&95BH5MQBEQm50BmAmAYW&736 
AW8667B2 AW753605 BEO 82045 ffiflB1 106 BE008373 BE075399 AW99B828 AW57B707 BECB4309 AW753604 BE185916 AWB42220 BE185222 
BE006152 B£0(H795 AW578706 BE0BO2S6 BE1fi39S4 Af&34532 AA449648 AW578599 BE1 50514 AWB83580 AA49356B BE0B5748 AWT53601 
BE150582 AWB82677 BHQ91797 AWB39123 BE081679 BHJ801 21 AWB06757 AW603410 BE001317 AW9Q5799 BE150513 BED922K AW99Q343 
BEDB6922 BE00880S AW844759 AW606Q09 BE15W87 AW750728 BET50491 BE15051 5 AW6D6010 BE1 50508 BE00B718 AW57B702 BE150509 
AA435751 AWBB391 & BE183BB3 AW763607 BE00B669 BE150446 AA5334S8 BE0T9219 AW83B8B4 AW0B3806 AW063837 AW87B47B BE078815 
BEC0a602 AW992789 BE007925 AW&02204 BE011825 BE092130 B^1 84059 BE079067 BE15056B BC185497 BE07fi808AW8B3761 AW3422S5 
BE161 523 AA4fl47fi6 AA4B0390 AVW094e67 BE073206 AW807318 BE0B3201 AW8022B5 AW578700 BE078715 AV^(M03 AM^745B AW^^a 
AYlffi906O2 AW8S041 3 AA425412 BE0OB364 BE150438 AW6 02606 Ai43 5236 AA574265 AJ823745 AA501 773 A10(32387AW^49 ffi18&^^ 
AW996489BE001442 AW946425 BE001588 AJ524S64 BE0B5556 AWB67549 AWKMG38 BK79832 Al752160AV^9a A?m^m^376 
AW467098BE0801t6 AWB83984 AW8B3Q95 AA424095BEO74091 AW99B34B AWB60825 AWB80633 AW946513 BE0^aSi2A^O7 
BE0754C7 AWB36072 AW607023 AWB0220t AW759772 AWB62452AW862451 BE5O6041 BE161537 AWB0220G AWS60404 AW860655 Ba07843 
AW860332 AW862457 AJW998019 AWB60405 60)02052 AW603921 BE1833B6 AW368194 BE075664 BE078184 ^412M !A|2oS^92461 
AW6031 1 1 AA4B4587 AA484402AW9 98675 AW896064 BE069923 AW867965 BE069919 BE092069 AAB07842 AW5055D0 AW605501 BE0854O9 
AA505738 BEOBOOaO AW749523 AA493^34 AW370137 AA491 644 AA504425 AW605473 BB»2456 BBJ106S2 AW602608 BE07BM3/55b4911 
BE010942At2050B7 AW794933 BE0B1848 BG011792 AW799B97 BE174618 AW836848 AW821741 AWB4Z724 BE009764 BE1B39B2 AA501765 
BE092513BE183342AW7996flBAA442S3S BH)5226B AA580022 AW&43219 BB39330B B509227S BE0B7111 BE1B3392AW842978BE1A5597 
BE1B3895BElB527aBEOB2343AVV946219BE0791»BE092272AA5^ 

8a>76240 BE0831M BE01fl604 BE079196 AW578538 AW799B03 BB001348 B&077883 BE0B1635 AWS92309 BEOS W2 6^78106 /WBBT^ 
Bp^BEMB410AW842G70 AWB03738BE0fl»B61 AA48^ 

AW883S99BRJ7S967AA503938BE092231 BE092279 0^087460 BEOeTSSS BE081 542 A137S386 AWB43B86 BEOB01 15 BE171517 BEOlS 
AWB82382: BE001450 BE076430 AW579377 BE00841 2BE00BI79O BE18229B BE182297 BE07BB05 AW899132 BE076810 BE185B67 BE087790 
AA48482B AWS789B5 BE0QB400 BE074080 AWBWtOI BED761 10 AW79S904 AI2050B4 BEQ0B37O BE182345 BE1 82373 BQXJ8401 AAS84441 
B|1823ffiBE1B2372 BE00B414 BE078186BE009165BE010266BE009162BE009167BE011006 BE073335 BE1B2370 AW^556 BE%^47 
BE011000 AA4W576 BEG929B2 BE163897 BE092973 AA573037 AWB82317 BHH1832 AA478471 AA551613 BE162356 AW83B636 AW02GK7 
fS^^J^^^^ 55 ^^^ 622 BQ»4a26 AA502971 BE081842BE010528 AWB02218 AI888924 AW^79B5 AWB81775 BE079220 
^^^^S^l^^ B P 87051 AA9M7SS AM52997 AW99Z786 AW79re «I0 BBJ77829BE008402 AWBB1760 BE093516 

^S??? 007 BE087775 AW8010?8 BE093+f3 AW867078 AW843271 BE173850 AW397859 BS)10620 AW3a2516 AW843908 

BE0B3200 BE164676 BE07434O AW880289 BE075433 BE0QB456 AW946433 8EOB6570 BE093547 AA50B1 07 AW8fi7992BB0^239 BEtK^I 
AW817422 BE087717 AW899147 BE010Q08 AW992295 AA436737 BE075412 BED93W1 AW531656 BE089529 BE008756 BH1S0494 AW90302O 
AWB&3102BE076J70 BE000625 BE166095 AW957379 BE1821 59 AW577501 AW5774B8 AW577491 BE010637 BED69910Ba»3295BE005243 
AJ620783 AW3925S0 AW890590 AW577496 AW577504 AW&42725 AWB42666 AW854691 AW99H22 AW842662 BE009233 BE087B09 BE083195 
M287768 AVV939691 AWB1563t BE001453 AVW1903BE077613AW577500BEDBU79 AW992558BE011065AW843l87AW887990AWeS82Sfi 
^H^/^ mmf4B59? BE076249 AW867991 BEBB5718 AW994607 BE010678BE075436 AW366825AA484467 BE081144AW577492 

!^«Vo^!? 70 f !l BE0798B9 BE075453 BE069927 AA491B20 BE170606 BE182305 BE08OO52 AWB434QB BE011076 BE075969 AA525261 
fSS 202 AA65B195 BE076 1 38 AW79990t AA493859 AW992510 BE011810AAS08724BE076488 BEQ75681 M258982BE07872S 
aE^™H 9B B ? 75376 AA484600 AW5B0999 BE077872 A^03571 AWB84724 AWK0124 AW86B454 AW5775Q2 AW577469 AVV799829 
iSSSSfS?? 806 AWM4608 BE35036BAA557B3B B&077682 AWB44650 AW883431 BE0B5872 AW838B87 AW843890 AW86B404 AA578417 
^U 1 ^^? 80 A W2^^ AWaBOTZB ATOOStll BE093940 AWB9071O BBJB55B0 AWSBfllBO AWB9677B BEDQ^ls S t5S ^7^65 
AW84286B AW668310 BE01 1071 BE07S429 AWB43152 AW905848 BE075397 AW842762 BE075402 BED77950 AW837810 BE079998 BElS 

238 
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BE07 5431 AWat59l7AW9 98359 AVW999 83 AW60ra2M5^ 

AW800357 AW079109 AW364901 AJ43S993 AA985526 AW799848 BE182463 AA776111 AW799915BE008399 BE075377 AW5778Q9 BEO10272 
BE162443 BED10295 AW577B06 BEC08415 BE184036 BE076597 AI81741 3 AW799053 AWB99761 AW841433 BE18245B AW60379S AW842676 
BED85455 AW8B4879 BE075414 AW838836 AW878273 AW9980BS AW799778 AWB99125 BE0B2247 AA774870 BE001401 BE001485 AW817297 
AW796670 AW394063 BE001396 AW394070 AW603797 BE1 82447 AW562483 AWB43283 AW749520 AW867449 AW899274 AW578232 
AVU603766 AW843919 AW57B235 BE1841 39 AW997742 BE1 83923 BE0B421 0 AW802O33 AW748724 AW93901 8 AW997459 AW842742 AA213697 
BE1 82308 BEM107B AWKJ7702 AW882E23 BE0B0016 AW58D994 BE076531 AA443462 AW6074D7 AW8S3382 AW939399 AW605627 AW844615 
AW939724 AW81S931 AWB83765AA2B7421 8E075626 AW946171 AW841445AW797994 AW816957 AA6B3300AW369004 BE075368 BE081560 
AVY605626 AW939398 AA5Q72B0 AA506317 AWB4123D AW992519 AA4S6332 AM25246 BE090234 BE090236 AA483259 AA4S1961 AA53S566 
AA5054G6 AAB86571 AA50356S AA507130 AA532944 AA501672 BE168634 AA492022AAS076S2 AW842286 AA494226 AA776038 AA442419 
AW5799QD BE171B16 AA6630G5 AA491916 AA447490 AA451423 AA434S43 AA243279 AW997466 AW603740 BE000295 AA658571 



TABLE t5C 

Pkey: Unique number corresponding to an Eos crobesel 

Ret Sequence source, The 7 digit numbers In (his cofumn are Genlwnk IdentiHer (60 numbers. "Dunham I. et el* refers to fte publication entitled The DNA 

sequence of human chromosome 22." Dunham I. et a!., Nature (1999) 402:489-495. 
S&and: Indicates DNA strand from which erocis were predicted. 
NLposltioru Indicates nucleotide positions of predicted axons. 



Pkey 


ffef 


Strand 


NLposlBon 


400715 


8118885 


Minus 


80151-80297 


400736 


8118985 


Plus 


143447-143851 


401008 


8117391 


Minus 


81421-61551,82364-82512,82862^2936 


401089 


3927862 


Mnus 


4568^45631 


401375 


7417809 


Minus 


6121-6766 


401405 


776B126 


Minus 


69276-69452,69548^9958 


401533 


6072433 


Minus 


6202^62608 


401557 


8099866 


Minus 


112785-112924 


401654 


9097132 


Minus 


64695*4797 


401940 


3738106 


Plus 


153460.153592 


402025 


7547159 


Rub 


173835*173998 


402442 


9795503 


Phis 


141714-141842,142010-142122 


402802 


B138477 


Minus 


147522-147795 


402796 


3646063 


Mnus 


612fr6265.641frfl689 


402967 


53 60S 87 


Mnus 


3351634546 


403038 


7717439 


Minus 


290021-290264 


403055 


8748904 


Mnus 


109532-110225 


403310 


8139936 


Minus 


183863-184026 


403397 


943836B 


Minus 


84481-84655 


403839 


4176355 


Plus 


21201-22223 


404110 


9212839 


Mnus 


18344-18510 


404495 


8151634 


Minus 


59449*0477 


404534 


B247909 


Minus 


147853-148086 


404530 


9796665 


Rue 


7449574715 


404649 


9796926 


Minus 


100027-100399 


4046BO 


9797204 


Minus 


1»81M59979,160213-I6te21,16102^^ 


404914 


7341760 


PUis 


92603-92827 


405417 


4753290 


Minus 


50704-51499 


405454 


7656675 


Plus 


133607-134053 


405510 


7630909 


Mnus 


101028-101174 


405514 


9454624 


Plus 


35953-36151 


405536 


9795661 


Plus 


164^Vt64162Ll64^-1645l6 k 16672^16679(X157785-167935 


406016 


8272861 


Plus 


4134141940 


406410 


9256394 


Minus 


115806-118104 


406454 


9769674 


Plus 


72161-72562 


406S62 


7711584 


Plus 


37316-37426 



TABLE 16A: 200 GENES DOWN-REGULATED IK CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

Table 16A shows 200 genes down-regulated to cervical cancer compared to norma adult cervix These were selected as for Table 15A, except that the numerator and denominator 
were switched, the median value amongst norm a! cervices was greater than or equal 40 units, and the ratio was greater than or equal to 3.0 [ie. 3-fold down-regulated In tumor vs. 
norma! cervix). 

Pkey: Unique Eos probeset ktenffier number 

ExAccrt Exemplar Accession number, Genbank secession number 

UnlgenelD: Unljene number 

Unlgane TfttetUntgena gene fife 

R1: Ratio of cervteai cancer lo normal cervix 



Pkey 


ExAccn 


UnlgenelD 


UntfjenaTMe 


R1 


4535S6 


AA44183B 


Hs.62905 


hypothetical protein FU14634 


18,1 


443912 


R37257 


Hs.184760 


EST* 


16.8 


420923 


AF097021 


Hs.273321 


differentially expressed bi hematopolefk: lineages 


13.6 


414422 


• AA147224 


HSJ37232 


Homeo box A13 


13.1 


42TJ058 


AKD01423 


HaS4694 


Homo sapiens cDMA FU 10561 fls, clone NT2RP2002672 


125 


412S39 


AWS61284 


Hs.296235 


ESTs 


124 
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418394 




n3.0iJi>40 


c£jrw*frrt P fan rtsrl k o V ol nrlhaBTnn mnlviilo 41 

seiecuit ti ^wiuuinBBai tujnesJOti inotociiiB ij 


12.4 


4079 3R 






iVh AC Ah ftlft mKs n 




410544 


AI446543 




ESTs 


■11 ^ 

1 1*0 


413302 


AW9G4490 

■Tit ¥ Wi*f3 X/ 


Hs. 32241 


FSTk lAKnaktw clmltflr hi SR4fifT7 dtnhs-irUsvfrvn^mo 1 * aw^ 


11 1 


423690 






tO IS, ¥Y£9KLy StirUISl UJ riVUU33 SOItt prnefn [rLsapicnEj 


44 A 


420674 


MM ffifWK 


Un 1T77 


DtHyijI OKI 1 FIBS DBTBSS 




453060 




Hs_2159»1 


hunrrih^lWoT ™vvf^V« MfVM RTAi 


4n e 


424765 


AA42&211 




hvnrifhfdiml ivnlpln PI 1 chn^ar fn hunnaw fclrliv*! 
itjpuuiauwai piurcm ru ihaw oni mat vj nyyjMtx kiulk^i 


10.5 


452106 


AJ141031 


21342 


ESTb 


y»3 


428780 


AU7R57R 




ESTs 


Q R 

y.o 


*rO(f UD 


HKJJwOO 




cdcnyiyl cydase-assoclsted pfotefn 2 


9.2 


1 1 y joy 


ftwy* O/UD 




nomo saprarfS curvv ru i w+o ns, cjqdq klauz iuu^sdo 


n ft 


430468 


VIM 


Mr 741 




Q ft 






H 5-9795 


dcyi-CoGnzyme A oxidase 2, branchfid chain 


8.7 


44W4H 


AQlH^ClIC 
ABU14oUo 




aTfophfei-1 Interacting protein 1; ecttvb. receptor Inte 


86 




MA 




CA n fWSAT* 'rJI A7RA RH RTmfl M D nA^lcrO 41 | n ir>etit It 
Li*WUUD4/ ,gil4iOOCWOirBT|NI%JUlJ«IZOo. wrWBy uypstR-u 




417511 


AL049176 




UMUIIrWS 


ft 1 


429900 






COI5 


ft 0 
O.z 


411908 


L27943 


Hs.72924 


cytkJIriQ ds3inlnss6 


o n 

p.U 




AlftYlMRA 

mvuuuiD't 


Up J9QAC 


add sphlnflomyBFjiaca-lks pfiosphj0di6stGf3S& 




•Wo MO 


AWB97741 




Homo sapiens mnNA, guna ut^^paoorl 1^4 {from clans UisrZp 


8.0 


A37ftiV\ 


Art/ iMXo 


ns^44aw 


esophagus cancar-feJated gans~2 


8.0 






HS.14UD 


enoouwan a 


7.9 


450164 






ESTs 




41^D4z 




ns.ouy 


kniuilniuiln II. f 1 , , . . ... .1. JS— A. - H i f n 1 . ■ r 

neparocyte gnowtn tactor (oepapcte&i a; sceiter tactor 


7.7 






HS.9244C 


ESTs 


7.6 


442746 


MIU IDr Id 


Vim 47CT7ft7 
n3- 1031 OF 


to IS 


"7 * 








to 18 


T O 


414175 


/\wuco r 0 


lie imnio 


nypotiiBQcsi pftr,Qin uisr&p/DiLri iz 


7J2 


•HJ9QU1 


rVT LdiUi. 1 




ksrB&i f [epJttermotytic hypBrfcBratoste) 


/.U 


An AM A 


MfcJ flf|9fl4 4 


I4e 4C1/fT7 


carWsQO Jntemnedfete layer protein, piideotida pyroph 


6.7 


**|ftZH- 


WjWOO 


nS./oo iy 


glycoprotein MGA 


o.o 


43003/ 


AI7D4R3D 


Hel26766 


ESTs 


6.5 


WCOcl 


Aiomfin 

/VsrUDf £ 


n £.40 DOES 


chromosorne 1 1 open reading frame 9 


6.5 


432101 


/My i oyov 


no. I {jy\y\<L 


cpivw 


o.o 


43D44U 




|_1_ 4flriCJI 


Homo sepieris clone 1 tnrombospondfn mRNA, complets cds 


&3 


A4J4££ 
4Z410J 


AA4S1737 


Ua 4jH/ne 
H3. 141 49b 


ilA/^E IILr. O 

MAIxCHIHDf 


6.3 


420229 


R25023 


Hs.12369 


ESTs 


tut 






U. RlfiOC 


uuii uiBiiunogwounn wmajn piuiein ^njominj 


C 4 
0.1 


4X4044 


AVoaZUao 


il»*7C449 

nSLialio 


genefal transcnlplkin tactor UtA 


6.1 






ns.ioiou 


nOTuO saptoirS CDrvS rUl lOoU ttS,CCTie ncMoAlUlKcUfll 


6-1 




AJUUUDli 


rCAtOsUO 


seninV^liicocorttcoid regulated kinase 


6.1 




BE276367 


rQ.oooiH 


MAAy 14* gene ptoaiia 


6.0 


410766 


Aj 694972 


tie Oft4flA 


nuBnDsoniB Bssemmy piuunii hiwz 


fi A 




AHeOtl 


HS.1D4U57 


matrix metaloprotelnase 19 


6.0 


436547 


A lOQTVil 


^nR9A 


leucine zipper transcription factor-flea 1 


c a 


4Z9V14 


At7ojQ2D 


Ha2D2D95 


empty spiracles (DrosophSaJ homotog 2 


&\9 




AUM4K4C7 


nS.iZD03o 


TAT 

to IS 


5.9 


4527GB 


AUffiRa>rcQ 
AWUTOW9 


Li» C4 ma 
HS.o1o39 


ESTs 


5L9 






ns.2oo9oa 


cSlSj Moaeratey amnar to ryAAlZOO protein {Heapiens 


5.9 




Al 44QV4H 




riucleosome assembly protein Hike 3 


5.9 


425010 


T16837 


Hs.4241 


ESTs 


S.9 


4ZQ34Z 




rts.1 69378 


muHfila PDZ domain protein 


5.8 


AQTOBft 

40 f co J 


K5Q393 


4s .278436 


in h Al ATA L.j_ 

KIAA1474 protein 


5.6 






Lis 4 ECCJtC 


37 KDa leudna-rich repeat (LRR) protein 


5L7 


404057 


NA 






(57 




JtQ/YCTOQfi 

AHUU/9D9 


H6»3D147o 


i/ 1 a a n enn ■■») .u 


6.7 




AlRR4<m 
/UODIO/m 


U. «JQQtT74 


nomo sapiens cuna runasr as, done ruiWcioiiJUi4oo 

ti> 1 5 


5.7 


Z9QQQQ 


AI7R1Qn9 




5.6 


•WJWD4 


uycc«/K 
WOOWO 


nS^o4WJ3 


Unnw0anlnnaf>niilA CI I40AQ1 A-> «Un B UCtM>D4 AfVMfM 

narno septens curw rui^woz re, dono ncMobiuuzAaz 


5.6 


44AA1Z 


K*laZ3 


Hs.7413 


ESTs 


5.5 


45&J73 




HS.O209& 


ESTs 


5.4 


490032 




He DQA4n 


ESTs 


C A 


408767 


AA057279 


nSjniSIcO 


ESTb 


3.4 




ADU4USZO 




WAA1490 protein 


5.3 


d347HR 
*+g UUD 




nS.lUoo7o 


rnr 
txilS 


5.3 


4Z|/UU 


AA9ftAfl4-4 


H6.£04493 


ESTs 


5_2 


4J51J3 


A m4AJI6<% 

AJ010482 


Hs.91412 


Homo sapiens cDNA FU1 1422 fls, done HEMBA1001008 


5.2 


4UbD4J 


AW40UDOO 




tblS 


5.1 


416o7o 


AW392Q22 


Hs.79507 


IQAA0582 pratoki 


5.1 


420357 


U94333 


Ha,97199 


complement component Clq receptor 


5.0 


417355 


CH3168 


Hs.82002 


endotheiin receptor type B 


&0 


423448 


AK000776 


Hs.128753 


Homo sapfenscDWA FU20769 fe. clone COL06674 


5.0 


430965 


AA489732 


Hs.154918 


ESTs 


4.9 


419968 


X04430 


KsJ93913 


Interfsukfn 6 (Interferon, bets 2) 


4.9 


447471 


AF039843 


Hs.18676 


sp rooty (DrosopnTta) homolog 2 


48 


404485 


m 




Target Exon 


4\8 


429594 


AK001128 


Hs.210297 


Homo sapiens cDNA FU10266 fe, ctane HEMBB1 001024 


4.6 


417692 


R09338 


Hs.50724 


Homo sapiens cDNA FU10934 fe, ckwie OVARC100064O 


4,B 


432304 


AA93218S 


Hs.69297 


ESTs 


4.7 


430895 


U665S1 


Ha249121 


G proteirvcoupled receptor 22 


4.7 


44B851 


A1582207 


Hs.177166 


ESTs 


4.7 


405523 
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422942 

401479 

444192 

439546 

41037B 

444702 

410909 

452249 

430376 

411037 

442003 

414031 

40062A 

414629 

437110 

410546 

456304 

401270 

419447 

414A07 

427019 

434469 

444618 

416947 

416434 

454736 

407946 

447499 

430686 

409582 

419047 

414272 

44380B 

426883 

410659 

431292 

432181 

422890 

453296 

400678 

401103 

436670 

432251 

408793 

419093 

434844 

450776 

437140 

418421 

443476 

417194 

443567 

451679 

421013 

451696 

413237 

424636 

432660 

414681 

400602 

430015 

451978 

449088 

425113 



AA010539 

AF054839 

T49304 

AW469413 

AW780192 

R23324 

A1220122 

AW896161 

BE394412 

AW292053 

BE145916 

AI67529B 

M3115B 

NA 

AA345324 
AL049240 
W79408 
AJ820973 



AI738616 

M001732 

AA6348D6 

AV6S3785 

W52990 

AW163045 

BE184348 



N(^001942 

AJ243191 

AW9S2771 

AI651603 

AW377736 

H2152D 

AI080175 

AA370141 

AA527650 

243784 

AA034413 

NA 

NA 

A1690021 

AW972BB3 

BE258371 

At804G54 

AFI57116 

NM-QD725Q 

AA312799 

R58620 

AW066594 

N53793 

AJ 077540 

AI82103O 

M62397 

AF196304 

AM68574 

AA453734 

A126B430 

AU079440 

NA 

AW768399 

AW813747 

AI664048 

AI93B992 

AJ124553 



420249 
401159 
442789 
426083 
407118 
423587 
443176 
430694 
423073 
437950 
419368 
447335 
45135S 
452614 
407570 
412295 
447261 



Hs.18912 

Hs.122540 

Hs.110950 

Hs.151145 

H£l2G7596 

Hs.41693 

He.326560 

Hs,53112 

Hs^02095 

Hs.12532 

Hs.99472 

Hs.199917 

Hs.77439 

HsJ66BB 

Rs.144995 

Hs.50745 



Hs.75928 
Hs.77348 
Hs.173233 

Hs.173334 
H^22B60 
Hs.79334 

Hs.fiOB 

Hs.147674 

Hs.2633 

Hs.66874 

Hs.90043 

Hs.46968 

H3.12420 

Hs.36088 

Hs.68826 

HS.22B1 

tis.156037 

HSJ5B93 

Hs.62560 



Hs.201536 

Hs332165 

Hs.254660 

HS.1128B5 

HS.22350 

Hs^20861 



NA 

AWS04361 

AW962712 

AA156790 

AA328074 

AI631241 

AA810624 



U79244 

AI753518 

BE617695 

AT793124 

Al 032790 

Z19CQ2 



NMJ0O6691 



Hs.85050 
H3.133B78 

Hs.13409D 

Hs.1346 

Hs.27197 

Hs.171965 

Hs.10198 

H5J64004 

H574002 

H*J12167 

ttL27371 

Hs.19B556 

H8.154658 

Hb,48965 

K&27G916 

Hs.131131 

H9.126712 

H 5,262036 

K&284256 

Hs<47312 

Hs.30936 

Hs.123119 

Hs.1 12642 

Hs.209464 

H3.286192 

Hs.144479 

Hs.334703 

KaJ37096 

Hs.117176 

HB.17917 



ESTs 46 

tetraspan 2 4.6 

Rag C protein 46 

ESTs 4,6 

ESTs 4.S 

DnaJ (Hsp40) homolog, subfamily B, member 4 4.5 

hypothetical protein MGC2780 4.5 

ESTs, Moderately similar to ALUBJttJMAN ALU SUBFAMILY SX 4.5 

empty spiracles (Drosophila) homolog 2 4.5 

chromosome 1 open reading frame 21 4.5 

ESTs 4.4 

ESTs 4.4 

protein fcmaso. cAMP-de pen dent, regulatory, type II, be 4.4 

C1000187l-:gi|l705533fsp|P320lB|CA1^_CHICK COLLAGEN ALP 4.3 

carboxytesterase 1 {rnonocyte/macfoptiage serine esterase 4.3 

ESTs 4.2 

ESTs 42 

gbcnc21c£l2.y5NCLCGAPJ , r1 Homosaptens cONActone, mRN 42 

Target Exon 4.2 

ESTs 4.2 

hyoVoxyprostagfenEfin dehydrogenase 15-{NAD} 4.2 

hypothetical protein FU 10970 4.2 

gbab28c02jt Stratagene lung (937210) Homo sapfena cDN 4.1 

ELL-RELATED RNA POLYMERASE. II. ELONGATION FACTOR 4.1 

ESTs . 4.1 

nuctearfactor, InterieuWn 3 regulated 4.0 

gtKCMWrr0676-010500-355^11 HT0676 Homo sapfens cONA. 4.0 

ATPase, Or trarwpor&ig, alpha pcrypeplJde (Menkes synd 4.0 

protocadharinbelBie 40 

dasmoglete 1 4.0 

heal shock 27kO protein famly, member 7 (cardtovascufa 3.9 

ESTs 3.9 

ESTa 3.9- 

ESTs 3.9 

ESTs 3.9 

ESTs 3.8 

chTomogranin B (secretogranin 1) 3£ 

E8Ts 3.9 

ankyrin Z, node cf Ramrier (ankyrfn G) 3.8 

ESTs 3.8 

Target Exon 3.8 

C12001233:gl|7305361|reflNP_038652.1| ctosefti IMos mua 3.8 

ESTs 3.7 

polycythemia rubra vera 1; cell surface receptor 3.7 

E8Ts 3.7 

spins] cord-derived growth factor-B 3,7 

rtyfHrthfitical protein LOC56757 3.7 

KruppeWlte factor 8 3J 

activator of CREM in testis 3.6 
p^ospbolamban 3.6 
ESTs, WeaWyslmfarto YCD1.HUMAN HYPOTHETICAL PROTEIN 3.6 
g txyz07a01 .d Soares jTXjftiple_sctenDste_2NbKMSP Homo sa 3.6 

ESTs 3.6 
gb.-yb52fl 1.y5 Stratagene ovary (937217) Homo sapfens cD 3.8 
mutated In colorectal cancers 3.5 
SUMO-1-specfflc protease 3.5 
ESTs 3J5 
ESTs 3.5 
ESTs 3.5 
rwctear receptor co ac5vatof1 3,5 
Target Exon 3.5 
ESTs 3£ 
Homo sapiens mRWA; cDfJA DKFZp566J123 (from dona DKFZpS 3.5 
ESTs 3.5 
pfeckstrin and See? domain protein 3.5 
Homo sapiens cDNA: FU21693 fis, clonQ C0L09B09 3.6 
nu dear receptor subfamily 1, group D, member 1 3.5 
Target Exon 3.5 
ESTs, Weakly similar to ALU7JIUMAM ALU SUBFAMILY SQ SEQ 3,5 
ESTs,VVea^6lmIartoAFl910201 E2IG5lKsap1erisl 3.4 
ESTs, Waatty si miter to Z223_HUMAN 23MC FINGER PROTON 3.4 
hypothetical protein FU14033 slmlarb hypoxia In duel 3.4 
ESTs 3.4 
ESTs, Weakiy slrrnlBrto H2BH_rlUMAN HISTOME H20 H [H^ap 3.4 
MAD (mothers against decapeniapteglc, Drosophila) homo! 3.4 
ESTs 3.3 
KIAA1604 protein 3.3 
hypothetical protein F1J20MO 3.3 
EBTs 3.3 
hypolhatfcalpn)tBhiFU14629 3.3 
zinc fkiger protein 145 (KnippeUks, expressed In pro a3 
po(y(A}.Dfndlng protein, nuclBar 1 3.3 
extracdliiar Cnkdomajrvconta(nfn0 1 3.3 
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4442*6 D25303 
416771 AA807H81 
433036 AA574091 



AL135623 
AA35209D 
R47948 
AA127133 
T64741 
AHJ93577 
AF023456 
AA2D5273 
AA531287 
AW137635 
ACOO5013 
AI075877 
ABQ2Q545 
AA44a20S 
AB002351 
AL122107 
AL133761 
AI02567Q 
H10207 
AW8B5909 
AI9543S5 
AA667415 
AV652551 



404195 
42B819 
42519B 
420833 
41315B 
413607 
443960 
426790 
434520 
432247 
429303 
439734 
433545 
430317 
425130 
444195 
4090D7 
453773 
442974 
446936 
454056 
420271 
435545 
445175 

TABLE 16B 



Hs.222 

Hs-25329 

Hs.105964 



Hs. 193914 
HS.1280D3 
Bs.188732 



Hs.255416 

Hs.193556 

Hs.177011 

Hs.105805 

Hs.44238 

Hs.149 

Hs.125461 

Hs.239189 

Hs.99163 

HS.10SB7 

Ks.49599 

Hs.109306 

Hs.47314 

Ks.6975 

Hs.42892 

Hs.28107 

Ks.20265 



integrin.aJpha9 3,3 

ESTs 13 

ESTs 12 

Target Exon 3^ 

NMJH 5718*:Homo sapiens NAOPH oxidase 3 (NOX3), rnRNA. V 3L2 

KIAA0575 gene product £2 

hypothetical protein FU21213 3.1 
ESTs 

gbnd87e03.r1 Sfralaoene colon (937204) Homo sapiens cD 3l1 

gb:yc4df11.r1 Sfralagene Hver (937224) Homo sapiens cD 3u1 

hypothetical protein FU21986 3,1 

protein phosphatase, EF hand rataurn-bindmg domain 2 3.1 

hypothetical protein 3 1 

ESTs ii 

ESTs, WeaWy similar to S65657 alpha-IC-adrenergic race 3.1 

cAMP response element-binding protein CRE-BPa 3.1 

hypothetical protem FU1 1 539 3.0 

glutamma&e 3 q 

ests 3 ; 0 

KWAD353 proten 3,0 

Homo sapiens mRN A; cDNA DKFZp434G0627 (from ctone DKFZp 3.Q 

gb:DKFZp751C1413j1 761 (synonym: hamy^ Homo sapiens c 3,0 

ESTs, Weakly similar Co leiictmMich gliDma-lnactJvaled 3.0 

ESTs 3.0 

PRO1073 protein 3.0 

ESTs 3.0 
ESTs 

ESTs 3.Q 



Pkey: Unique Eos probesel idengner number 

CAT number: Gene duster number 

Accession: Genbank accession numbers 

' Pkey CAT Number Accessions 

413155 135116J AA127133AA384396 AW958912T72119 

413607 1379911,1 T64741 BE158393BE152805 

417194 16S7323J N53793 N53716 N53739 

434469 3B7447J AAB3460BC18732AA729161 AA729850 

451B79 8B8642J AW21030 T47126AI82131B 

453773 B80699J AL133761 AU 33767 

454738 1232235J BE184348 AW81 7453 BE01 106B 

456304 176820.1 A1B20973 Al 734077 AIB209B4 M22S796 AA225O60 AA225101 
TABLE 16C 



Ptey: Unique number corresponding to an Eos profaeset 

Ref: Sequence source. The 7 tfgtt numbers In thfe column are Genbank Identifier (GJ) numbers. TJunr^f.etaL-re^totheixjblicafonBn^-Tha 

sequence of human chromosome 22.' Dunham I. et al„ Nature (19991 4D2:4B9-405. 
Strand; Indicates DNA strand from which exerts ware predicted. 
Ntposifion: mdteates nucleotide positions of predicted exons. 



DNA 



Pkey 



400802 
400878 
401103 
401159 
401270 
4014BG 
404097 
404195 
404455 
4045B4 



Ret Strand NLposnfon 

3B1B355 Plus 41651-41984 

3557867 Minus 174571-174858 

9B64757 Pius 31493^2842 

8568122 Minus 96330-98449 

6067118 Minus 3180-3953 

9797168 Minus 141559-141813 

7341753 Plus 32585-32756.36281-36540,40791^0933,4401 8-44179 

7770701 Plus 55512-55781 

3805917 Minus 39186-39332 

8096921 Plus 75166-75264.124036-124232 

9B57511 Plus 138851-139153 

8454543 Pte 114550-1146^11726*117407,11^9^^ 



TABLE 17A: 605 genes unregulated In testicular cancer relative to normal booV tares 

IfSSiSJ-"-^ 605 *^ ] &Mnasrfcd ^rietattvefonorniafbooy tissues that are li^ to encode proteins amenable to modiMon by small molecules, peptides, 
or antirjodies. Tneseger^jsre selected 60m 59680 probesefc on the Eos/Afrymetrix Ruu3 Genechip array. Gene egression data for each prebesaobUM ftSb raS 
US * a^rege mtens^W) j vaTue reflecting fte relative (evei of mRrWeapS Tne 9^^^^^X^S^mX 

Ptey: Unique Eos prabaset IdenHEar number 

ExAocn: Exemplar accession number, GenBanfc accession number 

UnlGenelD: UhlGone number 

Pred,Prot Domains: Certain predicted protein domains. Abbreviations used; TfA transmembrane tfomam; SS, signal sequence; =Y, very Bkery to contain; -M, 
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likely to contain; other protein domain abbreviations are from PFAM {Nucleic Acids Research, 2002, 30:276-280). 
Ura'Gene "Trite: UrfGene gene true 

R * 95th percentile of cervical cancer Ate divided by the 5Dm percetife of normal fesue Ate, where lha 10th percentile of all normal tissue Als was subtracted from 

4- both lha numerator and denominator 

Pkey; BcAccn; UnlgenelD; UnfgeneTllte; Pred.ProlDomaVis; R1 

408522; AI541214: Hs.46320; Small prolinMch protein SPRK [human, ; none.Comffln; 33.942 

422166; AA566BM; Hs.1 12408; S100 caJdum-blning protein A7 (psorias; emaruJ.S J0Q;TMsM;SS*N; 33.05 
1 U 424096; AF077374; 39322; small prollne-rtch protein 3; Comlfin;TM=M;SS=W; 32.856 

42215B; L10343; Hs.112341; protease inhibitor 3, aWrwienVed (SKAU wap;TM=M;SS=Y; 29.604 

433091; Y12642; Hs.3186; lymphocyte antigen 6 complete, tacirs Di UPArUY6.tox^^lruecp;B*=M;SS=!Y; 27.95054945 

421948; L42583; HsJ34309; keratin 6A; filairK^RtoGAPMJF286,bZipj^ 2G.778 > 

446292; AF081497; Hs.279682; Rti type C glycoprotein; Amnion1ijni_trsn3p 1 FecCD:7M=Y;SS==M; 26.1133829 
I 5 407242; M1 8726; ; gfcHurnan nonsperifc crossTeacOng anBg; lg;7M=M;SS=M; 23-382 

424687; J0507Q; Hs,15173B; matrix metfirtloproiemase 9 (gefstinase B; fn2 f r*mope5tln l Pepfldase_M10;; 2Z622 

412718; AWD16610; Hg.816; ESTs; none,none; 21.198 

40S690; M29540; Hs.220529; cafchoembryonJc antigen-related cell ad; fc;TM=M;SS=:M; 20.028 

402075; ; ; ENSP0QOOQ251 05S*:Rasma membwe catcfum; none;; 19.038 
ZU 431958; XB3629; Hs.2H77;cadherIn 3, type 1 f Bcadhenii (placenta; cadberin,Cadherln^C_terrrr;TM=Y;SS=M; 17.92061281 

412471; M63193; Hs.73346; endothelial ceil growth factor 1 (pfatefc GlycosJi^^,Gryco5jran6 w 3N;TM=M;SS=M; 17.8978979 

417308; H60720; Hs.81892; K1AA01C1 gene product norxsTM=M;SS=ri; 17.08333333 

429299; M420450; Ha.380088; Plakophilin; nofKMione; 17.08235294 
~ c 417079; U6559D; Hs.8t134; intecfeuWn 1 receptorafrtagonlsl; ILIs ia9l568S28 
Z5 439928; AWD14B75: Hs.137007; ESTs; none/ione; 16.69 

419693; AA133749; Hs.3Ol350; FXYO domain-containing Ion transport rag; ATP1Gt_PUNLMAT8;TM=Y;SS=M; 16,365 

413753; U17760; Hs.75517; iamniin, beta 3 [ntceta (125kD), kallnln; larrfr^^GF.lamii^Ntenn;; 15.752941 18 

413276; 8E5630S5; H&833; Interferon-stimuteied protein, l5kDa; ublquWn;; 15.48800509 

401781; ; ; Target Exon; RamentTM=M;SS=N; 15.43668831 

420440; NMJJ02407; Hs.S7G44; mammagtoblri 2; Uteroglobin;; 15.394 

441633; AW95B544; Hs.1 12242; rwrmatmucMatf eac*!^^ 15.12264151 
452240; A1591147; Hs,61232; EST* none.none; 14.63 

423957; NAUJ03681; Hs. 1 94679; WMT1 IfKfticlblB signaling pathway protein; fsp J l vwc,!GFW I ;TM==M;SS=P* 14.49772727 
414987; AA524394; Hs.294022; hypothe&al protein RJ14950; SH2;TM=M;SS=N; 14.4388313 
432374; W6B816;rk3018B5; Homo sapiens cDNA FU11346 tis. dona PU nonejione; 14.00909091 
40026$ X0782O; Hs.2258; matrix mslaibprotelnase 10 [stramerysln; heirnpaxkiPepBdase M1 0.Astacfnn 13.824 
414812; X72755; Hs.77367; monofclhe Induced by gamma Interferon; 1L8;TM=M;SS=Y; 1 3.7754356 
421552; AF025692; Hs.105700; secreted frizzfed-ielated prcte'm 4; Fz.NTK;; 13.74595843 
. _ 40D284; ; ; NrMJW0125^Homo sapiens estrogen recepto; homione_jec^W f OB5tje<^TM=Mj89=M; 13.31578947 
4U 428227; AA321649; Hs.2248; email inducible cytottie subfamfly B (Cy; IL8;TM=M;SS=Y; 1005294118 
411274; NM_002776f Hs.69423; kdlfcrein 10; tryps%i;TM=M:SS=N; 13.038 

406687; M31126; Hs.352054; matrix metaSloprote^ase 11 {strornerysln; herrope^.PepUdaseJAlO;; 13.00311527 
427666; At79t495; Hs.1 60142; calmoduHrMlke sktn protein (CLSP); eflianri;TM-M;SS^; 12.79 
400301; X03635; Hs.1657; esbogan receptor 1; Fba^homKme^rec.zf^Oestjecep.acX^ 
43 syr^C^Ey^RRU^r^bindii^T^H^SS^^ 1Z472 

410001; AB04103S; Hs. 57771; kaHlkreln 11; trypsln;TM=#*SS=M; 12.47 

422310; AA316622; HS.9B370; cytochrome P450, subfamily US, potypept; non^pVmas^frig^; 12.28597122 
430830; AW269920; Hb^621; cystafin A (steffn A^ cy3tafin;TMBM;SS=N; 1Z13379205 
437044; ALQ35B64; rfe.69517; differentially expressed in FanconPa an; none;TM=*M;SS=M; 12.04945055 
OK) 418462 BE0015SB; Hs.8526G; rntegrln, beta 4; ftt^lntegrln^Calx-beta^F^M^S^ 11.95538462 
44385% NM_C13409; Hs.9914; foHTstatin: karat; 11.95467422 

42635ft NM-003245; He. 2022; transglutaminase 3 (E po^pepsdg, prote; Traneglutarn^Jraiiag)iitaiiiin_C,TrarMli^^ 11 61 

40B243; Y00787; Hs^24;ktteneutei 8; KLH l PASJL8;TM=M;S8=H; 11^84 , 
444781; NMJI1440^ Hs.11950; GPt-ancbored melastasls-Eseoctated prote; UPAR_LY6.laciamsBeB; 11^5285714 
55 42B484; AF 104032; Ks.1B4601 : solute carrier family 7 (catkxite amino ; 

sa_pemK»Bes^dcaa^^ 11^79569B9 
418663; AKQ01 1 00; H&41680; desmocdiin 3; cadr^,Ca^i_C_term,r>oae; 1 1.456 
433081; AF217513& Hs.279905; clone HQ0310 PROOSIOpi; norie^ 1 1j^3521 13 

423217; NMJDTO094; Hs.164acdlap^ r type VII, a^ 1152234432 
OU 428970; BE276S91; H3.1S4691; retmoic add induced 3 (RAIG1);nietabo;7tavJ5TM=Y^8=M; 11^8686327 
424834; AK001432; Hs. 153408: Homo sapiens cDNA FU 10570 fis. done NT; none,none; 11.076 
451541; BE278Q83; Hs.28557; f^akophHTn 3; AnnadllloLseg;TM=M;SS=r* 11.0381579 
418478; U38945; Hs.1 1 74; cyclbvdependent Knasa Inhfeitor 2A (me; an)^ 11 

423673; BE003054; Hs^695;ma^rretalk)proHnase 12 (macrophage ; r^rnopejd n| Peptldase_M10;TM=M;S&=M: 11 
03 425071; NM.013988; Hs.154424; detodlnase, lodolhyronlne, type II; T4_*ieodi naae;TM^SS°Y; 10.93859649 
437938; AI950087; Hs369628; flbwt|05c02x1 NCLCWJCd12Hc^sa)j|en;none < nofUJj 10.78064516 
425367; BE271188; Hs.155975; piotelntyK^ittphodphatese, receptort none;TH=Mi8S=Y; 10.74825176 
43970B; AW872527; Hs.59761; ESTs, Wea^y stmOar to DAPIJflJMAN DEATH; none.none; 10542 
437897; M7705B1; Hs.l48170;rrypothetfcal protein RJ2295S;ztOHKCnone; 10,49538462 
/ U 431629; AU077025: Hs.265827; interferon. alpha-Wucaile protein (do; roru*TM=M;88=Y; 10.48210735 

41155B; AA102670; Ks.70726; garnma-amlnobutyrlc acid (GABA) A recepto; Neirj5racuLBl^r^rjcharuiiembtTM^^8=M; 10.26714286 
409142; AL136877; Hs^0758; SM04 fatrurtural maintenance of chromoso; A8C_tran.M.SMC_N,SMC C,OUF164.iK)ne: iai42 
421508; r^G04833;Hs.105ll5; absent h 10.1 
418S41; BE243136; Hs.66947; adfelrrtegnn and metalkjproteinflse daina; pTsmteaito I Repic4ysln,F^pJ^l2H^pep t E^ 
/ J 425397; JM08S; Hs.156346; topdsomerase (DNA) II alpha (170kD); OMA^yraaaB.DNAJcpolsojV.HATPasej;;; a996363836 
414035; YOOG30; Hs.75716; serine (or cysteine) proteinase Inhlbfto; serpfn;; 9.896825397 
42150ft BE302796; Hs.105097; thymidine kinase 1, soluble; TK;TW=W;SS=M; 9^86888889 
40778% AA68753B; Hs.38972; tetraspan 1; tansinembrane4;TM=Y;SS=M; 9.878056338 
424441: XJ4850; Hs.1 47097; H2A htetone family, member X; Wstone.GBFOJIFYBLHyiFr. 9^51635514 
43B091; AW373062; Hs.351546; uuctear receptor subfamily 1, group I. m; homH)iiB_jec^-^none; 9.840720222 
413859: AW992356; Hs£364; Homo saptens pyrwate dehydrogenase *tna; SAM_PNT,none; 9.823170732 
408000; L1 1690; Hs.198689; bullous pemphrgdd antigen 1 (23Ctf240kD); emand^e<iri^GAS2,Sr^P^nWXyk)seJ S o m 
lZWdh_C.CIiAlP3;TO=W;S^N;a812 
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409893; AW247090-. Hs^71 01; mJrttdHonosomo irteintenance deficient (S.; MCHaWo_keU»d;TM=M;SS=ft 9,787876786 

442599; AF078037; Hs.324051; ReU^ssociated inhibitor; SH3,ank;TM=M;SS=N; 9.637037037 

425650; NMJD01944; Hs.1925; desmogtein 3 (pemphigus vulgaris antigen; cadherin;TM=M:SS=M; 9.596 
_ 417900; BE25Q127; Hs.62906; COC20 (cell division cycle 20. S. cerevi; WD40;TM*M;SS=N; 9.558 
5 444946: AW1392D5; Hs. 156457; hypothetical protein FU22408; abhydiolasB ( al)hydrotese_2;TM=:Y^S=M; 9-55 

421481: AW391972; Hs.104696; KSAA1324 protein; none;TM^M;SS=M; 9.5290B5873 

40BS91; AF015224; Hjl46452; rm*nmagtocln 1; MerogJobWllfr=M;SS«M; 9lBQ6 

4443B1; BE387335; Hs.28371$ hypolhetfcaJ protein BC014245; CoRageo;TM=M;SS=M; 9.477961433 
. ^ 444006; BE3950B5; Hs.334762; type] o^smembrane protein Fn14; lcfljBoepLa 1 PKD,MKCJ;TM=M;SS=Y; 9.415151515 
1 0 41371 9; BE439680; Hs.7549B; small Inducible cytokine subfamily A (Cy; IL8;; 9.408 

424364; AW38322S; Hs.1 63B34; ESTs, Weakly sWIarto G01763 alrophin-; ras;TM=iM;SS=M; 9.36 

429002; AW248439: Hs.2340; junction pfakogtobln; Anro^D_seg;TM=M;GS=N; 9.315693431 

421379; Y15221; Hb.1039B2; small Inducible cytokine subTamiy B (Cy; IL8;TM=W$S=¥; 931 

418004; U37519; Hs37539; aklehyde Dehydrogenase 3 tamlry, member ; sMedh;TM=M;SS*M; 9.29 
1 5 454034; NMJXJ0691; H&575; aldehyde dehydrogenase 3 family, member; etdedhn &264 

417389s BE260964: Hs.82045; rridkine (neurite growlh-prornoSrig teeter; PTN_MK;TM=M£S=Y; 9.241561 181 

44503% AV652402; Hs.72901; cycfin-dependent Wnase inhibitor 2B {p1 ; ante 9.207272727 

443420; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 9.1951672B6 
_ _ 439223; AW238299; HSJ250S18; UL16 binding protein 2; WLrecepLfiiPKD,MHC„l;TM=M;SS=Y; 9:108 
20 426758: AA433988; fe.985G2; CA125 antigen; mucb 16; SEA;7W*Y;SS=N: 9.028 

421777; BE562088; Hs.108196; HSPC037 protein; none;TM=M;SS*N; 9.004 

440988; Y09763; Hs.22785: gamma-amiiobijlyricecld (GA9A) A recepta; Nmjrj3haraBD.r^ur^aiu«emi>;TM»Y;SS=M; 9.001096491 

418969; W33191; Hs.28907; hypolhefcaj protein RJ20268; SH3;TM=M;8S=N: 8.942 

455G01; AI3686B0; Hs.616; SRY (sex determining region Y]-box 2; HMGLbmcn 8.87 
25 429211; AF052633: Hs.198249; gap junction protein, beta 6 [con nexfri 3; conn erin;TM=Y;SS=M; 8.77131783 

456906: AF 117646; Hs, 156637; Cas-Br-W (murine) edropte tetrovlral zf^^CbLM l CbU^2,CbLN3;TM=M:fiS=N; 8.738 

430397; AJ924533; Hs.1056O7;btearoonate transporter related protein ; HC03^co1fenspTM=Y;SS=W; 8.736 

417034; NMJD061Q3; Hs.80962; neurotensin; nones B.592 

423083; Y09397; Hs.227817; BCl2-related protein A1; BcW;TM=M;SS«N; 8.536 
30 408113; T82427; Hs.t94l01; Homo sapiens cDNA: FU20869 fis. done A; 7tm.3,none; a49 

4392B5;AL133S16; Hs.47860; hypothetical protein FU20093; ig.pWnase^^lRRrfT.LRRCT.none; 8^60655738 

409420; Z1600B; Ha5445l; lamlnln, gamma 2 (nicein (100kD), kalhU; lairinln_3^mn_EGFs 8.414 

4387485 A1BB5815; Hs.1 64727; Human melanoma-associated antigen p97 [m; lrai«fem'n,GuBny)atBjtjn ( PD2 1 8H3; 8.376205788 
_ _ 439606; W79123; Hs.58561; G protein-coupled receptor 67; 7lm_1;TM=Y;BS^M; &37 
3 5 4304B6; BE062109; Ha,241 551 ; chloride channel, calcium activated, tam; n«w;TM=Y;SS=M; 8.364 

429170c NMJM1394; Hs.2359; dual specificity phosphatase 4; Rhatenese.DSFc.Yjtosphaia^ a?66 

417771; AAB04698; Hs,B2547; reftiofc acid receptor responder (tare; none.none; 8.246314607 

431620; AA126109; Hs.Z549B1; Z-ff-cligQadenylate syntriBtB36 2 (69-71; NTPJr«wL2;TM=M;8B=N; B.156 

412270; AC0 05262; Hs.73797; guanha nucleotide Kwfog protein (G pr, fra1pha J e^7M=M;SS=N; &142857t43 
40 44873% NM-005829; Hs.167958: solute carrier family 6 (neurolraren^te; SNF;7M-Y;S^N; ai37559809 

427557; NR1,002659; H5.1T9657; plasminogen activator, urokinase receptee UPARJLY6 ,ET, PLA2Jnh;; B.043478261 

434439; AA579635; Hs.1770; l^ase I DNA, ATPHtependent; DNAJIgase;; 8L03B194444 

41^22; AA284teQ; HsAH 13f cycarMtepBndentMnase lnhn^3(CDK:YjAtBpha^r^c;-m=M;SS=N;a024752475 

453857; AL080235; Hs55B61; Ras4nducsd senescence 1 (RIS1); noneOM=Y^M; 8 
45 424046; AF027656; Hs.13S2Q2; serine (or cysteine) prolabass inhlbno; serphi;TM=M;S3=N; 7.982 

418526; BE019Q20; Hs.85838; sokite carrier family 16 (monocarboxylte; none;TH=Y;S8=M; 7.073684211 

413219; AA878200; Hs.118727; Homo sapiens cDNA FU13692 fe.done PU Hlii.dealhJNFRj^.Acyl-Cc^ydro; 7A92 

422809; AK001379; Hs.12102fl5 hypotiieficaJ piotelnFLJI 0549; 1Q;TM=M;S^ 7X24 
„ 452203; X57522; Ka^S2018; transporter 1 ( ATP-Wndlrtg cassette, sub; ABCJran ( ABC_riu3mbranB,SW54.Tlryino^ 
50 431630; NM^0022D4; tis.265829; Integrln. alpha 3 (antigen CD49C, alpha ; FG-GAP,Rhabd jlyco^tesnnJ^TM^Y^S^M; 7J56S65201 

432874; W94322; Hs.279651; melanoma irthabitoty activity; SH3;TW=M;SS=Y; 7.75BB7674 

43946% 6E264974; rfe.6566; thyroid hormone receptor irrteractor 13; AAA, ABCJran t CoaE;TM=M;SS»N: 7.767751 93B 

452747; BE15386S; Hs^1460; 1g Buperfarrfly recaptor LWIR; lg,raisbd_^ycoprFW=Y;SS^M; 7.624 
_. _ 436033; W05391; Us, 351546; nuclear receptor subfamly 1 , group I rrc nonTUi»^ec,zfC4,none; 7.605660377 
55 427747; AVY411425; Hs.180655; serrneAhreonlne kinase 12; pHnaso;TM=M;SS=N; 7.578 

430280; AA361 258; K&23706B; IntarteuJtin 7 receptor; tnS.none; 7.476 

428299: AI620463; rl 5 ,34740a ; hypothetJcal prcteb MGC13102; none;TM=Y;SS«H; 7.442528738 

441384; AA447849; Hs.288660; retook acid induced 3;71mJ3 l none; 7.442495127 

448163; AA0266B0; Hs^5252; probebn receptor; none;HA;MA; 7.436761609 
60 414774; X02419; Hs.77274; plasminogen acflvator, vnoVinflse; fcringle.try ps1n,pfant_irifciirns;; 7.435897436 

439237; AW408153; Hs.318693; ESTs, WesWy similar to A47592 B^ell gr; Fiiirv4n(e,pMn3Be,RecepJ^dgmain ( YLP.none; 7.398360656 

432636; AA340864; Hs.278562; clawfin 7; PMP2^aaudto;TM=Y^3=M; 7.334039735 

431890; X1703% Hs-271986; Integdn, alpha 2 (CD49B, alpha 2 subvnl; vwa,lntegn n_A l FG-GAP;TM=Y^S= s Mt 7.383419689 
41SQB4; L16991; Hs.79006; dQOxytoyrnWyfate Mnsae (uiynraylale Wn; ncna.none; 7^82 
65 439972; AA28467B; Hs.25640; damfin 3; Pt*^Cteirdln;TM*Y;SS=M; 7^27180494 

mm; D11926; H«.76B46; phosphoserlne phosphatase^; Hydro las bjTM^SSoN; 7.316 

448669; BE382657; H&21468; signal transducer and acnVator of trans; SH2.STAT r CTATJ£nd 1 STAT43rotTM=M;SS=N; 7.31 54121 38 
428450; W.014791; Hs.164339; WAA0l75g^ne product; KAl,fikaiasamyI=M;88=r* 7.2984375 
422283; AW41 1307: Hs.11431 1; CDC45 (eel division cycle 45. Sxerevls; COC45;TM=M;SS=N; 7.28 
70 451253; H46299; Hs^6126; daudln 10; PMP2^0audlnJ 3 eptkfeseJ^1 l IUBn^T^ 7^56802721 
416819; U77735: Hs.60205; pi m-2 oncogene: ptdnase;; 7^34455959 

421817; AF146074; Ha. 108660; ATP^hufing cassette, sub-My C (CFTR; FascWn^CUNnABC^nnbi^,GTP_ERU;Tl^SS^; 7.162534435 

451035; AUD76785; Hs^30; plastin 1 (I Istrform); efhand.CHAteptlrLNn 7.145454546 
„ ^ 424008; RD2740; Ks.1 37555; putafivs chemolOne receptor; GTP-binrfoig; 7tn_1;TM=Y;SS=M; 7.1 26 
75 414482; S5749B; HaJ6252; endothelln receptor type A; 7tm_1;TM^r;SB^ 7.122413793 

425003; AF119046; H8.1541495 apurinfctepyrimldlnJc enoonucteaseCAPEX ; Tro|»n1n.E^enab_phos i lQ;TM=M;SS=N; 7.10671936B 

430890; X54232; K&2699; glyptcari 1; GlypIcan;TM=M;S8=M; 7.088937093 ' 

407792; A107771 5; Hs.39384; putathre secreted ffgand homologous to ft none;TM=M;68=Y; 7.052 
rt _ 426514; BHB16633; Ks. 170195; bone morpnogenetfc protein 7 (osteogenic; TGF-bet3 p TGFb_propQpEde;; 7.042 
80 431241;AA496799;HB.36958;EOT6;SH2 ( Ra^EFjione;7i)3 

437139; W73685; Hs.118513; ESTs. WaaMy sTnular to RTA RAT PROBABLE; 7trru1 JM=Y£S-M; 7 

420311;AW445044; Hs.38207; Human DNA sequence fiom done RP4-53DH5; none.nonec 7.026 

439979: AW600291; Hs.6B2% hypothetical protein FU 10430; none;TM=M;SS=N: 7.008 
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422846; BE513934; HM583; neutrophil cytosoflc factor 1 (47M), car; SH3,PX;TM=M;SS=N; 6.991626794 
416250; AA5813B6; Hs.73452; Kremen 2; Vrlngle.CUB.WSCr. &972 
430770; M765694; Hs.123296; ESTs; none.none; 6.95 

418869; AW516S65; ;gb:xqD1d05.x1 Soaras _NHCeC_c«vtoJJtJmo: ncneJtesGAP.WW.IQ; 5.948 

428953; AA 30 66 10; Rs.346153; tumor necrosis fector receptor superfami; 60s_TSbosofTOl,R»bosomaU10 > TNFR_p6 l DEAO;; 8.914 
41B283; S79895; Hs.83942; cattiBps&i K (pycnodysostosis); PBpQdase_C1;; 6.676190476 

419667; AU077005; Hs.92206; a diantegrtn and metaBoprolstae doma; <TsrTtegriii l Repidy6Jn l Pep_M12Bj)nDpep;TM=HSS=M; 6,862970711 

421143; AB024536; Hb.102171; Immunoglobulin superfemly comatnmg Ib; ig.LRR.LRRhfT.LRRCTiTM^MjSS^M; 6.849056B04 

456181; L36463; Hs.1030; ras mtubitor, RA,SH2 t VPS9;TM=M;SS=N; 6.762 

436856; A1469355; Hs.127310; ESTs; pWnas*nm;TM=M;SB^ 6.721428571 

411125; AA151647; Hs.68877; cytochrome b-245, alpha poVpapfi^ none;TM=Y;SS=M; 6.720348837 

43SP 50; AL359053; Ha57664; Homo sapiens mRNA full length insert cDM; IMPIH^MPOrttJ.CBS.inleflnUJ.F^^ 6.717307692 

450334; AF035959; Hs.24879; pnospnalkilc acid phosphatase type 2C; PAP2;TM*Y;SS°M: 6.715240642 

426437; BE076537; Hs.169895; uWqdtlrKmnJiigeting enzyme E2L 6; Arraadnicuseg,UQjMn,none; 6.686194444 

439738; BE246502; Hs,9595; soma donwii» immunoglobulin domain (Jg),r SEroa,PSI l IMegrin_B;TM*Y;SS=N; 6.670553936 

426365; AF1 12213; Hs. 184062; putsfre Rab5-1ntoracting protein; SK2.SH3;; 6.662921348 

458534; X91 1 95c Hs.100623; phospholipasfi C, beta 3. neighbor pseudo; UM P POZ^as% 6.653713299 

426289; AW139342; Hs.15553Q; Interferon, garnmatoductbte protein 16; PAAD.DAPHHIN^ 6.652671756 

426500; NMJ)14638; Hs.170156; KlAA0450gerre product. C2^4>Lr>Y;TM=M;SS=N; 6.639655172 

436113; A1467908; Hs,BB82; ESTs; 7tm_1 4 ncne; 6.6 

444783; AKD01468; Hs,62180; anURn (Drosophila Scraps homolog), act; PH,none; 5.6 
4084B2; NMOQ0676; Hs.45743; adenosine A2b receptor, 7lmJ;TNNY;SS=M; 6.548148148 

41O290; AA4023O7; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSI,T16,hitegrfn_B:TM=Y;SS=M; fi.532763533 
414809; AM34699; rfc.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS*N; 6.526951673 
426440; BE382756; Hs.169902; solute carrier famKy 2 (faciltated gin suger_tr;TM=Y;SS=M; 6.512704174 
420039; NMJJ04605; Hs.376147; sulfotransfBrase family, cytosolk:, 2B, ; SuHb transfer 6.496 
423031; AJ276988; Hs.374579; ESTs; none,naie; 6447658402 

421445: AA913059; Hs. 104433; Homo sapiens, dona 1MAG&4054B68, mRNA; tenJransKJt9tra.asp; 6l4266G6G67 
433933; A1754369; Hs.355397; Homo sapiens ctone TCCCtA0£H84 mRNAsequ; noriajNAjNA; 64 
435094; AI580129; H&.269008; EST; Rooe.none; 1312 

432106; N58323; Hs.269096; ESTs, Weakly similar to RETRCWIRUS-RELAT; BH3,PD2,GuanylateJdn l nonB; 6.276556777 
427B40; AF05B293; Hs.180015; D-dopacfirome tautomerase; roXB.SHMT^IIRGSTJXe^G^omaK^ 
6^72727273 

435232; NM.001262; feM54; cydin-dependent kinase inhibitor 2C (p1 ; ank;TM=M:B8=N; 6.269720102 

41820% X54942; Hs.8375B; CDC28 protein kinase Z CKSs 621 9081272 

41 1263; BE297802; Hs.69360; ktaesln-llke 6 (mitotic eentromere-sssoc; Hnestn;TM^M;SS=W; 6.19 

409512; AW979187; Hs.293591; melanoma differentiation assodafed profc DEAD,heJicase_C 1 CARO;TM=M;SS^N; 6.188B88B39 
449230; BE613348; Hs,356392; melanoma cell adhesion nwteute; ig jsodh ( RibosoroaU6 i F.bax;TM='Y;SS«=M; al8aQ46647 
44MQ6; AKDG0517; Ks.6844; NALP2 protein; PYRJr^ContaWfig APAF1-II; AM,NB-ARC^MDJMPIN;NA;NA; 6.15503B76 
460581; AF0B1513; Hs.25195; TGF-beta 4; T6R)eta,TGFb_propep0de!; 6.1S2 
432314; AA533447; H3.2&5173; ESTs; Xlmk.none; 6.123040752 

416644; M62982; Hs.1200; arachWonale ^lipoxygenase; Rpoxygenase,PlAT^M;SS°^ 6.12 

421733; AL1196T1; Hs.14205 fibroblast growth factor receptor 3 (ach; lg,pHnaM;TM»Y;SS=M; 6.09575B355 

422051; AW327546; Hs.11 1024; solute caniar famfly 25 (nutenondrlal : rritoj»r;TM=M;8S=N; 6^)89164786 

452683; AJ089576; Hs.374574; progesterone membrane bmding proteir* hotneobox.none; 6,06284153 

445537; AJ245671; Hs.12&44; EGRlke^Jomatn, multiple 6; EGF.MAM;; 6.05513306 

444309; U83236; Hs.10803; caldum and tategrin bindmg protein (ON; eftarid;; 6.04015544 

4141665 AWBB8941; Hs.75788; K-myc downstream regulate^ DEAD J beJkase_C l nrm i rWr l CysJ^T1Uvwa,^^ 

be!a,DUF139,TPR l DSI^tS|^1,RlbMorr*atS21 l rvp;T^ 6.009562842 
438108; AJ471795; Hs.287776; varflWd receptor-ielsted osmoticaily a; ank,loru^ao5;TM-Y^S=^; 6.004 
413868; N^O0W8; Hs.75595; interieukin 2 receptor, beta; none;TM^YiSS=M; 5.9B4538083 
405484; ; : C3021^gi|12737280)(arlXP_006662.2| k nonen 6.9789B4401 
414907; XS0725; Hs.77597; pota (OrosophlaHUce Mnase; RfoosomaUL37ae,pWnB5emXU»^^ 
41 921^ AI3076718; Hs.164021 ; small inducible cytokine sutfemly B (C* IL8- 6.976 

414135; NMJXK419; H 5.21 23; (Mai specUTc% phosphatase 55 Rlx)dDJieseJ>SF^Y^Dspnatas^TM=M;SS=N; 5.969367755 
41 1756; BE294350: Hs.71691; discordjn oVxnafn receptor family, member; p^ase 1 F5_FSJypa^^TM=Y;SS=M; 555164136 
424291; AL120051: Hs.1447M; ephnUI ; EphrimTM^Y^^M; &951550388 
453459; BE047032; H&25778G; ESTs; none.none; 655 

456373; BE247706: Hs.66693; membranfrspamtng 4-domate, subfamily A; none;TM=Y;6S=N; 5\S38 

429359; W0O4B2; Hs.2399; matrix rnetalioprotelnas a 14 (rnembrane-ifi; henxpexln.PepMaseJWIftTlyHW^W; 5517857143 

414703; BE243877; Hs,380063; ATPase, Ner? transporSng, beta 3 potypep; NaJ<^TPasa;TM=Y^S=M; 5910455487 

448775; AB025237; rU38B; nudix^ucteoside d^hosphate tfnted mot; NUDJX,TM=M;8S=^5.9018Bfi793 

452239; AW379378; Hs.356289; protein tyrosine phosphatase, receptor t; nona.nons; 5.668362632 

418345; AJ001696; Hs.241407; serine (or cysteine} proteinase InhlbOo; serpln;TH^Y;SS^M; 6.642 

452675; BE276760; Mg.30926; PNA sagmeM on chromosome 19 (unique) 11; Euk_pann;TM=M£9=M; 5816363636 

439625; AF0664S3& Hs,58611; ESTs; FcfkJiBa4giycdytk^f«y,Na^lpt>_syTnp; 5J 11 594203 

447343; AA256841; Hs.236894; ESTs, Highly simnar to 802392 atpha-2-m; none.none; 5.61 

422765; AW409701; Hs, 1578; bacutovtia! IAP repeaVcontatnlng 5 (but; HR;™°M^S=N; 5.806 

415193; AW009450; Hs.943; natural killer eel transcript 4; nona;TM>M;SS^i; 5.804137931 

431S41; AKDG0106; Hs^72227; Homo sapiens cONA FU20D»fo, done CO; pktaase t Furirafc^Recep_t_dom3in^one; 5.8 

457001; J0325B; Hs.2062; vitamin D {1,25- dihydroxyvltamln 03) re; horrTwn9^^Jy^aMjo^;7M=M;8G=tJ; 5J94 

439335; AA742697; Hs.62492; NMJJ52863^omo sapiens secretogloUn. fa; nonan 5.7785&8B06 

439248; AI498072; Hs.351474; membrane-associated tyrosine- and Ihraon; anKpKjnase,UPF0073- 5.763492064 

452461; N7B223; Hs.106106; transcription factor; rK^HW,ubiquitlft l PHD l YDGLSRA;TM !J M;SS=N; 5.728 

4148B3; AA926960; Hs^48B69; COC28 protein kinase 1; CKS;; 5.7146M146 

424517; AJ539443; Hs.137447; Homo sapiens cD MA PU 12169 fl 3, ctone MA; SH2,STAT i 8TAT^bbd I STAT^prot ( none; 5.701666667 

419056; M89957; Hs.89575; CD790 antigen (immurwgtebuln-Bssocisted; ig t TTA^TM=Y; S 8= M; 5.692 

432269; NMJD02447; tis^942; macrophage stJmuTating 1 receptor (o-met; pWrw3e.S»na l F«t 1 TH^M_EXTRA;TM=M;SS=W; &686 

452595; AI826645; HsJ211534; ESTs; ArfGap^PIianKGuwybteJdn^POZ^HS; 5683673469 

411030; BE3B7193; Hs^7896; 7-60 protein; none;TM=^S8=N; 5676767677 

447131; NM_004585; Hs.17468; retlnoic add receptor rospondsr (tazaro; none:TM=Y;SS=M; 5672977625 

426227; U6705B; Hs.1fi4299; Human proteinase acOvated eeceptor-2 rrfl; 7tm_1 ;TM=Y;SS»M: 5.666 

407722; BE262241; Hs.36041; pyridoxal (pyrtobxine, vitam%)B6) khias; pfrB;TM=M;SS=N; E.669616943 
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427490; 295152; Hs.178695; mtogen-acfivated protein kinase 13; pMnase;TM^SS^N; 5,6483623 
415010; NMJr04203; Hs.77783; membrane-associated tyrosine- and ihreon; ank,pWnase 1 UPF0D73;: 5.648 
452690; AI53B070; Hs.15035; ESTs; pmj,hoTneobox41g_chafi r ANFjBcepkDC 5*46 

424321; W74048; Hs.1765; lymptoctf e-spacifc protein tyrosine km; SH^SKSipkfoasetfMsMS^N; 5.642405063 
5 418703; NMJJ14448; Hs.87435; Rhoguanina exchange fector(GEF) 16; SH3 l PH 1 RhoGEF,BimOP3;TW4rt;S8°N; 5^36 
426100; AAB22037; Hs.16646B; programmed cell ctoabi 5; DUF122:TM=M;SS=N; 5.6350B7719 
424490; AJ278016; Hs.55565; enltyrin repeat domain 3; arfc.pWnasetTteMiSSsN; 5,620930233 
432055; AA401 039; Ks.2903; protein phosphatase 4 (formerly X}, rata; Metailophos;TM=M;SS=N; 5.603352145 
41701B; M1B038; Hs.80B87; v-yes-1 Yamaguchl sarcoma viraV related ; SK2 f SH3,pklr*3s©;TM=M;SS=M; 5.596052632 

1 0 430596; AA53127B; Hb.59509; ESTs; pWnase,PP2C,none; 5.575112106 

435017; M336522; Hs.12854; angiotensin II, type I receptor-assodat; fnoiie;TM^Y;SS=M; R556910569 

439963; AW247S29; Hs.6793; ptateteVadhrfltina. factor acetytoydrota; PAF-AHJb 1 Upase_GOSL;TM=^S9=M; 5^56195965 

415012; NM_0043ft3; Hs.77793; osrc (yroslna Wnase; SH2 t SR3 I pWri3se;TM=M;SS=N; 5.5554216B7 

424909; S76187; Hs.153752; cs3 division- cycle 25B; Rhodanese;; £545751244 

1 5 413909c X14034; rte.75648; phosptwJIpase C. gamma 2 (phosphaBdyUn; S^SHiCZ.PH.Pl-PLC'Y.Pl^LC-XPOGP;; 5^41 366907 
405621; X57B09; Hs.1B1 125; Immunoglotxjlm lambda Iocub; ig,HSP70 l Ppx-GppA;™=M;SS=M; R54076087 
417700; M36542; Hs»1 101: POU domain, class 2, transcription facto; lwmec*ox,poisTM*^SS=N; 5.536 
456362; AW973003; Hs.179909; hypothetical proton FU22995; nartf*TM=M;SS=N; 5.52661597 
4365765 AW56213; Hs.77542; ESTs; 7tm_1.Diial; 5.52638191 

20 425465; L16964; Hs.1904; protein Wnsse C r tola; p^m^GJ^E-Wrid.plclnflsajaOPRTM^MiS^N; 5519672131 
412276; BE262621 ; Hs.7379B; macrophage rrtgraEon inhibitory factor fj MtF.sugar^none; EL5164533S2 
417433; BE270266; Ha.82128; 5T4 oncofetal trophoNast glycoprotein; LRR ) LRRNT.LRRCT;TrvNY;S&=M; 5.514964789 
447B27; U73727; Hs.19718; protein tyrosine phosphatase, receptor k; m3feXj^ha^r^;TM=Y;S&=&1; 5,494202699 
41950B; AW997938; Hb.90786; ATRWndlng cassette, aub-famliy C (CFTFt ABCJran,ABC jiusmrxane;TM^;SS=M; 6471947195 

25 410608; AI53B438; H&.159QB7; ESTs;ubJqulfm^ntegrtn_P,UBA,noTifi; 5.465384615 
448633; AA31 1426; K&21635; lubiin. gamma 1;tubu*n;TM=M;SS*N; 5.460078048 

408716; A1567639; Hs,161714; Homo sapiens mRNAfbr WAA1769 protein, ; UwD.har(case;RNB ( RuntTM=M;SS=M; 5.450413223 

426410; BE298446; Hs.305890; B02-)iks 1; BcW.BH4.none; 5.444805185 

457B19; AA057484; Hs35406: FU20522 Hypothetical protein FU20522; none,none; 5.444281B2S 
30 422597; BE24S909; 18634; ATP-btooTng cassette, sub-faMy B (MDWi ABCLt/Hi^BC_membrane,PRK;Ttt=Y;SS=K; 5437931035 

429191; AF065215; Hs.198161; phosphorrpase A2, group WB (cytoSotlc); C2PU?_BJrnJC;TM^M;SS=N;5L4375 

449961; AW265B34; Hs.133100; ESTs; r^nase^rirvMe.RscepX^ 

40901?; AL117435; H3.49725; DKFZP434I216 protein; PH ? RhoGEF;TW=M;SS=M; 6.433333333 

443466; BE 2431 23; Hs.321045; IKK-related kinase epsHon; Inducible Ik; pWnase,Rl01;Tr**tSS==M; 5429657795 
35 434S2S; AF155661; Hs.22265; pyruvate dehydrogewaa phosphatase; PP2C.nane« 5.423322684 

423189; M59371; Hs.171596; EphA2; fn3 r pk]nase,SAM 1 EPHJbd;TM=Y^S=M; 5421621622 

452291; AF015592; Hs.28853; COC7 (can division cycle 7, S. coronal; pWnase;TM=M;SS=M; 5412 

432527; AW975Q28; Hs.102754; ESTs; none, none; 5.40625 

422278; AF072873; Hs.114218; tnzzJed (Drosopttla} homotog 6; F^rlzz)ea,7bn_2;TM=Y;SS^M; 5.405504667 
40 410024; AW191024; Hs.55016; hypothetical proteift FU21935; 5H3;TM=*fcSSaN; 5,396 

434467; BE652368; Hs.231853; HcfrwsaiafirscONAFUl 3445 fe, clew PU7tiTLl^e; 5J391472B68 

438974; AF089816; Hs.6454; chromosome 19 open rearing frame 3; POfe E389250B14 

439670; AF088075; Hs.59507; ESTs, WeaWy sMarte AC0048633U1 sm; none^ione; 6.382 

4370 1 6; AU0769 1 5; H 3.6398; guanine monphosphate synthelase; PHjD.BET.zfr 
45 CXXC,EGF,aj^nt»ri^Vv1fV t FCH.GATase,Gr*^3yr^ 

424848; AI283231; Hs^27090; EST; SH3 t PDZ p GiranylBteJdn 1 none; 5.35 

452721; AJ269529; Hs^0187l; solute canferfarmly 37 (glycerof^pho; MORM^narJr;Tf*=Y;SS=r/; 555971223 
405932; ; ; CI 5000305 :p^3B061 22 |gblAAC691 98.11 (AFft rsa^M^^N; 5^49226804 

416714; AF283770; Hs.79630: CD79A enfigen (jjmnon^lobuHn-assocfeted; t^1TAH3iJclusTM=Y^S=M; 5.346153W6 
5 O 453143; AA3B2234; Hs3S6289; protein tyrosine phosphatase, receptor t serpln;; 5.333667335 

423973; AF038461; Hs. 136574; aracWdonate ^-lipoxygenase, 12R type; l^wgenaa^PLATiTMsMiSS^N; &33 

408308; AL033377; H&44197; hypotteBcat protein DKFZp584D0462; none. none; 5.328 

414821; M63835; te.77424; Fc fragment oflgG, high afllrify la, re; lg;TM=Y^S=M; &316 

427337; Z46223; Hs.176683; Ferment of IflG, low amnfly lllh, n Ig;TM=Y^&=M; 5.309633554 
55 410165; BE56022B; Ha.71869; apopbsis-assoclated specttlke protein ; PAADJDAP1«,CARD;TM=F^SS=N; 5,293560606 

415817; UB8967; Hs.78867; protein tyrosme ptiosphatase, recaps m3,Yjjhwrihatase^8rb^aT^ 

427315; AA179949; Hs.1 75563; Homo sapiens mRMA; cDWA DKFZp564M0763 (t none l spectin,SH3 l PRCH; &27894736B 

431441; U81981; Hs.2794; sodium channel, nowoHafle-gated 1 alpha; ASC;TM=Y^SS=N; &ZT4746193 

416207; NMJJ14745; Hs.79077; Homo sapiens, done MGfc290B, mRWA, comp none;TM=Y^S=M; 5.272222222 
60 415117; AF120499; Hs.78016; potynucleoftlB kinase 3r-phosphatase; VlraUieScaso1frM=M^S=N; £27 

4359055 AW997484; Hs.6003; WAA0456 protein; SH3 1 RI»GAP 1 FCH;TM=*ifcS^N; 5^51855672 

409430; R21945; Hs.346735; spttetng factor, argtntneisertne-ricii 5; DGPcRhodanasa.none; 5^48 

431 B46; BE019924; Hs^7158Q; wopJaktn 1B; tanEnwmhrBne4fTM=Y;SS=M; 5.232 

422017; NM.003B77; H3.11C776; STAT Induced $TAT Inhibitor^; SH2;; 5^12418301 
65 436459; AK001 455; Hs.5198; Down syndrome cnfcal region sane Z none? 5.209269259 

4215M; AF111 B56j Hs.105039; solute carrier family 34 (sodnrm phospha; Rirjc^omaU20^^UM^ S-202 

425358; BE244879; Hs.1 55939; inositol pc^hosphate^phesphaiase. 14; ExojrulOLprros l SH2;TM=M;SS=N; 5.19979716 

43741^ BE06928ft Hs^4744; Homo sapiens rnRNA; cDNA DW=ZpB47C13B (rr, ABCJran.CTP^U^BCjrT^I^.Kine; 5.199074074 

416602; NMJXJ6159; Hs.367895; Protein WnaseCclndlng protan NELL2; EGF,vre,TSPN;; 5.198224852 
70 42S656; AW139399; HW14807; ESTs; none;Tr**fcSS=K; 5.192439863 

427857: AL133017; Hs.2BBB79; hypothe5cai protein FLJ22865; rnyosirUiead»rQ,zf4^N^7M=M;8S=M; 5.190251572 

4Q0517; ; ; lengsm; none;TM=r^SS^; 5.18 

413436; AF238063; Hs.68061; sphingoslne kinase 1; DA(3KbfTM=rASS»N; 5.172881358 
^ „ 423527; A12Q696S; Hs.105861; hypothetic el protein FU13824; rKma;TM=M;B8=N; 5.165060241 

75 419138; U4850B; Hs.B9631; ryanodine receptor 1 (skeletal); kwJrans.SP RYJWDRJTPR, WMIR;TM=Y^S=N; 5l156976744 
437809; AL137723; Hs^855; Homo sapiens mRNA; cDNA DKFZp434D0618 (I; none^ione; 5.154876259 
452069; A902B949; Hs.183994; KIAA1026 protein; MstaUophos;TM=M;SS=N; 5.152360515 
409340; BE174629; Ks.321130; hypotheticaJ protein MGC2771; 

^ aajjenr^es ( pyridoxaLflBabTOniodc^ 

80 442875; BE623O03; Hs.23625; Homo sapiens done TOCCTA00142 mRMA sequ; Kj9tra,DUF51 jione; E.142 
434883; AW3B153B; Hs.19807; hypothetical protein MGC12959; SH3,PH,WW.RiioGAP- ai4l534392 
43480B; AF1551CB; Ha. 256150; NY-REN-41 anSgen; nona;TM=M;S9=N; 5.14 

431341; AA307211; Hs.251531; proteasome {prosome, inacropen) subunlt; protoasome;TM«M;SS=M; 6.13968254 . 
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431685; AW29&135; Hs.267659; vav 3 oncogene; CH.DAG^P&bWH.RhoGEF^SK^SH^DCI^I^SS^; 5.129476584 
411190; AA306342; Hs.69171; protein kinase CA\ka 2; P kJnase.pkki38ejC t HR1;TM=M;SS=N; 5.121527776 

433573: AF234887; Hs.S7652; cadherin, EGF LAG sevan-pass G-type reoe; 7tmJ,EGF,cadherto>n1nK,EGF ( lamir«h (^Trypan jlycop,GPS ( HRMh7M=Y-SS=*t 5 10743B017 

433562; W07162; fe1 50826; RAB25 RAB25, memha-RAS oncogene famly; rasABCJran^TM^SS^I; 5.10251046 o W i»=i 1 »« W w«n7 
3 419493; AFO01212; Ha.90744; protease me (prose me, macropain) 26S suba; COK5_adivator,Pa i nonB; 5.095194085 

41 1027; AF072099; Hs.67646; leukocyte Invranoglobulin-IIke receptor, ; inositol P,fc;TM=M;SS*N; 5.092 

435243; AW292886; Hs.34B932; hypoUiBtica] protein dJ4340143; IRF.nona; 6.992 

434417; AL110157; Hs.3843; Homo sapiens mRNA; cDNA DKFZp5B6F2224 (f; DSPcnone; 5091922005 

41 5323; BE269352; Hs.949; neutrophil cy tosofc: factor 2 (65kD, chn SH&TPRflli^MiS^N: 5.088932806 
1 U 418629; BE247550; H6.8BB59; growth factor receptor-bound protein 7; SKZPH,RAn 5.032840237 

42003ft BE903994; Hs.146233; KIAAQ418 gene product; SH3,none; 5.080845161 

444065; AW449415; Hs.10260; Homo sapiens cDNAFU1134l fe, clone PL; 3H3;; 5.063953488 

421677;TO092;Hs.38282;EST8;Alpp/ l miadllo^eg l IBB;a05S 

411 165; NMJJ00169; Rs.69089; gaTactosfdase, alpha: MeHWase," 5.05413385a 
1 3 428479; Y0Q272; Hs.334562; cell division cycled G1 to S and (32 to; pldnase.lCE j)10,ICE_p2D;TM*M;SS=K 5.054 

423883; AF250238; Hs.134514; ATP^Mndlng cassette, sub-family A {ABC1; ABC_tran ( pr»k)RaSF^54,Caj*annel_B ( Pterm_4^TM=:Y;SS=M; 5.05172413B 

421917; AB028943; HsJ09445; KIAA1Q20 protein; BTB l z^C2H2 1 Pl3_R4_ki I iaae 1 R3Ka;7M=f^SS=N; 5.051282051 

422241; Y00062; He.1701 21; protean tyrosine phosphatase, receptor t; kir>esin.m3,Y _phosphat3se;TM=M;SS=N; 5.04731 1 828 
~ n 410026; AI912061; Hs.BE015; hypothetical protein FU21935; none,none; 5.04674221 
ZA) 426395; BE151955; Hs^55669; hypothetical protein FU23316; |to*nas*,none: 5.040296508 

418054; NM-002316; Hs.83354; lysyl oridaee-Cke 2; SRCR,LysyLoxldase;TM=M^S=M; 5.039039039 

444895; AI674383; Hs.22&91; solute carrier family 7 {catfonic amino ; ASC,death 1 TNFr\_c6; 5.037151703 

413472; 8E242870; Hs.75379; solute canter family 1 (glalMgh affi; SOF;TM=Y;SS»M; 5.034 

448272; BE26B912; Hs.14601; hernatopoiaticcel^peclflcLyn substrat; SH3,HS1_rep;TM=M;SS=M; 5.030303 03 
JLD 41 0772; BE275297; Hs.t 94685; Homo sapiens done 24675 mRNA sequence; TopolsomJ^Torjrfrrc 5,027985075 

418613; M744529; He.88575; mrtogen-acflvated protein Wnase kinase ; pWnase.CNIiTM^MjSS^N; 5.014652015 

415166; NMJJ03652; Hs.78068; carboxypeptidase Z; Zn^rWDpej^Dtoxygenase.Fz;; 5.012289939 

41649B; U33632; Hs.79351; poteeshim channel, subfamily K, member 1; JorUrane;TM==Y;SS=M; 5.001811594 

410687; U24389; Hs.65436; lysyl oxidase-llke 1; LysyLoxHase;; 4997983871 

430024; AI8087S0; Hs^27730; integrln, alpha 6; inlEsrinAFG-GAP;TM=Y;SS=M; 4.994871795 

403220; BE243323; Hs.51233; tumor necrosis factor receptor superfarri; TWFF^c6,c^ l LipoproIeiru5 > TIL;TM-Y;SS=M; 4987135506 

423804; AW403448; Hs.1706; intenen^mulated transcrlpHon fact; IRF 1 2K^HC4 J lBR.z^RanBP;TM=M;SS=N; 4.965185185 

42301 1; NMJ006B3; Hs.123022; adrenergic, alpha-2C-, receptor; 7tmJ;TM=Y;8S=M; 49B4 

41S577; L36531 ; Hs.91296; Irrtagrln, alpha 8; ?ntegrirtAFG-GAP;TM-Y;SS^M: 4.988 
JO 402328; ; ; Taiget Exon; pkinase;TM^SS=M; 4.96728972 

421242; AW161 386; Hs.13561; hypothetical protefn MGC4692; none;NA;NA; 4.966334165 

435523; T62849; Ha.11090: membran^spannrng 4-domains, subfomftyA; nona;TM=Y;SS=H 4.964491363 

414203; BE262170; Hs.78629; ATPase, Na? transporftig, beta 1 polypepi nonejone; 4861956522 

409582; R27430; Hs.271565; ESTe; norie^wrtfnJ^.Neor.diaruTwrnb; 4546 
4U 451292; AB03771G; Hs^6204; KIM1295 protein; SH3;TM=flftSS«N; 4J943161818 

45344ft W16752; Hs^2981; sema domain, Smmuncglobului domaii (lg),; lg,Sema,PS1;: 4.93050B475 

425233; 217861; Hs.155218; E1B-55*D*assoclated proteJn 5; SPIW,fiAP r |rfmase v -m3jg; 4.925347222 

425247; NMJI0S940; Hs.1 55324; rrabix malalloprotelnase H (stromelysfa; lienwperin.PeptWase^MIO;; 4.92 

4222B2; AF019225; Ka.114309; apollpoproteJn I; Mo1A^xfaB;TM^Y;S8=M; 4.912181303 
4D 442572; AI001922; Hs.135121; hypolhetteai protein FU22415; nona.HSTO; 4.910224439 

425743; BE396495; Hs.15942^ BOi-assodated X protein; BcV2;Tli*=Y;SS=N; 4.909972299 

449523; NMJW0579; Hs34443; chemoSfoe (OC moSQ teceptor 5; 7tn\J;TM=Y;SS=M; 4904 

409213; U61412; Hs^1133; PTK5 protein tyrosine (dnase 6; SH2,SH3,pWii»e;TM=M;BS=N; 489733B403 

411770; NMJD14276; Hs.71992; nasi shock protein (hsp110 famify); HSP70;T1**$SS=N; 4894 
DU 446872; X97058; rb.16362; pyrlmklinergk: receptor PZY, G-protefri c; 7lm_1;TM=Y;SS=*t 4B06 

423198; M81933; Hs.1634; ceB dlvfeVjn cycle 2SA; Rhodaneee,none; 4.884 

445462; AA37«776; 1^288549; hypothetical proteki MGC3077; none;; 4.876379691 

448153; Y10B05; Hs.20621; HMT1 (hnRNP me^hyttransfisrase, & ceravi; NusG;; 4B761 17497 

427792; M53928; Hs.1B0B41; tumor necrosis factor recaptar superfEmt SRP14,TNFf^p6;; 4873684211 
3D 448027; AJ271216; Ha.22fl80t dipepSdyfceptJdase 111; Per^aseJ^EGF,lg ( MBi»ego5n;TfcNM;SS=N; 4872641509 

S!5?1; NNL003942; Hs.105584; ribosomal protein S6 tease, mo, potypt pWnase,pfcmase^C;T***M;S8=N; 4869318182 

429619; AL120751; Hs^11S6B; eukaryotte translafion Inftiabon fecton nor^nona; 4BB8073B79 

458873; AW150717; Hb.345728; fifTAT faiduced STAT Inhibitor 3; none.none; 4861538462 

437669; AI3581 05; 23164; ESTs, Weakly similar to math to EST* AA; none J pMnaaa ( pkinase_C; 4^546511 63 
OU 405545; ;; Target Exon; ABCjra^SRP54,ABC^rr«rntraiia;TM=Y;SS=M; 485 

424779; AL046B51: Hs.153053; CD37 arrffgea; tiansmemt}raiie4;TI*=Y;8&=M; 4848387097 

C4263; M77640; Hs.1 757; L1 ceil adhesfon mofeciie (hydrocephalus; fh3 l lg 1 IRK;TM^9=M; 4.846153846 

425421; L11659; Hs.1 57145; tetracycline transporter-ffice protein; siiQerJrJW»Y;56=l^ 4843694494 
^ 421287; BE314724; Hs.103081; rfeosomaT prolan S6Wnase, 70ka poVK pWnasa,pJdnaseuC;TM=M;S8=M; 4842532468 
OD 418736; T 18979; H3.87S0B; SrrEJ-related CBP activator protei; r^fcase^CATjK»KSrS^_K;TM»M;SS=N; 4^42 

444143; AW747998; Hs.160993; ESTs, Moderately similar to A56194 throm; BcW^ione; 4A41071429 

417331; AW411297; Hel81972; 3HC (Sro rKmotopj2dcirrfn-corn^r^) t ^ 

422010; AA302D49; Hs31 1B1; Homo sapiens cDMA: FU23230 lis, done C; nojia.SDF^igarJr; 4837837838 

434521; NMJ302267; Hs^SSS; karyopheAi alpha 3 [knporfa alpha 4): Armadlio_segjBB;TM=M;SS=M; 4^33333333 
/U 450447; AF212223; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;SS"N; 4821666667 

453082; H18835; Hs.3160B; hypothetical protein FU20O41; tonJran5;TM=Y;SS=M; 4^20936639 

417949: AL04S795; Hs^30O4; IntarleuMn 14; noRe,Arrnacf3lq^eg I IBB,W040; 481443298 • 

43956ft AW602166; Hs.222399; CEGP1 protein; EGFJNfT0^9ramIri 1 CUB^raflr^Tll;TM^S=M;4B 

432S81; AU076465; Ha278441; KWA0015 gene product; PP2QTM=M;SS=H 4805063291 
/J 432194; ALO4O801; Hs573219; bmast cancer ano-astrogan resistance 1; SH3s 4803191489 

43147^ AK001023; Hs.256549; nudeoftte binding protein 2 (Ecoli Min: fer4JJtfH 1 ParA^S>-naseArsA^TPasB;TM=tASS=N- 4.800990099 

450600; AA29S696; Hs.33341B; FXYDdornaln-contalnliig Ion transport leg; ATP1G1J , LiyL^mTM=Y;SS«HW; 47954808B1 

448860; AF288BB7; Hs.9275; CGI-152 protein; E1^2LATPase.Hydrola&e;TM=Y^S=N: 4.776923077 
oa twxo ^ sfxitaf rec^rsuperfttrn; daath.TNFr\j^mxlInKRnoGEF > MelBl1othtoJ^ 

KU 432827; Z6ai28;Hs3109;RhoGTPasaac5v3tIr®proirt 

433376; AI249361; Hs.74122; caspasa4. apoptosia^elBted cysteine pr, CARD.tC^_pl0 l lCEj>20;: 4.751 16Z791 

419981; AA897561: Hs.1 28773; ESTs; pWnase,DAG J^!r>a>krnase^C > OPR,norie; 4.748 

431657; AJ345227; Hs.105448; ESTs, Weafcty slmlter to B340B7 hypothec pWnase,PA2d^atpha 1 PA20eta,Cuj^joxW 4746 
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41295B; BE391679; H5L75087; Fas- activated serine/threonine Wnase; none;; 4.735781609 

414443; AUU7726B; Hs.76144; plateteWenved growth factor receptee ig.pkinase;TM=Y;SS=N; 4.733 

419250; AW77D1B5; Hs.356066; U5snRNP^perific protein, 1t6 fcDlTtm.l.BAHzf-CXXaDNAjiiettiylase: 4.725454546 

417903; NMJJ02342; Hs.11 16; lymphotoxin beta receptor (TNFR superfam: TNFR_cfi;TM=M;SS=M; 4.718B58132 
5 414365; W70171; Hs75939; uridli»inaiophospliateidrva5&; PRK,CoaEs 4.718836585 

426059; BE292842; Hs. 166120; interfere regulatory factor 7; IRF;; 4.718543046 

414788; X78342; HsJ7313; cycfin-dependsrrt kinase (C0C24ke) 10; pkinase;TM=M;SS*N; 4708 

407601; AC002300; Hs.37129; sodium channel, norwdtage-gated 1, beta: ASC;TM==Y;$S=M; 4.707920792 
. _ 448520; AB0O2367; Hs.21355; douWecortin and CaM klnase-lfoe 1; p5dnBse,DCX;TM=M;SS=N; 470767195B 
10 407143; C14076; Rs^32329; EST; none;TM=Y;SS=W 4,682075815 

42B582; BE336699; Hs.185055; BENE protein; nono;TM=Y;SS=M; 4.681818182 

408B06; AW847B1 4; Hs.75308; Homo sapiens cDNA FU21532 fls, clone C; SH3.PD2 < GiranytateJ«rt 1 none; 4.680440771 

448133;AA723157; H&73769; folate receptor 1 (adult); Folaiejec;MP:Tl^M;SS=M; 4679841 897 

418836; At655499;Hs,16l7l2; ESTs; pktaoJWtfdrurecp.PDZ.Zlte.death; 4.679180887 
1 5 425308; M97839; Hs.155565; receptor tyrosine Mnase^ike orphan rec; lg l ktogle 1 pttiase,Fz;TM=Y;SS=M; 4.675342466 

414665; AA160873; Hs.356307: serum amyloid A1; 2f-C2H2,BTB,K - tetra J r;one; 4,87447496 

449843; R85337; hfe.24030; solute earner family 31 (copper transpo; none;TM=Y;SS=M; 4.673701299 

428245; AF151048; Hs. 1831 80; anaphase promoting complex submit 11 (y; "one;; 4.656756767 
_ 417088; M54915; Hs.81170; plm-t oncogene; pWna3e;TA*=M;88=N; 4658190476 

20 420340; NMJW0734; Hs.97087; CD3Z antigen, ieta polypeptide (R13 com; ITAMrm=M$S=M; 4.65 

425966; NR.001761; Hs.1973; cyclin F; (7cllrvF4)ox p cyclln_G:TNms&=N; 4.S44 

41792% R27219; Hs.74847; Human T-cel receptor active alptHKhafn; Ig.abhydmlase; 4.64038461 5 

430603; AA1481 64; Hs.247280; HBV associated factor, zf-CaHGlzM^P.ptinasB; 4.630653266 

419273; BEZ71180; Hs.293490; ESTs. WeeWy similar to 138022 hypoSieb'; noneyione; 4.628 
25 453880s A1803168; Hs.135121; ESTs. Weakly simitar to I3B022 hypothec HSPTCMiorm; 4.619047619 

468399; BE407712; HS.15399B; creatine kfnese, irrttochondrlat 1 {vblqul; none.none; 4.618577075 

412H70; ABQ26436; Hs.177534; dual specificity phosphatase 10; Rhodanese.DSPc;; 4616 

433577; AW0070BO; Hs.284192; ESTs; none.none; 4814 

444838; AV651680; Ka.208558; ESTs; feilegrKAFG-GA^none; 4612149533 
30 408369; R3B438; Hs.118747; SLG15A2 Solute carrier (antiy 15 (HMpep; PTRZ;7M=Y;SS±N; 4602 

450825; AC0Q5954; Ks.25527; tight junction protein 3 (zona ocdudens; PDZ^GuanylataJfri;; 4.S96B75 

443951; F13272; Hs.356835; ferritin, fight polypepGda; PMP^CIaudln,none; 4567931035 

433083; ALD42759; Hs.191762; ESTs; SH3,PX;TM»M;SS^N: 4.586 

407239; AA076350; Rs.67846; leukocyte Immunoglobuirvlike receptor, ; lg;7M-Y£S«M;4.5B557W 
3 5 412926; AI879076; Hs,75061; macrophage myristoylated atanlntMich C ; MARCKS;; 4679087049 
422009; AT74234S; Ha.110713; DEK oncogene {DNA binding); SAP;; 4-576347305 
41 2584; X54870; Hs.74085; DNA segment on chromosoRia 12 (unique) 24; nDne,tect]n„c; 457312253 
4146B1; AI064813; HsJ 951 55; Homo sapiens amino add transport system; AaJrans;TM=Y;$S=N; 4673016873 

422627; BE336B57; Hs.118787; transfarmns growth factor, beta-induce* FaaddrnABCjranABC_nnembra^GTP^ll;T^M;SS=W; 4570526316 
40 459053; AI807052; Hs.97792; ESTs; none.7mU.6P3; 4569230769 

424247; XI 4008; Hs^34734; lysozyma (renal antybidosfc); tys^.FAOJSyrrtKldh.ldluC.pklnBse;; 4.5661 95373 

438975; AVtf32B081; Hs.6817; moelne triphosphatase (nucleoside triph: Kam1pJite;TM=^SS=M; 456056338 

41617B; A180BS27; KM 92822; serologfceBy defined breast cancer an* none;TM=M;SS=N; 4558 

408051; AI623351; Hs.172148; ESTs; Prl.RhoGAP^rwns; 4652307682 
45 421846; AA017707; Hs.1432; protein Wnase C substrate 80K-H; emand JrJUeceptja;; 4547761 194 

439659; AW9F707BD; Hs.59483; teucitie-nch repsatocrnalnmg G protem; 7tm_1 t LRR;TM=Y;SS=N; 4547169811 

426201; AW182614; H&128499; ESTs; Sr^none; 4541666667 

424905; NhL002497; Hs. 153704; NIMA (never m mitosis gene a}-related K pWnasesT W=»WtSS«*l: 4636 
^ . 445229; BE276013; Hs.343828; Homosapions mRM^fbr FU0DC66 protein, ;<Mpha;TU=M^&=K; 4530588235 
50 413109; AW389845; tfe.110855; ESTs; PH CM, none; 4529761905 

426125; X87241; Hs.186994; FAT tumor suppressor (DrasopNa} homoto; EGF 1 cadhedrMarnln]n_G;TM'Y;SS^M; 4529710145 

402330; ; ; Target Bum pKlnase,none; 4526070175 

439238; N47305; Hs^M161; EDG-8 (endothelial dferentaton, sph; 7trn_1;TM=Y- r S8=^4524 

433437; U20536; Hs^280; caspase 6, apoptosls-rafeted cysteine pn ICEjJlO,ICE w p20^ 462371541 5 
55 413781; J05272; Hs^SO; IMP (inosma monophosphate) oehydkoganas; CBS,IMPDHjy MPKLN,NPDJtt=M;8^l% 4522900763 

43142% AF072813; >te^52831; retfculon 3; Retlci^^,kringle t ridnase;TM=Y;SS=M; 451 2 
, 424078; AB006625; Hs.139033; patamalry expressed 3; zraH2.KRAB.ncne; 4512 

420602; AF060877; Hs.99236; regidator of (protein slgnalnng 2ft RGS;TM=M;SS=N; 451 
^ 449101; AA205847; Hs.23016; G proWrwoupled recaptor, 7tm_1;TM=Y;SS=M; 4506 
60 408157; AA047685; Hs.62946; ESTs; none,pMnasa; 4504 

446291; BE397753; Ka.14623; Interferon, gamma-Wucfcte protain 30; GILT;TM=M;SS=Y; 450215208 

431326; AW97Q580; Hs.198688; KIAA0728 protein; noriejione; 4501 

428072: BE25B502: rte.182366; haat Shock protein 75; HATPasejc ) HSP90;TM=MtSS=M; 448828125 

415149; X12451; Hs.78056; camepsin L; PepfldaseLCIs 4/84376 
65 421959; AW7S1497; Hs.98370; cytrjchroma P450. subfamily IIS, poiypepl; p450;TM=Y;SS^M; 448 

445143; U29171; Hs.378918; casefn kinase 1, delta; ztCS^.E^anln^box.Nlfl.pkine^.zf.MI^TM^SS^N; 4478092784 

421071; AJ311238; Hs.104476; ESTs, WeaWy similar Co CGHtME collagen ; none;TM=Y;8S=M; 44773371 1 1 

41059D; BE615216; Hs.84746; chloride Intracellular channel 3;nona;TM4Ul;8S=M; 4476 

438774; AA431620; Hs. 379034; hypothetical protein MGC2745; none.none; 4474874372 
70 410726; AW23359, Hs.16936; ESTa; pkinase.projsomenase.noaa; 447 

429903; AL1 34197; Hs.83597; cycIliwJapendent kinase 5. regulatory su; COk5_acfivatorjic ne; 4,468 

4264B5; NM_006207; Hs. 170040; plateteMeiived «rowlh factor receptor-; ig;; 4464944649 ' 

433846; AA603319; Hs, 155 195; ESTs; pou.horneotxw.Ifl^chan, ANFjeceptan 4458 
„r 410293; AK000047; Hs.61960; hypothetlcat protein; K^.tetra;TW=*^SSnK; 4.453020134 
75 453464 A1BB4911; >1s^2988; receptor (calcitonin) activity meeting; nor»;TM=Y;SS=^ 4448198198 

4105B3; AW770280; Hs.96258; ESTs, Moderately similar to JC5238 gatec; SrO.PD^GiranyteteJtfn^ione; 4446927374 

441455; AJ271671; Hs.7854; ilncfton regulated trans ported Ike; 2lp;TM=Y^S«M; 4445010183 

453064; R40334; H9.89463: potassium large condudance caJcbm-ac^ none.none; 4436480167 
_ _ 443303; U67319; Hs^216;caspase 7, apoptosls^elated cysteine pn pkuiase^CE^I 0,ICEj)20;TM^FwtSS=M; 4433411215 
80 411825; AK000334; Hs.352415; sohile carrier family 39 tfnc transport; SNF.ZIr^TB^Y^S^; 4432765152 

428376; AF119665; Hs.184011; pyrophosphatase {inorganic); Pyropho3phatase;Tf^H;8S»Nt 4428571429 

429592; ABO29041; Hs.209646; WAA11 18 protein; TropontiwExq_endo j*w,!Qrn*=M;6S=N; 4428 

419344; U94905; Hj.277445; dlacytgtycercl kinase, zeta (1 04ld% ar^,DAGKa,I^GKc,DAGJ 1 E^rxI;TM-M;SS=N; 4.426229508 
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427135; N77624; Hs.173717; phosphatide acid phosphatase type 2E; PAP2*one: 44234375 

414496; W73653; Hs355424: ESTs; pWnase,F5J^LJypB_C 1 adh jhortnone; 4.42114094 

429432; A167B059; Hs505676; synaptonemal complex protein 2; ncne;TM=M;SS=N; 4.42 

429922; 297630; Hs.22B1 17; H1 hfattxie family, member 0; llnkechlstone;TM=M;SS=N; 4.419207317 

446700; AW206257; Hs. 156326; Human DNA sequence from done RP11-145L2; nooe;TM=M;SS=N; 441B181B1B 

435411; AW444619; Hs.1382l 1; ESTs; none.pkinasa; 4.414 

414581; AA256213; Hs.72010; ESTs: rwne.Cam.acyttransJ.Chorm^^^ 4.41 

418558; AW0B2266; Hs.86131; Fas (TWFRSFB>wBDCiated via death doraaJ; dealh.DED^ 4.408523909 

442259; A1690269; Ks.2M345; ESTs; Ac^ifransf p RhoGAP,FCH.SH3 j^ch.fh3; 4.406 

415860; D56051; Hs.78888; diazepam binding Inhibitor (GABA rocepta; ACBP;TM=M;SS=N; 4.40467B363 

434419; AUMQS06; Hs.29693B; dual specificity phosphatase 7; DSPc;TM-tt;SS=N; 4.404 

404440; ; ; NM.021Q4B:Hoino sapiens melanoma antigen,; MAGE;TM=M;SS I 'N; 4.4 

435542; AA687376; Hs.351226; ESTs; SH3,^.pWnase,PH t spectnn.RhoGEF^iOrte; 4.394 

413367; NIOQB517; Hs.75317; solute canief family 16 (rrooocarfcoxyiic; sugarJr;TM=Y;SS=N: 4.39028777 

435732; AF229176; Hs.123136; leucine rich repeat and deatfi domain con; none.oone; 438490566 

427359; AW020782; Hs.79881; Homo sapiens cDNA: FU230D6 lis, clone ir, 7tm_1 l none; 4.36212927B 

425749; AW32B587; Hs. 159446; surfeit 2; noner, 4.382 

417874; BE61B160; Hs.82629; protein tyrosine phosphatase, non-recepi; Y_pnoBpha1ase;TI*=Y;SS=N; 4.361422925 

41480B; 014694: Ks.77329; phosphaUdyl&erfns synthase 1; PSS;TM=Y;SS*M; 4.380681818 

431837; T79326; Hs331 967; olfactory receptor, family 2, subfamly ; npna,7bn_3,sush! AMR_receptor, 4.376 

417115; AW952792; Ks.334612;smaU nuclear ribomcteoprotsln potypept; Sm,pk]nase;; 4.370247934 

434876; AF160477; Hs.61460; Ig superfamlly receptor LtJlR; fc.Rhabd jjjycop;TM=Y;SS=M; 4.37 

430379; AF134149; Hs.240395; potassium channel subfamily K member 6; tonJrans;TM=Y;SS=M: 43S777777B 

403912; ; ;<^OM394*:gll127372a0[re}lXPJ)066BZ2|k; (ione;TM=M;SS=N; 4.36768447B 

426268; AF083420; Ks.166913; serine/Uueontne kmasa 24 {Ste20, yeast; pWnase- 4366348449 

434263; M34B95; Hs.79187; ESTs; tg.none; 4358527132 

404760; ; ; Target Exon; caa^erin;TM=M£S=M; 4356 

413076; U10564; Hs.7S188; weel (S. pombe) horncbg; pWnas*TM*M$S=N; 435472973 

420757; X78592; Hs.99915; androgen recsptor {dihydrotestosterorus r; hwrrorKuec.zf^ArK^ 4354 

42681fcAF10636$HB.172m3;solutecflrrierfo^ 

431674; AA098901; Hs.301642; G-proteln coupled receptor; none r GCV_H; 435 

431886; L779S4; Hs.271980; nu^n-adivated protein kinase 6; pk!na3a;TM=M;8S=R; 4.347893916 

447719; SE3B74Q2; Hs.19333; hypothefcd protein FU 10349; adeny1alel<inaseATP-Wnd;TM=H;S&=N; 4.346007605 

424837; BE2761 13; Hs.333034; N-acefyUransfcrasa, homolog of S. cersv, AcatyUransf;TM=M;S8=N; 4.344 

449437; AI70203B; Hs.100057; Homo sapiens cDNA: FU22902fls,cbna K; nontyione; 4334722222 

411768; NM-013371; Hs.71979: lnterieufti 19; IL10;; 4.322 

445350; AF052112; Hs.12540;tyacpliosphcltpase I; abhy4olBSQ_2;TM=M;SS=N; 4.320359281 

425964; AW859928; Hs.9071; progesterone membrane bkidlng protein; homeobox.none; 4318867925 

450998; BE3B7614; Hs.25797; splicing factor 3b, subuntt 4, 49kD; rrm;TM=M;SS^N; 4.316673557 

408908; BE296227; Hs550B22; serine/threonine kinase 15; ptinasen 4316 

400290? H1B836; Ha 31 BOB; hypothettcat protein FU20Q41; none.CysJmot 4.314728682 

438899; AF0B5B33; Hs.135B24; ESTs; jionftTO^Jdr^B,PI3KaPI3ieC2,P13Kjba\PI3Kj I 85B; 43140B4507 

41B883; BE387036; Hs.1211; acid phosphatase 5, tartrate resistant Metallophos;TM^M;SS"M; 4.312121212 

419B07; R52S57; Hs.91579; Homo sapiens clone 23783 mRNA sequence; IMP4;TM=M;SS=N; 4304407714 

421532; AW 138207; Hs. 146170; hypothetical protein RJ22969; Armadtlk3useg,HEAT;TM=M;SS=N; 4304 

430017; AA263172; Ks.35; protein tyrosine phosphatase, noiwecept; Y_phospheiase;TM=M;SSsM; 4302 

447224; BEB17125; Hs.142076; gfcH)1441fiS4F1 |4|HlJM0CL05 Homo sapiens c; oane;NA*IA; 4302 

425424; NMJD04954; Hs.157199; ELKLmoffHnsse; pWnase,UBA,KA1;TMPWSS^N; 4301639344 

454042; H22570; Hs.47880; hypomettea! protein FU20093; Jg^jWn8se,lWLRRNT l LRRCT t none; 430141844 

446143; BE245342; rte.306079; sec61 homolofl; NUD0C8ecY,E1 jtehydrcfl 1 baiiskeUjynTM s =Y;SS=M; 4.300872093 

*ms\; BE313077; HsJ93t35; ESTs, Weakry slmlarto AL1J?_HUMAN ALU S; rxxwrnx 4292620865 

43256% BE631048; Hs^78422; DKFZP586G1 122 protein; zMaH2TM=M;SS=H; 4.290258449 

432945; AL0436B3; Hb3173; hypothetical protein FU1G8D3; nona;TM=M;8^^ 4.288405797 

421921; K83363; Hs355993; franslocase of Inner mttochonM membr; 2f-Trm10_TOP,sfr^CH^pcctrln f serpla;T^M;SS=ri; 4.284 
448564; AL044962; Hs.21453; Inoeftol 1, ^triphosphate 3-Wrtasa C; IPK,- 4.28057554 
453941; U39817; Hs.36B20; Bloom syndrome; DEAO^Icaso_C,HRDC;TM«M^S«N; 4.2B 

437712: XM58B; Hs.85844; neurotrophb tyrosine kJnase, receptor, ; Ticooiriyosiri.pla^^ 4577477476 
417425; MMJJ02291; Hs32124; (amlnln, beta 1; larnlrfn^EGF.Iflirai^Ntem^rtegrliuB;; 427516Z791 
450296; AL041949: Ka.24756; hepatocyte growth rador-roguiated tyros; none^one; 4273927393 
43B012; AA393254; Hs43619; ESTs; ArmadrUoje^riane; 4.273134328 
409619; AK001015; Hs.55220; BCL2-assodated athanogene 2; BAG;TM=M;SS=N; 4273109244 
418529; AW005695; Hs^50897; TRK-fused gene; Bajid^I.Ef^pMnase.U^lRRCT.M^ 
4.272123894 

415214; A144523B; Hs.125124; EphB2; nt343WnBse^AM,EP4Jbd;TM=Y^S=M; 4568 " 

438233; W5244&; Hs.66147; ESTs; NeurjcliaTU^O.NBiirjsharuTiemb.MAGE; 4262845Q5 

429019; AA443280; Hs.279907; myosin SttA; B^iiUiead I pfcinase P Pf« 1 IQ:TI^W5S=N; 4.262 

424959; NMJQ57B1; Hs.153937; aerated p21cdc42H B kinase; JAJcfb_C ( aH3 1 p*dnascUBA;TM-M;SS=N; 4^56695652 

453555; AWS 60427; Ks.342874; transforming growth factor, beta receptor zona_peUuctda,none; 4.257208766 

41741 4; AM34589; Hs.367676; dUTP pyrophosphatase; dUTPase,KRABs 4551785714 

453905; NM.002314; Hs36566; UM domain kinase 1; pWnase 1 UMPDZ^4 J ARP;-rM=M;SS=M; 4.249116608 

424232; AB01598% Hs.143460; protein kinase a mi; r^Bse,DAQ_PE-blnd,PH;TM^^SS=N; 4347B9230S 

404B^;;ENQPOu0002ieorj9:SMilurr^lucoseoo^ 

412507; L36645; Hs.73964; EphA4; mS.pUnase.SAWLEPHJbdiT^YjSS^M; 4J239265714 

41 1089; AA456454; Hs.355702; ceil division cycle 2-llke 1 {PITSL^E pn none,none; 4537313433 

436957; AA902488; Hs/1 22952; ESTs; nore l DAGKc,DA6Ka 1 RA ( DAQJ 1 E-blnd; 4536 

452568; AAB05634; Hs300370; Homo sapiens mRNA; cDNA DKFZp547M072 (ft; P|3JPMJonese;'rM=M;8&=M; 453537415 

433535; AF1 11106; Hs.3382; protein phosphatase 4, regulatory svbml H6ATJM=M;89=N; 4.234793187 

432728; MMJXJ69795 Hs.278721; HiAdass II region expressed gene KE4; Z3p,l!o_chan;TM=Y^S^M: 4234545455 

41 6350; AF168825; Hs.189507; phoapholipBse A2, group 1ID; pTuwlIp;TM=M;SS=Y; 4.234 

409533; AW969543; Hs.144609; mrtogerweovated protein Wnaseteiase; Pep1Idasc_C48/ione; 4530666667 

427127; AW802282; Hs52265; pyruvate dehydrogenase phosphatase; PP2Cjione; 4.228009259 

403362; ; ; NM_001615*:Homo sapiens acdn, gamma 2, ; ectinr. 452688478 

417866; AWOB7903; Hs.B277^ collagen, hype XI, alpha 1; Colagen f COUn,TSPN J temlrJn_G t CorA;; 4.2263888B9 
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42SB97; AJ245719; Hs,1 94385; hypofoelicat protein FU20234; SH£TM»M;SS=N; 4224731 183 

425771; BE561776; Hs_159494; Bnrton an^magtobulrnernia tvrosineto'nas; SH2.Sr8 ( pWn3se,PK^TK;TM=M;SS=N; 4.223684211 
418566; C21220; Hs.321717; hypothetic^ protein FU1Cje75; z*-C2H2,BTB.rUetra7trnJ; 4.222807018 
454098; W27953; Hs.217493; Pfakophffin; none.none; 4.22 

424381; AA285249; Hs. 1 46329; protein kinase Chk2 (CHEK2); ptonase l FHA ( Dna!;TM=M;SS=N; 4.21875 

419223; X6Q111; Hs.1244; C09 anEgen {p24};transmBnihran64flM=Y^S^M; 4,217130215 

436766; Z18364; Hs, 198298; v-erc avian sarcoma {Schmidt-Ruppfo A-2); none, none; 4.216 

450167; AA446404; Rs.24563; NTF2-rel3ted export protein 1; NTF2;TM=M;SS=N; 4.215163934 

416224; NWL002902; HS.790B8; reiiculocalWn 2, EF-hand calcium btndln; emand;; 4.212041885 

432539; AL138169; He.278378; karyophenn tela 2b r transpcrtin; irone.DS,UPFai39£r/coJiydra_38: 4,207407407 

416551; AA634543; Hs.79440; S6F-41 mRNA-bhiding protein 3; KH^omain ( rrrn;TM=^SS»N; 4306 

432284; AA532807; Hs.2B7740; ESTs; pfcinase,norie; 4205454546 

41B75B; AW959311; Hsl172012; hypothetical protein DKFZp434J037; pWnas*RIOl;TM=M;SS=N; 4204142012 

450056; BE047394; Hs.502; ESTs, Weakly similar to S71512 hypothatl: ABCJiian.ABCjnembrane.ta JM^^ 4202572347 

412B17; AL037159; Hs.74619; pfoteasome forosome, rracropafn) 26$subu; rc^DjTM^SS^N; 4.202061858 

425394; AA35673(fc Ks.323949; kangsf 1 (suppression of tonvjriflenfcuy ; 1raremembrsne4,none; 4.195014663 

449335; AW15071 7; H5.34572B: STAT induced STAT inhibitor 3; SH2;TNbM;SS=M; 4.192248062 

415023; AA932146: Hs,355397; Homo sapiens ctonaTCCCIA00164 rnRNAsequ; nom>;NA;NA; 4192 

443907; AU07B484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM*M;SS*Y; 4.191876981 

445330; R52656; H&21691; ESTs; 7tm_1,none; 4189922481 

430016; NM_004736; Hs227656; xenoiropte and potyfroplc retrovirus rec; SPX T EXS;Tf/=Y^S=N; 4186333333 
434633; AI1695B7; Hs.120915; ESTs; SHB.PH.RhoGAP.none; 4187106918 

452908; AB001451; Hs^0965; neuronal fihcad^rtorhomotog; SH2 1 PID 1 ZfijcwbOpept;TM=M;8S^; 4186B8S246 
439318; AW63704& rfe,6527; G protein-coupled receptor 56; 7tnu2,CytC_aBm 1 GP8rTM=Y^S=M; 3.9309578B4 
432201; At538613; Hs.298241; Transmembrane protease, sortie 3; ldLrecepCa f trypsin;TM=Y;SS=M; 3.893103448 
428969; AF1 20274; Hs.194689, artemin; 7GF-bete;; 3.8B403041 8 
444833; AF111713 Hs.12284; junctonal a*asfen molecule 1;lg;TW=Y;SS=M; 3.831659044 

432305; M62402, Hs.274313; &wi[in-nte growth factor binding prote; foyroglobutlnj JGFBP,A2M_H;TM=M;S S«N; 3.742996346 

405547; ; ; NM_018833':Homo sapiens transporter 2, A; ABC_tran,Sr^4>VBC^mbrflne;TM=Y;SS»Mfe 3.676 

407853; AA336797; Hs.40499; dtekkopf (Xenopua laevls) homotog 1; non B ;TJ*=M;SSs=Y; 3.634 

426427; M86699; Hs.169840; TTK protein ttnase; pttiase;; 3.662 

427585; D31 152; Hs.1 79729; collagen, ^pe X, atpha 1 JSchmH m&taph; C1q,Collagen;; 3A9 

40554B; ; ; NM_018633*:Homo sapiens transporter 2, A; ABCLJran,SI^4ABqjr«mbrane;TM^Y^S^ 1422661871 

439820; AU3602O4; Hs.2B3853; Homo sapiens mRNA ful length insert cDN; none.none; 3,402 

40421 0; ; ; NM_005938:Homo sapiens myetold/lymphoH ; FHA,POZ 1 RA 1 DIL;TM"MiSS=N; 3.368807339 

424522; AL134847; Hs.149957; riboscmal proteuiSO kinase, 90kD» polyp; pWnase,pWnase_C^ 3.213402062 

41B67B; NM.001327; Hs.87225; cancerAestts antigen (NY-ESCM); none;TM=M;SS=N; 3J»4 

451106; BE3B2701; Hs^5960; N-MYC oncogene; HUH,MycJ4Je^TM=^SS=N; 1,55 

TABLE 17B 

Pkey: Unique Eos probeset identifier number 
CAT number; Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

418869 12769.14 AA226762 AA230O35 

TABl£17C 

Pkey; Unique number correspondinfl to en Eos probesel 

Ret Sequence source. The 7 dglt numbers in Ihfe column are Genbank Ifentifler (Gl) numbers. "Dunham L el el." refers to Die pubfcaUon entitled The DMA 

sequence of human chromosome 22/ Dunham i. fit al^ Nature (1999) 40&489495. 

Strand: IrKflcatss DMA strand from wttcn exons were predicted. 

NLposHforc InrfuMtes nudeoMe posrDons o! predicted axons. 



Pkey 


Ref 


Strand 


MtposfOon 


402075 


8117407 


Plus 


121907-122035.122804-122921,124019^12416 


401781 


7249190 


Win Lis 


8321&B3435 t 63531-83656 l 6374(»3901 l B423 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


405932 


7767812 


Minus 


123525-123713 


400617 


9796686 


Minus 


49996-50346 ^ 


4Q232JB 


4464283 


Win us 


13768-13922,14558-14752 


405546 


1054740 


Plus 


118677418807,119091-119296,121626-12162 


402390 


4464283 


Mmts 


15325-16380,15484-15583,15842-15916 


404440 


7526051 


Rus 


80430-Bl58t 


403912 


7710730 


Minus 


720D0-72250.72431-72700 ( 72929-73199 


404760 


7767724 


Plus 


223266.223352,224472-224585 


4048B3 


5101762 


Minus 


94626-94730,96996-97069 


403362 


8571772 


Pkis 


64099-64260 


405547 


1054740 


Phis 


124361-124520,124914-125050 


405546 


1054740 


Plus 


124010-124183 


404210 


5006246 


Plus 


159926-170121 



Table 18A: 194 Up^egulated Genes in Uterine Cancer Versus Normal Ad utt Tissues 

Table 1 8A lists about 1 94 genes up-regulated fat uterine cancer compared to normal adult tissues. These were selected from 59680 probesets on the AflymetrWE<w-HriG3 GeneChp 
array such thai the ratio of "averager uterine cancer to 'average' normal adult femes was greater than or euuat to 3.0. The "average" uterine cancer level was sel to ma 2 nd highest 
amongst uterniB cancers. Be 'average" normal adult tissue level wee set to the 90* percorVte value amongst ram-malignant fesues. In order to remove gene-specJJfc background 
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tevels of non-specific hybndbatfon, the 16* pertsafle value amongst norwnaligflant tissues was subtracted from both the numerator and the denominator before the ratio v 
evaluated. 

Pkey: Unique Eos probaset Mentifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnlgenelD: ttwgene nisnber 

IMgana Title: UmgeRfi gene We 

R1: RaOo of turner vs. normal tissue 



Pkey ExAccn 



UnlgenelD UnlgeneTBte 



449034 
435094 
438617 
421478 
45283B 
450451 
428153 
428187 



M624D49 

AI560129 

A1023799 

AK83243 

U65011 

AW59152B 

AW513143 

AK873G3 



435775 AA731111 

430491 AL1Q9791 

441377 BE21B239 

4002E9 X07620 

400292 AA250737 



Rs. 277523 

He.163242 

H8.9725B 

Hsl30743 

Hs.202072 

Hs.88367 

Ha-285529 

Hs«52620 

Hs.291891 

Hs.241559 

Hsl02656 

lfe.2253 

Hs.72472 



44243B AA9959S8 
447350 A1375572 
463964, A1961486 
443630 AM 4209 5 
459325 AW08B369 
415245 N59S50 
446608 N75217 
426635 BE395109 
433426 H69125 
43796 D AJ669586 
4410B1 AI584019 
441)048 AA897461 
447835 AWS91623 
440B70 AJ6B7284 
412925 AW89319 
408562 AJ43G323 
429272 W25140 
453197 A1916269 
437935 A19500B7 
420510 AI683163 
448572 AI955511 
452461 N78223 
413335 AK13318 
449511 AI970394 
449260 AA741160 
412140 AA219691 
443715 AI5831B7 
432113 AA9360B5 
424834 AK001432 
410658 AW105231 
426455 AI758948 
445704 AJ 337228 
419503 AA243642 
444342 MMJ014398 
435078 AH93Z77 
405687 M31126 
445258 A1635931 
440901 AASQ9355 
434635 AAD83764 
429334 D63078 
41&B52 BE537037 
459563 AW7573 
436787 AA908554 
400301 XD3635 
425771 AB028992 
444929 A1585841 
453922 Af 053303 
405509 

410102 AW24A508 
433283 BE041135 
443Z70 MM.004272 
410247 AF1B1721 
422559 AA312735 
452771 TDS477 
407275 AI3641B6 
420440 NM_0O24O7 
4511C5 A1761324 



Hs.1939 
Hs.12744 
Hs.143273 
Hs382184 
Hs.27252 
Hs.257846 
Hs.129327 
Ks.133525 
Hs.222194 
Hs.1S9008 
Hs.158469 
Hs.164129 
Hs.160539 
Hs.179243 
Hs-31141 
rte.110667 
Hs.109057 

Ks.99348 
Hs.225105 
Hs.108106 
H*48442 
rfe.197075 
Hs.29879 
Hs.73625 
rte.9700 



B b:te41a09.x1 NCLGGAFUM Homo sapiens cDNA 

EST 

ESTs 

ESTs 

Pieferentialy expressed antigen m melanoma 
ESTs 

hypolheficaJ protein FU22252 

G protsto-coupled receptor 49 (GPR49) (HG3B) 

integrity beta 8 

ESTs 

Homo sapiens mRNA full length insert. cDNA do 
ESTs 

Matrix MetaUoprotemase 1 0 (Strornolyan 2} 
BMPR-th;bone monphogenetk: proteVi receptor lb 
predicted axon 

Qbxis26ms1 NCLCGAPjQd5 Homo sapiens cDNA 

H£R4{(«rb-B4) 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Moderately staffer to plafcophlfln 2b [H 
ESTs, Weakly similar Id envelope protein fu 
ESTs 

Homo sapiens cDNA FU13793 lis. ctone THYROID 
ESTs 

Roundabout honwbg 2 transmembrane receptor (robo2) 
ESTs 

ESTs. Weakly similar to ALU5_HUMAM ALU SUBFAM 
ESTs; WeaWy slmPar b Gag-Pol pdypratsln 
distal-less homeo box 5 
ESTs 

banscriptJon factor 

ESTs 

ESTs 

ESTS 

RAB6 Interactfns. kinesnvOke (rabkirtesinS) 



Hs,153408 
Ha.192035 

Hs.197063 

Hs.137422 

Hs.10887 

Hs.120954 

Hs.272620 

Hs.147613 

Hs.128612 

Hs.241334 

Hs.186150 

H*2732S4 

Hs.192756 
Hs.1667 . 
Hs.193143 
Bs/161354 
Ks.36705 

HSl279727 

Hs.175522 

Hs.9192 

Hs£1345 

Hs.179725 



H&S7644 



Homo sapiens cDNA FU10570 fis. clone NT2RP20 
ESTs 

gb:fyieffl7jc1 NCLCGAPJUtS Homo sapiens cDNA 

ESTs 

ESTs 

amQer to lysosome-assodated membrane gtyco 
ESTs 

pregnancy specific beta-1-gtycoprotetn 9 

ESTs 

ESTb 

ESTs 

Homo sapiens cDNA: FU23038 fis. clone ING020 
hypothetical protein RJ 20069 
gML-BT152-0B0399-O04 OT1&2 Homo sapiens cDN 
ESTs 

Estrogen receptor 1 
KJAA1069 protein 
ESTs 

budding urrVihMad by bannrnfdezoles 1 

pre dieted axon 

ESTs; 

ESTs 

Homer, neuronal Immediate early gene. IB 

RU2S 

ESTs 

gfacEST033BQ Fetal brain, Straiagene (cats 3620 
gb:qw3tt07jt1 NCLCGAPJJtt Homo sapiens cDMA 
mammagJobin 2 

gb.-vW60h11.x1 «ajrXAP„Co16Homo sapiens cDNA 
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R1 

55.7 

45.2 

42jB 

35.2 

27.3 

26.0 

24.8 

24.2 

16.7 

14.3 

13.5 

13-5 

12* 

10.7 

10.i 

10.0 

9.8 

97 

9.1 

ao 

6.9 
8.9 
8.8 
8.7 
8.5 
8.3 
7.3 
7.2 
7.1 
7.0 
7.0 
6.9 
6,3 
&2 

&2 

6.1 

6,1 

ai 

6.0 

fi.O 

6.Q 

6.0 

5.9 

67 

57 

5J 

5.6 

5.6 

5.4 

5.4 

5.3 

5.3 

5.3 

5* 

5.2 

52 

52 

52 

5.1 

5.1 

5.0 

5.0 

5.0 

5.0 

4.8 

48 

47 

47 

47 

4.7 

45 

4.6 
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453516 Hs.33346 dynein.axooeniaUtgHintemwdiatepolypept 4.6 

424115 AA335497 Hs*293965 ESTs 4.6 

414245 BE148072 Hs.75850 WAS protein family, member 1 46 

423244 AL039379 Hs.2O9602 ESTs, Weakly similar to ubiquitous TPRmoM, 4,5 

5 441031 AI1 10684 Hs.7645 fibrinogen. B bela polypepOde 45 

447048 AW393O80 H5.22B320 Homo sapiens cDNA: FU23S37 fis, clone LNGQ76 4.4 

458861 AI630223 PHD finger DNA bimfing protein Isoforrn 1 {tot 4,4 

428758 AA4339B8 Hs^B502 Homo sapiens cDNA FU143Q3 fis, done PLACE20 43 

„ 420149 AA255920 Hs.88095 EST* 4.3 

10 433479 AW511458 Hs.249972 ESTs 4.3 

449416 AI6S1016 Hs.246311 ESTs 43 

457551 AW521319 Hs.288928 Homo sapiens cDNA FU23296 fe. ctone HEP106 4.3 

450109 A153929S Hs.17967 ESTs 43 

436954 AA740151 He.130425 ESTs 4.3 

15 415511 AI732617 Hs.182352 ESTs 43 

410153 BE311926 Hs.15830 Homo sapiens cDNA FU 12691 fis, ctone NT2RM40 43 

406411 pnedfctedaxnn 42 

416209 AA236776 tte.79078 MAD2 (mltolic arrest deficient, yeast bomofo 4.2 

416456 H57052 Hs.176626 hypoihefcal protein EDAG-1 42 

20 454692 AW813350 gb:MR33T0l 92.1 001 00-024-pG7 4.1 

452249 BE394412 Hs.61252 ESTs 41 

43B211 AK0016B1 Hs.80861 polymerase [DHA directed}, gamma 4.1 

449765 N92293 Hb.206832 EST, Moderately slrnfer to ALUB.HUMAN ALU5UB 41 

434968 A1416055 Hs.161160 ESTs 41 

25 423515 AA327017 Hs.162204 ESTs 4.0 

435407 AU49774 Hs.117l78 ESTs 4.0 

440886 AW511032 Ha.190518 ESTs 40 

444783 AK001468 Hs.62180 ESTs 40 

452039 A192298B Hs.172510 ESTs 40 

30 407300 AA102616 Hs.120769 Homo sapiens cDNA FU20483 fls. done KAT0614 40 

425176 AW015B44 rfe301430 ESTs, Moderately similar to TEF1_HUMAN TRANSC 40 

449433 A167209S Ha.9012 ESTs 3.9 

419335 AW96Q146 Hs.284137 Homo sapiens cDNA FIJI 2886 fls, done NT2RP20 3.9 

422711 D60641 Ks3l739 Homo sapiens mRNA; cONA DKFZp5fl6l151 B 3£ 

35 453096 AW294631 Hs.11325 ESTs 3l9 

441962 AW972542 H9.28M08 Homo saptenscONA: FU21 814 fis, dona HEPOIO 3.9 

445034 AW293376 Ks.160323 ESTs 3,8 

416677 $83308 Hs.87224 SRY (sex determining regton Y>bcx 5 3.8 

422219 AW978073 gb!EST3301fi2 MAGE resequences 3.8 

40 440304 BE159984 Hs.125395 ESTs 3.8 

421863 A1952077 Hs.108972 Homo sapiens mRNA; cONA DKF2p434P228 3.8 

431322 AW970622 gb:EST382704 MAGE resequences, MAGK 3.8 

400250 predicted exon 3.8 

428227 AA321649 Hs2248 WTERFEKON-GAMMA INDUCED PROTEIN 3.8 

45 420092 AA814043 HsJBMS ESTs 3.6 

415138 CI 8356 Hs.78045 tissue factor pathway Inhibitar 2 TFPI2 3.8 

437212 AI765021 Hs^10775 ESTs 18 

409067 AW502161 QbclJttlRBR0r>^1*<UJUl Nlrl_MGC_S2 3.7 

. . 421477 A1904743 Hs.104650 hypothetic^ protein FU1Q292 17 

50 427119 AW88Q562 Hs.114574 ESTs 3.7 

4SB1S4 AW816379 gbcGY4-ST0234-181 199^35-gQ1 ST0234 , 3.7 

434539 AW748078 Hs.214410 ESTs 3.7 

424717 H03754 Hs.152213 wingless-type MMTV irrtegraflon site family 3.7 

412078 X69699 Rs.73149 paired box sen c 3 (PAX^) 3.7 

55 447342 AH99268 Hs.19322 ESTs; WfeaWy similar to !!11 ALU SUBFAMILY J 17 

413472 BE242B70 Hs.7537S solute carrier famny 1 Pal high affinity a? 

446819 AU076843 Hs.313 secreted pnosphoprolsto 1 (osteopontin) 3.7 

453891 AB037751 HsJ6353 Homo sapiens mRNAful length Insert cDNA do 3.7 
443613 A1D793S6 gb:oz39b09.s1 Saares_NhHMPu_Sl Homo sapiens c 16 

60 441285 NMJ002374 Hb.167 mterotubule^ssorfated protein 2 3.6 

409731 AA125985 H&S6145 thymosin, beta, Identlfed in neuroblastoma c 3.8 

417847 A1521558 Hs2BB312 Homo sapiens cOMA: FU22316 fis, clone HRC052 3.6 

441484 AA935481 Hs58972 ESTs 3.6 

415802 AA169515 Ks.6Q.0B ESTs 3.8 i 

65 448112 AW245919 H&30101B ESTs 3.6 

428330 122524 H 3.2256 matrix mfitaJtoprotelnase 7 Cmatrilysln) 3.6 
402606 predicted exon 3.8 

407905 AW103655 H&252905 ESTs 16 

424917 A1836208 Hs.96901 Homosaplens cDNA: FU2304B lis, done LNG025 3.6 

70 436982 ABO16305 Hs.5376 spondml, tT-spondln] esdraceHuler matrix p 3.6 

451842 AB20539 Hs.267087 ESTs, Moderatety simlar to ALU4JHUMAN ALU SU 3.6 
455665 BE065613 gb:RC2^318-11010CW)12-a08BT03l8Ho[nosapl 3£ 

431731 BE266322 Hs.211374 ESTs, Weakly slmllarto SP49_Hl^AN SPUCEOSOM 3.6 

443695 AW204099 Hs.1 12759 ESTs, WeaWy stmter to AF126780 1 retnd sh 3.6 

75 410358 AW97516B Hs.13337 ESTs, VteaWy smilar to unnamed protein produ 3.5 
4C603D predicted axon 3L5 

409745 AA077391 gb:7B14El2ChremosmnB7Fetal Brain cDNAUbr 3.5 

430481 AA47957B Hs^03269 ESTs, Moderately similar to AUIELHUMAN ALU SU 3.5 

437S41 AAB11452 Hs591911 ESTs 3l5 
80 415211 R64730COJJ1P Hs.155886 ESTs; Higlily similar to SPERM SURFACE PROTEIN 3.4 

443450 N66045 Hs.133529 ESTs 3.4 
457436 NMJH4053 Hs270594 FLVCR protein 14 

451^4 AI571016 Hs.172967 ESTs 14 
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419563 


AA525235 


Hs.193162 


427778 


AA412323 


Hs.105323 


435031 


A1632091 


Hs.116877 


407366 


AF026942 




417411 


Awsooooa 


nS.oabo 


431548 


A1634273 


Hs.9711 


432415 


T16971 


H5.2B9014 


423126 


AA322245 


Hs.290165 


433420 


AI674093 


Hs.293961 


435174 


AA687376 


H5.1S4624 


444743 


AA045848 


Hs.11817 


452589 


AA889120 


Hs.110637 


427304 


AA761526 


Hs/1 63863 


419917 


AA32Q068 


Hs.93701 


417728 


AW138437 


Hs.24790 


419356 


AJ656165 


Hs.7331 


458027 


ATO8542 


HSS7984 


4351 B5 


AA6694B0 


HsJ2B9109 


416623 


N74925 


Hs.38761 


405174 






403775 






426274 


D36122 


Ha.2007 


431255 


AA497043 


Hs.115685 


442353 


BE379594 


Hs,49136 


456662 


NM_002448 


Hs_1494 


418530 


U62801 


Hs.79381 








406400 






439849 


AW979197 


Hs.292073 


430704 


AW813091 




401517 






417830 


AWE0478G 


Hs.1328QB 


435287 


N23797 


He.110114 


426384 


AI472078 




422797 


AB0330B4 


Hs.120908 


428832 


AA578229 




449722 


BE28C074 


Hs.23960 


418478 


U38945 


Hs.1174 


422689 


AW8 56665 




TABLE IBB 





Homo salens cDNAFU11983 fe. done HEMBB10 

ESTs 

ESTs 

gb:Homo sapiens clg33 mRNA, partial sequence 

Hanan DNA sequence from clone RPI-187J1 1 Oft c 

Homo sapiens cDNA FLU 3018 fis, don© MT2RP30 

ESTs 

ESTs 

ESTs 

ESTs 

nudfe {nucfeosicfe dfphospha^ tinted moiety X 

HorneoboxAlO 

ESTs 

Homo sapiens mRNA; cDNA DKFZp434E232 (from cl 

KJ AA1573 proton 

ESTs 

ESTs: Weakly similar to WASP-famJIy protein [ 
dlmethytarginhie dlmeihylamnohydTolBse 1 
Homo sapiens cDNA: RJ21584 lis, clone COL064 
predicted axon 
predlc ted axon 

tumor necrosis factor (fig and J superfamfly, m 

ESTs 

ESTs 

msh (DmsocNIa) homeo box tiomdog 1 (farmed 

kdl&refo 6 {neurosin, zyme} 

gfc601 150677F1 NIH_MGC_19 Homo sapiens cONA c 

kaflikran 8 IneuropsWovasrn) 

ESTs 

gb^r^^018&-24040Q-11i-d078T018SHomosapi J 
predicted exon 

epithelial cell transtormfng sequence 2 cncog 

ESTs . 

ESTs 

KIAA1238 protein 

gh:nl22b12^1 NCLCGAPJtSCl Homo sapiens cOMA 
cyrtnBI 

cydiHtependent kinase inhibitor 2A 
gb:RC3-CT0297-29C31G(W)1 M03 CT0297 Homo sap} 



a4 

3.3 
3.3 
3.3 
33 
3.2 
3.2 
3.2 

3Ji 

3.2 
3.2 
3.2 
32 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 

ai 

3L1 
3.1 
3.1 
3,1 
3L1 
3.1 
3.0 

ao 

3.0 
3.0 
3.0 

ao 

ao 

3.0 

ao 
ao 
ao 

3.0 



Pkay: Unique Eos probeset identifier number 

CAT number. Gene cluster number 
Accession: Genbsnk accession numbers 



Pfey CAT number Accession 

409746 115237 1 AA077391 AI347818A1361453AI088754AW207491 AW960912AA921874AA2B6833M150722 BE1 52353 AW1BS822 BE1 52450 

409867 1158530 1 AW502161 AWS02587 AW502345 

422219 213547 1 AW978073 AW978Q72 AA807550 AA306567 

422689 219696 1 AW856665AA3 15006 AW954733 

426384 26621 U AW72078AA377209 AA855B07 

426465 2S7664_1 A1758948 AA379527 AA379948 AA379262 AW963933 

428832 266144J AA578229 AA433432 AA4B1 375 AA481363 

430704 322217.1 AW813G91 AW2Q6655 AA484440 

431322 33154^.1 AW970822 AA503009 AA5G299B AA502989 AA502805T92188 

437938 44573 2 AI9500B7 M702O8 R9704O N36809 ABC8119 AW367677 M35320 AI251473 H59397 AW971S73 R97278 W010S9AW967671 AA90859B 

AA251B75 AI820501 A! 62053 2 W87B91 T85904 U71466 T82391 BE328571 T75102 R34725 AAB84922 BE328517 AI21 9788 AA8B4444 N92578 F13493 
AA627794 AI560251 AW874068 AL1 34043 AW2353 63 AASG3345 AWD082B2 AA4889B4 AA283144 AJ 8 9 0387 A1S50344 AI741346 AI689Q62 AA282915 
AV^O2B98Aimi93Arj63273AW1735a6AW1fi0329AI6b^32Al7628^ 

AW50S512 AI961530 AW82907OBE612861 AW27B997 AW513SQ1 AW51 2B43 AAQ44209 AWB5ES38 AA180009 M337499 AWS61101 AA251669 
AA251874 AI81 9225 AW205B62 AI883338 A1B58509 AW276995 A1633006 AA972584AAS0B741 AW072629 AW513996 AA2S3273 AA989759 N75628 
N2230B H84729 H60052 T92487 AIO22068 AA780419 AA551005 WB0701 AW6134SG A1373032 AI564269 F00531 HB3488 W37181 W7B802 R66Q56 
AI002839 R67B40 AA300207 AW959S81 T6322B F04O05 
43B993 467651.1 AAB28995AAB34879AI926361 

442438 542469_1 AA99M9BAI91fi5B4R6l781Tn332ro7756RJBl49Frj7647 

443613 57539U A1079356 W23287 

449034 794817_1 AI624049AW1 17770 A1858360 

451105 B59083J AI761324 AW680941 AW880937 

45Z771 930983J T05477T07855A1917711 

454392 1158B3J BE260B93 AA078319 R85057 AW803Q24 HB5811 AA078293 
454692 1229118.1 AW313350 AW8160 82 AWB 13476 AW8 133 B3 
455666 1349545J BE065S13 BE0B5788 BE065889 BE0B5B32 
458154 49176CL1 AW816379 A^a8282 AAB79046 AA979195 
458861 79B0B5J AI630223AI630470 



TABLE 18C 



Ref: 



Unique number cxnrespgndlng to an Eos probeset 

Sequence source. The 7 digit numbers In this column are Genbanfe Itfentfflsr (Gl) numbers. "Dunham I et aL* refers to ttta publication entitled The DMA sequence of 
human chromosome 22." Dunham L et el., Nature (1999) 402:48^495. 
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Strand: Indicates DNA strand from whteh atoms were predcted. 
NLposHiQn: Indicates nucleotide positions of predicted exora. 



Pkey 


Ref 


Strand 


NLposlUon 


401517 


7677912 


Plus 


29278-29770 


402606 


9909429 


Minus 


B1747-S2094 


403776 


7770611 


tonus 


1414-1513,1624-1756 


403899 


73B1715 


Mb us 


9144-9350 


405174 


710B030 


Minus 


102514-103063 


405609 


5757553 


Minus 


4281443010,4338343783,4486345033,4^ 








5291 8,55469-55601,571 1 1-57307,581 69-5B296,6021 6^0332,61482-51727 


406030 


B312328 


Minus 


9612336547 


406400 


9256283 


Plus 


1553-171 2,1B7B-2140,42524385,5922-SQ77 


406411 


9255407 


Plus 


7400-7527 



Table 19* 225 Up-Regulated Genes Encoding ExfracellutarfCell Surface Prctekis, UTERINE Cancer Versus Normal Adutt Tissues 

Table 19A lists about 225 genes up-regulated In Uterine cmcar compared to normal adult tissues that are likely to encode extracellular or cell-surface protects. Those were selected 
as for Table 18A, except thai the ratio was greater Hi an or equal to 2A and the predicted protein contained a structural domain that Is Indicative of extracellular tacsSza&m (e.g. Ig, 
fn3, est 7tm domains, signal sequences, transmembrane domains}. The predicted protein domains are noted. 

Pkey: Unique Eos probesei WerrrjfiBr number 

ExAccn: Exemplar Accession number, Genbank accessnn number 

UnfcjenelD: Unlgene number 

Unlgene Title: Unigene gene tffle 

PSDomairc Protein Structural Domain 

R1: Ratio of tumor vs. normal Cssue 



Pkey 


ExAccn 


UrigenetD 


Unpens Title 


PSDomaln 


R1 


452838 


U65011 


Hs.30743 


PrarferenEafly expressed antigen m melanoma 


TM 


27.3 


438993 


AAB26995 


Hb.52620 


integrin; beta 8 


SS,TM/mtegrln_B 


16.7 


400289 


XD7820 


Hs,2258 


MaWKMetaltaprotakiase 10{Sfrwno 


SS,hemopextn 


1Z3 


446605 


N75217 


H&257646 


ESTs 


TM 


8.9 


433426 


H69125 


Hs.133525 


ESTs 


TM 


8.7 


440370 


AI6B7284 


Hs.160539 


Homo sapiens cDNA FU137B3 fls, do 


TM.PAX 


7.1 


406562 


Af 436323 


Hs.31141 


Roundabout homotog 2 tranemsmbrBiie 


CCTI4 Ififnt 




420610 


AK831B3 


HS.9934B 


distHl-tess hemeo box 5 


TM.IiomeobflX 


6.2 


412140 


AA219691 


Hs.73525 


RABB Interacting. Hnesfo-llke (rab 


TM.kinesiii 


6.0 


443715 


AJ583167 


Hs.9700 


cycflnEI 


TM.cycln 


6.0 


432113 


AA935065 


H5.1523B5 


EST* 


TM 


5.9 


419503 


AA243642 


Hs.137422 


ESTs 


TM 


6.5 


444342 


NML01439B 


Hs.10857 


similar to tyswome-assoctaled memb 


TM,Lamp 


5.4 


438076 


AI193Z77 


Ha/120954 


ESTs 


7M 


5,4 


40EB87 


M31126 


H&272620 


pregnancy specific beta-1-glycoprot 


TTAhemopexin 


5.3 


418852 


BE537037 


H5J273294 


hypothetical protein FU2DD69 


TM 


52 


459583 


AI907673 




gb:IUKri52-08039W)04BT152 Homos 


TM 


52 


400301 


X03S35 


Hs.1657 


Estrogen receptor 1 


TM,hormonejec,zK54 


6.1 


405609 






predicted exon 


TM^yoslnJafl^yrjskiJiead 


5.0 


453022 


AF053306 


Hsl36708 


budding uranhftited by benzimtaot 
ESTs: 


TM 


5.0 


410102 


AW24B50B 


Hs.279727 


SS,TM, 


5.0 


4332B3 


BED41135 


H3.176622 


ESTs 


TM 


4.8 


443270 


NM.004272 


Hs.9192 


Homer, neuronal rmmedlate early gen 


TM 


4.8 


410247 


AF181721 


Hs,6134S 


RU28 


TM 


4.7 


422589 


AA312735 


Hs.175725 


ESTs 


TM 


4.7 


407275 


AI3641A6 




gb;qw34h07.x1 NCLCGAPJLK4 Homo sap 


TM 


4J 


420440 


NM.002407 


Ks.97644 


mammagtebm 2 


TMlKerogtobln 


4.8 


453616 


NM.003462 


Ms.33648 


dyneln, axonemal, fight IntermBcM 


TM,rabosoniaLS27e 


4,6 


424116 


AA335497 


Hs.293965 


ESTs 


TM 


4.6 


414245 


BE148072 


HsJ68S0 


WAS protein femly, member 1 


TM.WH2 


4.6 


458B61 


AV630223 




PHDfingsr DNA binding protein teof 


TM,PHD 


4.4 


449416 


AI651016 


Hs.245311 


ESTs 


SS.TM. 


43 


420149 


AA255920 


Hsjaass 


ESTs 


TM 


4.3 


433479 


AW511459 


H&249972 


ESTs 


TM 


43 


457551 


AW821319 


HS.26B928 


Homo sapiens cONA: FU23295 Us. ci 


TM 


4.3 


406411 






predicted exon 


TM,vwb,R^3AP 


4,2 


416458 


H57052 


HS.176B26 


hypothetical protein EDAG-1 


TM 


42 


454692 


AWS13350 




gb:MR3^192-100100-D24-fl07 ST0192 


TM 


4.1 


436211 


AK0015B1 


Hs.80961 


polymerase {DMAdrscted), gamma 


TM 


4.1 


434988 


AI41BQ5S 


Hs.161160 


ESTs 


TM ' 


4.1 


444783 


AK00146B 


H&62180 


ESTs 


WH 


4,0 


440BB6 


AW511032 


rte.190516 


ESTs 


THFG-GAP 


4.0 


425176 


AWD1S644 


Hs.301430 


ESTs, Moderately srmlar foTEF1.HU 


TM.Gtyco.fcBnsL29.TEA 


4.0 


445034 


AW293376 


Hs.160323 


ESTs 


TM 


38 


418677 


S8330B 


Hs.87224 


SRY (sex determining region Y>box 


TM,HMGJ»x 


3.8 


400250 






predicted exon 


TM,MsLdeacetyI 


3.B 


428227 


AA321649 


Hs.2243 


interferon-gamma Induced protein 


TMJLB 


3.8 


415138 


C18356 


Hs.78045 


tissue fetor pathway Inhibitor 2 T 


TM.Kunjb^BPn.G^rrrma 


38 


458154 


AW816379 




gb:QV4-ST0234~iai19&435g01 ST0234 


TM.WW 


37 


421477 


AI904743 


Hs.104650 


rwo«calproteirtFLll0292 


TM 


17 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



413472 BE242670 
447342 AI19926B 
446619 AU076643 
453891 ABQ377S1 
441285 NM.002374 
409731 M1269B6 
4414B4 AA9354B1 
428330 L22524 
407905 AW103B65 
436962 AB0183O5 
402606 

443695 AW204099 
437641 AAB11452 
415211 R84730.cwnp 
443450 N66045 
4S743B NM_Q14053 
435031 AK32D91 
417411 AW5OC00B 
435174 AA86737B 
444743 AA04S648 
433420 AK74093 
419917 AA32006B 
417728 AW13B437 
403776 

426274 038122 
416623 N74925 
405174 

4312SS AA497043 
468662 NM.00244B 
416530 U62801 
454392 BE260893 
405400 
401517 

417B30 AW504786 
435257 N23797 
448722 BE2BOT74 
41B47B U3B945 
422689 AW856665 
441794 AW197794 
4166SB U03272 
431130 NM_O06103 
418113 AI272141 
402373 AL1 35225 
431989 AWS72870 
400284 

438578 AAS11244 
423513 AF03S960 
44B9G6 AW372M4 
431870 AW449902 
409457 AW8180S1 
438777 AA8Z54B7 
461807 W52854 
433326 AI379486 
448221 



Hs.75379 eclute earner family 1 feGal high 
Ks.19322 ESTs; Weakly similar to till ALU SU 
Hs.31 3 secreted phosphoprotein 1 (osteopon 
Hs.36353 Homo sapiens mRMA full lengUi freer 
Hs.167 microbib ule-as £Oc tated protein 2 
Hs.56145 thymosin, beta, Wenfflfed in nemo 
Hs.58972 E6Tfi 

Hs.2256 matrix maNloprateiiase 7 (matrlfy 
H&.252905 ESTs 

Hs.5378 spondin 1 1 (f-spondfn) extracdlda 

predicted exon 
Hs.1 12759 ESTs, Wea% sMar to AF12S7B0 1 
Hs,2919H ESTs 

Hs.155980 ESTs: HSgMy similar to SPERM SURF A 
Hs.133529 ESTs 
Hs370594 FLVCR protein 
HsJ 16877 ESTs 

Hs.6966 Human ON A sequence from clone RPt-1 
Hs.194624 ESTs 

Hs.1 1 817 nucRx (nucleoside diphosphate linke 
Hs.293961 ESTs 

Hs.93701 Homo sapiens mRMA; cDMA DKFZp434E23 
Hs.24790 KlAA1573prt>leto 

pre dried exon 
Hs.2007 tumor necrosis factor (Igand) supe 
Hs.3B761 Homo sapiens cONA: FU 21554 fe, ct 

predicted exon 
Hs.116685 ESTs 

Hs.1494 rosh (DrosopWIa) homeo box homotog 

Ks.79361 kelUkreln 6 (neurosm. zyme) 

gb:601150677Fl NlH_MGCLl9Nomo sapi 
kafl Ifcrein 8 (neuropslnfovasln] 



Ks.132808 
Hs.110114 
Hs^3960 
Hs.1174 



448141 AI471588 

456311 AA22S632 
405454 

459287 AL079369 

438935 H406B5 

421312 AAS24627 

419882 NM_004998 

424345 AKD0138Q 

417956 AA210704 

445537 AJ249B71 

448069 AI457945 

448643 AA194417 

466671 AB011142 

457256 AA459443 

438985 AF0858B8 

435313 AT789400 

417351 T90278 

412198 AA937111 
413278 BE5B3085 
421502 AF111855 
410092 R45164 
410008 AA079S62 
420362 U79734 
431374 AW972689 
438209 AL12C659 
447578 AA912347 
414812 X72755 
421515 Y11339 
416402 KM.00O715 



Hs.79432 

Hs.2719 

Hs.83484 

Hs.301865 

H&29106S 

Hs.164168 
Hs.129719 
Hs-267462 
Hs.105500 

Hs.142179 
Hs57099 
Hs.159430 

Hs.197531 
Hs.190016 



HSv31564 

Hs^91670 

Hs.89433 

Hs.145479 

Hs.190465 

H&12844 

Hs.173698 

Hs.282060 

Ks.114293 

HS.231B18 

Hs.269307 

Hs.189729 

Ks.15049 

Hs.69165 

HsJB33 

Hs.105039 

H8.10GGO4 

Hs.97206 

HS200934 

Hs.6111 

Hs.136585 

Hs.77367 

Hs.105352 

Hs.1012 



epHtieM ceil transforming sequen 

ESTs 

cycKn B1 

eyefin-dependerrt kinase inhibitor 2 
gb:RG3-CTO2S7-29010IW)13^JO3 CT0297 
ESTs 

fibrillin 2 [congenital contrectura 
epIcHdy mfe-spedfic; whey-acJic pr 
ESTs 

dopachreme tatrtomerase {dopachrome 
ESTs 

Estrogen receptor 1 
ESTs 

transglutaminases 

Homo sapiens cONA FU11875 fe. do 
ESTs 

gb:CM4ST0276-l0l29&J)59-M9 8T0276 
ESTs, Vfeetdy similar to ORF2 [M.mia 
DKFZPSS4J0863 protein 
ESTs 

gb:601440775ri NlhLMGC^TZ Homo sap. 

ESTs 

ESTs 

predicted exon 

gb:DKFZp564G2379_r1 564 (synonym: h 

ESTs 

ESTs 

ATP-bindlag cassette, sub-fiamity C 
Homo saptens cDNA FU1051B ns, cto 
ESTs 

EGF-Ite-doman; multiple 6 

ESTs 

ESTs 

WAA0570 gene product 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

InterfeTDn-s&nubted protein, 15k 
solute camar family 34 (sod i an ph 
ESTs 

gtxzm20h12£l Stra*agene pancreas { 
hunfagfin Interacting protein 1 
ESTs 

KIAA0307 gens product 
ESTs 

monoWne induced by gamma Interfero 
GalNAc aJpha-^ 6^ I ^transferase 
complement componeitl4rbuidng prot 



TM.SDF 
TM 

TM,Osteopon&i 
TM 

TM,tuburHi-binding 

TM.Thymosfn 

TM,fh3,l9,Y_phoBphalasa 

SS ( PeptWa3Q_M10 

SSJM.Ephnn 

SS.TM, 

TM 

TM 

TM 

TM,IQ,FUIa 

TM 

TM 

TM,RhoGEF s PH 
TM 

TM.SPRY 

TM.mutT 

TM 

TM 

TM 

SS,TM,1LB 

TM f TNF 

TM,Ets 

TM 

TM 

TM,bflmsDbox 

Tli^trypsln^rojBorrierase 

TM 

TM.lrypsiii 

TM r HM614j7 

TM 

TM 

TW.cydin 

ThUnk 

TM,SHF2»N 

TM,ank 

TM.EGF.-re 

SS.wap 

mRMGJJOx 

TM.TEA 

8S 

TM^omrone_rec,^f-C4 
TM.fonnyUransf.AIRS.GARS 
TM .Tracisgkilamln_M 
TM 

TM,MHCJ.ig 

TM 

TM 

TM 

TM 

TM 

TM,b2JP 

TM,Sec7 

TM 

TM 

TM 

TM,&pateh 

TM f ABC_membrane T ABC_tran 
TM 

SS.eustii 
$S r EGF 
SSJM, 

TM.CbLedaptorj 

TM 

SS 

TM.SpJn-Ssty 
TM.MBD 
TM.CH 
TM 

TM,UbIqurtin 

TM.NHj'Lcolnsns 

TM[pkInase 

TM,P&GAP 

TMpEMTHXJ-WEQ 

TM.DZIP 

TWLH.PAS 

TM 

SSJL8 

TM,aycoJbanaL29 
TM,sushi 
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3.7 
3.7 
3.7 
3.7 
3.6 
3.6 
3.6 
3.6 
16 

as 

3.6 
3.6 

3^ - 

3.4 

3.4 

3.4 

3.3 

3.3 

3.2 

3.2 

3.2 

3.1 

3.1 

3.1 

3.1 

3.1 

ai 

3.1 
3.1 
3.1 
3,1 
3.0 
3.0 

ao 

3.0 
3.0 
3.0 
3.0 
Z9 
2.9 
2.9 
2.9 
2.9 
2.9 
Z9 
Z9 
28 
2.8 
28 
28 

2B 

2.8 

28 

28 

2B 

28 

28 

28 

27 

27 

27 

27 

27 

27 

26 

26 

2.6 

26 

25 

25 

2.5 

25 

25 

25 

2.5 

25 

25 

25 • 

2B 

25 

25 

24 
24 
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439699 AF086534 

428242 H55709 

417693 AW95S741 

42B679 M431765 

436311 M70B958 



42669B 
443426 
406S15 
434608 
432441 
435615 
402293 
435542 
442952 
418203 
429228 
418969 
447570 
405032 
• 416566 
420900 
430SB3 
417372 
449083 
410361 
434131 
431846 



AA3941Q4 
AF098158 
AA833930 
AF155108 
AW292425 
Y15065 

AAfi87376 

A1743261 

XS4942 

A1553633 

W33191 

A1G66315 

NMJJ03914 
AUD45S33 
AA481269 
799755 



44O00B 
445570 
430839 
439018 



411556 
408380 
403721 
440711 
457285 
422955 
433482 
431980 
420777 



BE3918G4 

AI85B275 

BE019924 

NM.012337 

AK000517 

AW410053 

AW025427 

AW3008B7 

AIB68B72 

AA102670 

AF123050 

AA904389 
A1038B5B 
BE545072 
AI953499 
AA523G96 
AA2B0223 



410227 AB009284 

422282 AF019225 

431701 AW93549D 

426910 AA470023 



AI127483 

AW291487 

NfcfjMG033 

AW664026 

AJ681H5 

NM_00149O 

AW276858 

BE514434 

X59373 

Z47542 

R513S8 

AB00O115 

AB014504 

AF075079 

AFD39307 

A1799444 

NMJJ01454 

Z25684 

AW33B972 

U712Q7 

AJ078231 

AW591433 

AA338B48 

A1918071 

H57130 

BE005771 

AA2S1131 

AA759263 

AW181449 

A1B33744 

AI920783 



401933 

438679 

451061 

410GG4 

449378 

433345 

425851 

431832 

448Z75 

423049 

427510 

41B076 

413570 

429183 

439031 

431060 

451494 

419978 

404535 

445181 

4S2367 

443591 

448105 

424310 

450193 

438009 

453313 

419533 

437555 

411828 

440052 

410718 

404767 

447462 



Hs.187561 

Hs.2250 

Hs^0368 

Rs. 168732 

Ks.132121 

HsS7489 

Hs.9329 

Hs.2880 35 

Hs.256150 

Hs.163434 

KM975 

Hs.269533 

H3,i3iasa 

H5.B3758 
Hs.104985 
Hs.2B907 
Hs.996fi9 

Hs.7937B 

Hs.44269 

Hs.178381 

H&29QB14 

Hs.191144 

Hs.62661 

Hs.143659 

Hs.271580 

Hs,158450 

Hs.6844 

Hs.13408 

Hs.233552 



rm mm. _a h _ ■ » ■■ a_ 1 1 I id ill ■ 

ESTs, Moderately similar to ALU1_HU 


TM 


leukemia inhibitory factor {choline 


SS,UF_OSM 


adaptor- related protein complex 1, 


TM.aaLadaptor^B 


gbzw80cO3^1 SoaresLtestfe_N HT Horn 


TM^HECT 


ESTs 


TM 


ESTs 


TM 


ESTs 


TM 


Homo sapiens mRKA for fls353, com pi 


TM 


tRNA Isopsntenylpyropliosphafe trans 


TM.IPPT 


ESTs, Highly simftar to NY-RE N-41 a 


TM 


EST 


TM FatV hAnH 
1 fVl, rljl i □ mi 


potassium vol tape-gated channel, KQ 


TM 


predicted axon 


TM r zf-C2K2 f KRAB 


ESTs 


TM 


ESTs 


TM 


COC28 protein kinase 2 


TM.CKS 


ESTs 


TM 


hypothetical protein FU20256 


TM.SH3 


ESTs 


TM.PHD 


predicted e*on 


WMO-Kce 


cydinAt 


TM.cydin 


ESTs 


TM.FAD_bfeldiftfl_5 


ESTs 


TM f ABQjnembran8,p450 



Hs.70725 
Hs.44532 

Hs.143511 

H5.228780 

Ha.122579 

Hs.152617 

Hs.222695 

Hs.130865 

Ha.226376 

HSJ31152 

H&.114309 

Hs.14653 

Hs.190Qfl9 

Hs.153595 

Hs.120451 

Hs213659 

Hs.65370 

HS.59B92 

H3.1529B2 

&.159642 

Hs.192715 

HsJ20B3O 

Hs.l8B023 

Hs.179312 

Ks.6724 

Hs.75470 

Hs.197955 

Hs.249171 

Hs.247095 

Hs33974 

Hs.121483 

Hs.147471 

Hb.29279 

Hs.179240 

Hs.170675 

Hs-50334 

Hs,224623 

Hs/12D9ffi 

Hs.153748 

K*220697 

Hs.14041 

Hs.72290 

Hs.195648 

Hs.191436 



ESTs 
ESTs 

guanytate binding prolan 1 t fnierf 
E5TS 

UroplaWnlB 

nasopharyngeal epithelium specific 
hypothetical protein RJ2051 0 
synlarin 16 
ESTs 

membrane-spanning 4-tkxnains. subfem 

oerutoplasmln {ferroxtae) 

■Human GABA-A recover pi subunh* m 

dtubiquffin 

predicted exon 

ESTs 

ESTs, Highly simitar to AF199597 1 

ESTs 

ESTs 

Homo sapiens cONA: FU20986 fe. d 

ESTs 

ESTs 

exostoses {rnuttipieHke 2 
apolpoprotein L 
ESTs 
ESTs 

predicted exon 
predicted exon 

ESTs, Weakly similar (o unnamed pro 
ESTs, Weekly similar to KIAA1357 pr 



AW337214 Hs.168973 



ESTs 

EST duster {nolle UniGene) 
glucosamine {N-acetyl} t 
ESTs 

synapse Ras GTPese activating pre* 
ESTs 

small nuclear RNA adhrafing corn pie 
ESTs 

hypothetical protein, expressed in 
KJAAD7U4 protein 
gb:Homo sapfens ful length Insert 
homeo box Alt 

ESTs, Moderately amiter to ALU7_HU 
ftrrkhoad boxJ1 

chlcrkte channel 1 , ekeletat muscl 
ESTs 

eyes absent (Drosophiia) hornofag 2 
ESTs 

ESTs, Weakly sffllar to TM&LHUMAN 

ESTs 

ESTs 

ESTs 

Homo sapiens cDNA: FU22490 lis, cl 

ESTs 

ESTs 

Wingtes3-typa MMTV Integration site 

ESTs 

ESTs 

predicted exon 
ESTs 



TM 
TM 
TM.GBP 
TM 

Tf4 t transmembrane4 

TM 

TM 

TM 

TM,pWnase 
S5.TM. 

SS t TM t Cii-oxktase 

TMjwuL^ian 

TM 1 7trn_3ANF_receptor 

TW 

TM,mn 

THefhand 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM.Ocdudin 

TM.MMIU4SR1 

SS.TW.EGF.WLrecepLa 

TMjonJrans 

TM 

TM 

SS 1 TM,Wbo30maLL22^pasa 

TM 

TM 

SSJM.BrancH 

TM,Ets,SAM_PMT 

TMpklnesin rebhydroIaseJZ 

TM.homeofaox 

TM 

TM 

TM 

TM 

TM 

TKhoroeobox 
TM 

TMBirKJiead 

SS 

TM 

TM,HydroJase 
TM 

TM.tjypsta 
TM 

TM,pXfnsse 

SSJM.Eprrin 

TM 

TM,WHEP»TRS 

IM.Mramp 

TM.wnt 

TM.PAC 

TWtSQS_PSY 

TM 

TM 



Z4 
24 
2A 
Z4 
1A 
Z4 
7A 
2A 
2.4 
2.3 
23 
23 
23 
2.3 
23 
2.3 
23 
23 
23 
23 
2.3 
2.3 
23 
23 
23 
23 
2.3 
2.3 
23 
23 
23 
23 
2.3 
2.2 
22 
22 
22 
22 
22 
22 
22 
22 
22 
22 
2.2 
22 
22 
22 

2.1 
21 
21 
21 
21 
2.1 
21 
21 
21 
21 
21 
21 
21 
21 
21 
21 
21 
21 
21 
21 
21 
2.1 
21 
20 
20 
20 
2.0 
20 
20 
20 
20 
20 
20 
20 
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442255 AI701857 Hs.202388 ESTs 

410292 AA843D87 Hs.124194 ESTs 

442748 A1016713 HS.13S787 ESTs 

458760 AI498631 Rs.111334 ferrtun, Sght polypeptide 

409799 D11928 Hs.76B45 ptiosphoserfria pnosptialase-llte 

401324 predicted axon 

432140 AKOOQ404 Hs.272688 rrypotrieflcalprotehFU20397 

447541 AKO0O2B8 Hs. 18800 hypolhefical protein FU20281 

421379 Y15221 Hs.1039B2 small inducible cytokine sufcfamly 



TM 
TM 
TM 

TM,KC03LPotransp 
TM.Hydrofese 
TM.myosmJiead 
SS 

TM,*CCHC 
SS.TMX& 



20 
ZD 
2.0 
2.0 
ZD 
2.0 

2.0 
2.0 

2.0 



TABLE 19B 



Pkey: Unique Eos probesetiderrllfieriujrnber 
CAT number: Gens duster number 

Accession: Genbank accession numbers 

Pkey CAT number AccessLan 

409457 1132521J AW818081 AW3S2887AW514700AW392881 

410008 116812.1 AA079552BE142525BE142527 

422089 219898 1 AWS56665 AA315QC6 AW954733 

428679 294049_1 AA431765 AA432015 

438993 467651.1 AAS28995 AA334879 A1926361 

439031 4679&J AF075079 H48G01 H46795 

448221 75534.-1 BE622615 

454392 115883.1 BE260B93 AAO78319R8S057AWBO3024 H85B11 AAQ78293 

454692 1229118J AW813350AW6160a2AW8t3476AWB13383 

458154 491768 J AW816379 AA888282 AAB79046 AA879195 

458861 798085.1 AI63D223 A1B30470 

459287 977129.1 AL079369 081804 

TABLE 19C 

Pkey: Unique rmmber corresponding to an Eos probeset 

Ref: Sequence seizes. The 7 digit numbers in this column are Genbank Identifier (GIJ numbers. "Dunham I. et ai/ refers to the pubJcefion entitled The DNA sequence of 

human chromosome 22." Dunham I. et a)., Nature (1999) 402:489-495. 

Strand: Indicates DNA strand from wfilch exons were predcfed. 

KLposHbn: Indicates nucleotide posfOons cf pceoTcted axons. 



Pkey 


Ref 


Strand 


NLposHkm 


401324 


9863791 


Plus 


234057^34174 


401517 


7677912 


Plus 


29278-29770 


401933 


3B10B68 


Minus 


48725^9057.51864-51955,5242^52589 


402298 


6598924 


Phis 


36758^7953 


402606 


9909429 


Minus 


81747^2094 


403721 


7528046 


Minus 


156647-157368 


403776 


7770611 


Mnus 


1414-1513.1624-1756 


4047S7 


7882827 


Wnus 


23244-23759 


405032 


7107731 


Mkius 


131945-132224 


405174 


7108030 


Minus 


102814-103063 


405454 


7696575 


Plus 


133807434053 


405609 


57575S3 


Minus 


42814^10^3583-4378^44663^5033.46429^54^ 








51727,51823-51959^702^18^9^5601,57111-57307.58169-58296^0215- 








60332,61462-61727 


405636 


51239S0 


Bus 


5838436587 


405400 


9258296 


PklB 


155^1712,1878.214042624385.5922-6077 


406411 


9256407 


Plus 


7400-7527 



Table 20A: 56 Up-Regulatsd Genes Encoding Extract ular/Cell Surface Proteins, Uterine Cancer Versus Norm et Adult Tissues 

Table 20A Ibis about 56 genes up-regulated si uterine cancer compered to normal adult Issues that are ftcsfy to encode either enemas or proteins amenable to mwMeBnn by sroatl 
molecutes, Tnese were selected as far Table 18 A, except that the ratio was greater titan or equal to 2.0, and the predicted protein contained a structural domain (hat is Indicative of 
enzymitic function or of being modulated by small molecules {e.g. pMnase, peptidase, feome rase , transporters). The predicted protein domains are noted. 

Pkey: UraquB Eos probeset Identifier nurubor 

ExAccn: Exemplar Accession number, Genbank accession number 

UmgenelD: Unlgene number 

Lmlgene TftteUmgene gene title 

PSDomaln: Protein Structural Domain 

Rl: Ratio of tumor vs. normal tissue 



Pkey ExAccn UnigenelO UnlgeneTTOe PS Domain R1 

428187 AI687303 Ks.285529 G protein-coupled receptor 48 (GPR49) 71nU 24.2 

400289 X07820 Hs.2258 Matrix Matt lop rqteinase 10 (Stromoly nemopexln 113 

447350 AI375572 Hs.172634 HER4 (c-erb-B4) tfnase aB 

420610 A16B3183 Hs.9934B distaUess hcmeo box 5 homeobox 6.2 

405689 predicted exon Myosmja^myosinJieBd 5.0 

458861 NNUXJ7358 Hs.31016 PHD finger DNA binding protein PHD 4.4 

410153 BE311926 Hs. 15830 Homo sapiens cDNA FU12KJ1 fis, clone NA 4.3 
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436211 


AKC01581 


Hs.80961 


polymerase (DNA directed), gamma 


NA 


4.1 


444783 


AKD0146B 


Hs.62180 


ESTs 


PK 


4.0 


41 8577 


S83308 


Hs.B7224 


SHY {sex determining region Y)-box 5 


HMGJ»x 


3.8 


413472 


BE242870 


Hs.75379 


solute carrier family 1 


SDF 


3.7 


443613 


AI079356 


Hs^1807 


gb:oz39bQ9.s1 Soares_NhHftE\uS1 Homos 


zf-C2H2 


3.6 


428330 


L22524 




matrix metafloprotetaase 7 (matrflysm) 


Peplidasa_MlO 


3.6 


443695 


AW204O99 


Hs.1 12759 


ESTs, Weakly similar to AF125780 1 re 


NA 


3.6 


435031 


AI632091 


Hs.1 16877 


ESTs 


RhoGEF,PH 


3.3 


417411 


AW5M008 


Hs,6S66 


Human DMA sequence from clone RPM B7 


MA 


3.3 


435165 


AAS69430 


Hs-289t09 


dlinethylargtolne almemylamfoohydrgla 


NA 


3.1 


416530 


U62B01 


Hg.79361 


SwJSkretn 6 (neurosin, iyme) 


trypsln,projBomerase 


3.1 


406400 


AA343829 


Hs.104570 


K^nkrein 6 (neurapsfrlfovesin) 


trypsin 


3.0 


418478 


U38945 


Rs.1174 


cycfn-dependenl kinase Inhibitor 2A 


ank 


3.0 


441794 


AW1 97794 


Rs 253338 


ESTs 


ank 


29 


402373 


AL135225 


Hs.301865 


dopachroms tHutomerase (dopachrome de 


TEA 


29 


423513 


AFO3590O 


Hs.128719 


Iraraglutaminase 5 


TrarvscJutamlnJ't 


28 


448141 


AJ471598 


Ha.197531 


ESTs 


bap 


2.8 


419076 


NMJ3DQ857 


Hs.77890 


gusnylffta cyclase 1, soluble, beta 3 


guanylatajjyc 


2.7 


418682 


NfiUX)4996 


H&89433 


ATP-tmdlng cassette, sub-femHy C 


ABCjnembrane,A8C_ban 


27 


448435 


BE 293439 


Hs.1 82278 


calmodulin 2 


na 


28 


417351 


T90278 


Hs.15049 


ESTs 


CH 


2.5 


430372 


A1206173 


Hs.21 1375 


ESTs 


SH3 1 e{nand,C2,PH 


25 


431974 


AW9726B9 


Hs.200934 


ESTs 


bap 


Z5 


428046 


AW812795 


Ks. 155381 


ESTs. Moderately similar to 138022 hy 


ank 


24 


421515 


Y11339 


Hs.105352 


GalNAc alpha-2, 6-s!aryttransfefase E 


GtycoJransL29 


2.4 


403095 






predicted exon 


horneobox,PAX 


24 


406815 


AAB33938 


Hs.28803G 


1RNA teopecrtenylpyrophosphate transfe 
potassium voltagegated channel 
predicted exon 


IPPT 


24 


435615 


Y15085 


Hs.4975 


lonjchannel 


23 


402 29 B 






zf-C2H2,KRA9 


23 


418203 


X54942 


Hs.83758 


COC28 proteta kinase 2 


CKS 


2,3 


430563 


AA481269 


Hs,17B3B1 


ESTs 


ABC_m b mbrane,p450 


2.3 


447570 


AI868315 


Hs.996B9 


ESTs 


PHD 


23 


439018 


AW300887 


Hs.26638 


membrane-spanning 4-domalns, subfaml 


NA 


23 


415539 


AI733881 


Hs.72472 


BMPR-lb; 


bone morphoflenefo protein NA 


22 


422095 


A186B872 


H&2BBS66 


oemtoplasmh tfefrorfdase) 


Cu-ooddass 


22 


4033 BO 


AF123050 


Hs.44532 


dUblqinUn 


ANFjeceptor,siisM t 7trn_1 


22 


457285 


AK3885B 


Lie -M^GI! 

116.14301 1 
H5.228780 


ESTs 

ESTs, Highly similar to AF199597 1 A- 


rrm 
efhand 


2.2 
22 


418506 


AA0B4248 


Hs.85339 


G protein-coupled receptor 39 


NA 


22 


410664 


HNL006033 


H&65370 


lipase, endulhela! 


RfcosoraaLL22,BpasQ,PLAT 


2.1 


425851 


NNL001490 


Hs.159542 


uosarrinyl {r^acetyl) transferase 1 


Branch 


21 


448275 


BE514434 


Hs-20830 


synaptic Ras GTPase acBvaihig protein 


^Bsn,PHD,abhydnalase_2 


2.1 


429782 


NM.005754 


HS.22C8B9 


Ras-GTPase-adivat'rig proteki SH3-dom 


rrm,NTF2 


2.1 


404535 


225884 


Hs.121483 


chlorine channel 1 , skeletal muscle 


NA 


Z1 


448105 


AW591433 


Ks.170675 


ESTs, WeaWy slmlar to TMS2 


trypsin 


21 


446342 


BE29SGG5 


Hs.14646 


Canonic amino acid transporter (ecto 


NA 


ZO 


458760 


AI498631 


Hs.111334 


terrtlKIghtpotypeptidQ 


HG03jxrtraisp,zK3H(>4 


2.0 


409799 


D11928 


Hs.76845 


phasphoseriae phosphatase-IkB 


Hydrolase 


2.0 


401324 






predicted exon 


myosrn_head 


2.8 



TABLE 209 



Pfcey: Unique Eos ppobesel Identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 

Pfay CAT number Accession 

443813 575391 J A1079356W232B7 
458861 798085J AB30223A1630470 

TABLE 20C 

Pkey: Unique number corresponding to an Eos probaset 

Ret Sequence source. The 7 digit numbers In tills column are GenbanR Identifier (GQ numbers. "Dunham I. el ai" refers to the publication entitled "The DNA sequence of 

human chromosome 22." Dunham I. etaL, Nature <1999J 402:489-435. 
Strand: Indicates DNA strand from which exerts were predated, 



NLposfflom 


Indicates ni 




i positions of predicted exons. 


Pkey 


Ref 


Strand NLposifion 


401324 


9863791 


Plus 


234057-234174 


402298 


6596824 


Plus 


36758-37953 


403095 


8954339 


Plus 


150025-150240.151564-151690 



405609 5757553 Minus 42814-430^435934376^4486^45033,464294^ 

51727,51823^1959,527^^2918,55489^5601^11-57307.5816958296.60215- 
80332,61482-61727 

406400 9256298 Plus t55^1712,187&2l4O l 4252^385,592M077 
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Table 21 A: 270 Up-Regulated Genes, Uterine Cancer Versus Norma! Uterus 

TaWe 21 A fasts about 270 genes up-regulated in uterine cancer compared to norma? uterus. Those were selected as for Table ISA excerxl thai tha ratio w« nmninr than r> r 

5.0, and the denominator was the median value for six norHnaifenanluterine specimens. maIUieratowas 9**ter than or equal to 

Pkey: Unique Eos probeus! Identifier number 

ExAccm Exemplar Accession number. Genhank accession number 

UnloenelD: Urtgene number 

Untgene TrttecUnlflene gene titto 

R1: RaSoofturnorvs.nomiatfcSDB 



Pfcey ExAccn 



UnigeneJD LWgena litre 



449034 
439094 
43B461 
434779 
441633 
429183 
436775 
441031 
446921 
413753 
421515 
414646 



4251S6 
444863 
449795 
446838 
449801 
411773 
414812 
410361 
423645 
442438 
415786 
458017 



AJ824049 

AI5B0129 

AW075486 

AF153615 

AW95B544 

AB014604 

AA731111 

AI110684 

ABD12113 

U17760 

Y11339 

AA353776 

AB037761 

AL037915 

AW3B40B2 

AJ225235 

BE091926 

AA477355 

NM_005799 

X72755 

BE3Q1604 

AI215632 



413335 
420297 
452799 
434311 
408243 
430713 
452092 
444342 
443830 
442547 
421833 
403381 
426635 
440500 
436291 
431668 
439016 
4249BB 



AW419196 

AAB13426 

A1831297 

AI613318 

AI628272 

A1948829 



Y00787 
AA351647 



NMJD1439B 
At142095 



AFI21860 



AA972165 



4389B5 
422731 
4410B1 
415992 
431211 



AW969610 

AW3G0887 

AU077312 

AA35B454 

NNLO00346 

AF085883 

AL138411 

AI564019 



448159 
401519 
441730 
432441 
448275 
438424 
447342 



423081 
414484 
420931 
459142 
411094 
436679 
452607 
443171 
459001 
431195 
444459 



M&6849 

AW502208 

AK27292 

AI243276 

AW29242S 

BE514434 

AI912499 

AI199268 

R3B436 

AF2S2992 

BE3143B5 

AF044197 



BE066142 

AT127483 

AI160029 

BE2B112B 

WQ7808 

AA5O30B3 

AJ680624 



Hb^77523 

H;l286049 

Hs.50151 

Hs,112242 

Hs.197955 

Hsl291891 

Hs.7645 

Hs.16530 

H&301103 

Hs.105352 

Hs£01 

Hs.36353 

Hb.155097 

HsJ01323 

Hs.288300 

Hs.16244 

Hs,288300 

Hs.72026 

Hs.77387 

Hs.62661 

Hs.147487 

Hs.257924 

Ha.192034 

Hs.123310 

Hs. 48442 

Hs.88323 

Hfl.213766 

Ks. 266263 

Hs.624 

Hs.2642 

Hs.27842 

Hs.10887 

Hs.143273 

Hs.268352 

Hs.106260 

Hs.129327 
HS.15030B 
Hs.6101 
Hs.151179 



Hs.153985 
Hs.78026 
Ks.2316 
rfe.269307 

Hs.169005 
Hs.145807 
Hs.5506 

Hs.190677 

Hs.149017 

Hs.163464 

Hs^0B30 

Hs.25895 

Hs-19322 

Hs.182575 

Ks.123159 

Hs.100431 



Hs.120451 
Hs.61436 
Hs.9030 

Hs.79742 
Hs,148676 



gfcts41a09jc1 NCLCGAP_W1 htomo sapiens 
EST 

phosphos Brine aminotransferase 
potassium mwanHy-rectHylng channel 
ESTb 

KIAA07O4 protetn 
ESTs 

fibrinogen, B beta polypeptide 
CCchemokina SCYA18 <M)P-4) (PARC) 
Lamlnin, beta 3 (niceto (125kDK kslhin 
GalNAc alpha-2, 6-9 ialyt transferase I, I 
CD4B antigen (B^ell membrane protein} 
Homo sapiens mRNA full length insertcDN 
carbonic anhydrase II 
ESTs 

Homosapiens cDNA: RJ23231 6a, clone C 
mitotic spindle coBed-coil related prot 
Homo sapiens cDNA: FU23231 fls, clone C 
.protease, serine, 21(tesBsln) 
monok^e Induced by gamma Interferon 
guanyl&le birring protein 1, mierferon- 
ESTs 

gb»s26b03.s1 NO_C6AP_Kld5 Homo sapiens 
ESTs 

ESTs, Weakly similar to KJAA07O6 protein 

ESTs 

ESTs 

ESTs 

ESTs 

Homo sapiens cDNA FU141 1 5 fls, clone MA 
interleuWn 8 

eukaryobc translation elongation factor 

hypothetical protein FUt 1210 

similar to lysosome-asaoclated membrane 



ESTs, V^%simllajtohypo1heticatpro 

sorting nexto 10 

0 

ESTs 
ESTs 

ESTs; rtghly skrrBar to protein regulaU 
ESTs 

mertibrane-spa nnlng 4-domatos, subfamily A 
solute canier famly 7 (cattonte amino 
ESTs, WeaMy smiar to similar to arftyr 
SRY (sexKfetermlnJng mglon YVbox 9 
ESTs 

gfcDKFZp434A1229j1 434 [synonym: htes3) 
ESTs, Moderately slmlar to plakophfSn 
Homo sapiens cDNA RJ13593 fls, clone PL 
Homo sapiens conn w*i 26 (GJBg mRNA, co 
gbAJt-HF^ROp^u^09-0-Ul,r1 NlrLMGC 5 
ESTs 
0 

ESTs 
EST 

synaptic Ras GTPase acflvaUng protein 1 
ESTs, WeaMy slmlar to P W fdn&sa FrU 
ESTs; WeaMy sfmflar to !!U ALU 8UBFAMI 
solute carrier fanfly 15 (hWpeptWe tra 
sperm associated anfgen 4 
gb:601154649F1 NIHJ*GCL19 Homo sapiens c 
small inducible- cytokine B subfam3/ (Of 
gb:RC-BT029-120l99.219 1 BTQ29 Homo sapi 
gb:CM4-B70320-22H5WM7-g10 BT032O Homo 
ESTs, WsaHy sfrrilar to unnamed protein 
ESTs 
TONDU 

gb2b03a12.r1 SoaresJstalJiinaJr*HL19W 

ESTs 

ESTs 
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R1 

55.7 

45.2 

19.5 

15.6 

15.2 

14.6 

14.3 

14.0 

13.0 

12.9 

122 

1Z0 

117 

11w4 

11-3 

11.1 

10.9 

10.3 

10.3 

10.2 

10.1 

10.1 

10.0 

10,0 

10.0 

9£ 

9.7 

9.6 
9.4 
93 
9.3 
9.2 
9.2 
9-1 
9.0 
9.0 
8.9 
8.8 
8.7 
17 
8.7 
8.7 
8.6 
8.6 
8.5 
8.4 
BA 
8.3 
12 
8.2 
8.0 
8.0 
7.9 
7.9 
7.8 
7.B 
7^ 
7.7 
7.7 
7.6 
7.6 
7.6 
7.5 
7.5 
7^ 
7^ 
7.4 
7A 
7.4 
7.4 
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422765 
414916 
429334 
44B865 
409219 
400491 
403485 



10 

15 
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445873 
400995 
406086 
403376 
428227 



AW409701 

A1219207 

D63078 

R35027 

AA393383 

H25630 

AW1 83350 
AA250970 



U 87058 



431S42 
429732 
427494 
429272 
427258 
449303 
400104 
416402 
404767 



NM.005764 

U20158 

AJ628365 

W25140 

AM00091 

AW589B23 



439750 
403127 
418203 



421712 
456903 
414564 
457942 
410442 
424590 
445537 
429597 
413472 
410664 
428575 
400400 
426317 
441460 
412570 
424349 
448581 



456032 
404727 
422810 
440044 
41649a 
426600 
422170 
449611 



407910 
457887 
431765 
420844 
443494 
456844 



413982 
458091 
402104 
428771 
435313 
441666 
416111 
427308 
423089 
416655 
417075 
449409 
400855 
454692 
414869 
439662 
445181 
437129 
44012B 
443715 



M29540 

AL359053 

A1904493 

X54942 

AA364923 

AK000140 

D49441 

M164803 

AWS05665 

X73424 

AB020639 

AJ245B71 

NMJKJ3816 

BE242870 

NM.006O33 

M19684 

AA312350 

AI962476 

AA033517 

AF141289 

AL1097fi1 

A1635931 

AW957446 

AA317400 

AW665167 

U33832 

NM.003378 

AI791949 

AI970394 

AW502761 

AT0B1687 

AA850274 

AIZ4O007 

AF124249 

BE463721 

T99719 

AI264155 

N74925 



AF1502flfi 

ABQ2B992 

AI78940O 

AM 88346 

AA093B13 

D26067 

W15613 

AW968813 

U6559Q 

AI650935 

AWB13350 

AA157291 

H97552 

AW338972 

ALQ49327 

AA962523 

AI5B3187 



Hs.1 578 bacuta/araJ IAP repeat-confaJnlng 5 (sur 
He.72222 Hypothetical prolan RJ13459 
Hs.186180 Homo sapiens cOMA: FU2303B fis, ctone L 

gb:yg6Cg02.r1 Soaresitfentbratn 1NIBH 
Hs.133331 ESTs 

Hs-50668 solute carrier family 22 (organic cation 
0 

Hs.250127 ESTs 

Rs.251946 Homosapians cONA: FU23107 fis. ctone L 
0 
0 
0 

rfc.1 661 02 Human proteinase activated receptor-2 mR 
Hs.192028 ESTs 

Hs371473 epithelial protein up-regulated m card 
rte.2488 lymphocyte cytosofoj protein 2 (SH2 doma 
Ra.130412 ESTa,VWea% slmflartosr&-2 [Categans 
Hs.1 10667 ESTs 
Hs -39421 ESTs 
Hs.224189 ESTs 



NM.O0O715 Hs.1012 complement component 4-hkidhg protein, 



Hs^20529 CEA (caichoembryonfc anHgen-related ce 
Ms.57664 ESTs 

rfc.99890 polymerase (DNA direcled), delta 1, cata 
Hs.fi375a COC23 protein fosse 2 

gb:EST75602 Piieal gland )! Homo sapiens 
Hs.107139 hypothetical protein 
Hs.t559ai mesoMn 
Hs.71994 ESTs 
Ha.153034 ESTs 

Hs.63788 praplonyl Coenzyme A carboxylase, bete p 

Hs.151017 Bstogen- rotated receptor ganma 

He.12644 EGMlewtomata; miiCple 6 

Ha.2442 a (Sslntegnn and melalloprotefnase doma 

Hs.75379 solute carrier famlV 1 {glial high affi 

Hs.65370 lipase, endothelial 

Hs.184923 serine (or cysteine) proteinase infiibTfo 

kaHlfaeln 8 (neorap^i/ovasln) 
Hs.169294 transcrfptton factor 7 (T-cdl specific 
Hs.226804 ESTs, Moderately similar to ALUCLHUMAN I 
Hs.74047 eteclion-frensMlavoprotetn, beta poJ 
Hs. 145550 solute carrier family 7 {caiJonfc amino 
Hs.21754 Homo sapiens mRNAfull length insert cDN 
Hs.147613 ESTs 
Hs.301711 ESTs 

0 

gkESTl 9374 Recall Homo sapiens cDNA 
Hs.269563 EST 

Hs.79351 polsssium channel, subfamily member 1 

Hs.17101 4 VGF nerve growth factor inducible 

Hs.112432 an S-Mulerlan hormone 

Hg.197075 ESTs 

Hs.30909 WAAD430 gar* product 

Ks.170225 hymopofetin 

H&41296 OnonecSn leucine itch transmembrane p 
Hs.148B12 ESTs 

Hs^68541 novel SK^contaning protein 1 
H&97101 Putafiw G proteln-coupted receptor GPCR 
HsJ2704O4 Homo sapiens cDNA; RJ22389 fis. clone H 
Hs.152961 COP-dJacylglycejol synthase (phosphatkia 
H&357B1 Homo sapiens cDNA: FU2l564fe,cloiia C 
HsJZ79193 ESTs 

gb!AF160286 Human rriRNA from cd34+ stem c 

0 

HM93143 KIAA10B9 protein 
Hs.189729 ESTs 
H&301776 ESTs 

Hs.79018 cnromafln assembly factor l.subimlt A ( 
Ke.174905 KIAAQ033 protein 
Hs.161 3 adBoosJr>e A2a receptor 
Ks.79428 BCl2/adenovinjs E1B 19k£Wnteractmg pro 
Hs.01134 Jnteiteukm 1 receptor antagonist 
Hs.301694 ESTs 
0 

tfi:MR3-ST01 92-10010&424fl07 ST01 92 Homo 
tfe.72163 ESTs 
t&269060 ESTs 
KGJ47471 ESTs 

tfEHomo sapiens mRNA; cDNA DKFZp564E016 
Hs.189144 ESTs, WeaJdy similar to NPT2_HUMAN RENAL 
Hs,9700 cycfnEI 
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422355 
405291 
432113 
441236 
424418 
453028 
407157 
443462 
454392 
456311 
446501 
433921 
409615 
459360 



AW403724 
AA935065 



BE503432 

AB006532 

T97307 

AIG64S90 

BE28D893 

AA225632 

AI302616 

AA618174 

AW4448B1 



428187 
412140 
41065B 
426465 
443695 
437372 
405392 
437100 
449795 
409361 
428987 
404220 
420973 
430491 
442549 
409867 
451110 
416216 
411897 
456161 
406536 
432540 
446315 
443270 
451035 
406685 
464500 
402430 
446704 
435282 
426062 
415451 
450002 
409613 



A1687303 

AA219691 

AW105235 

A1758948 

AW204099 

AA323S68 

AI761073 
AA004321 
MM 005982 
NMJXW751 

AA743415 

AU09791 

A1751601 

AW502161 

A1955040 

AAB62240 

AW8750G6 

BE264645 

AJ821517 

NhL016293 

NMJM4272 

AU07678S 

M18728 

AW809762 

AI337228 

AA677428 

N57014 

H1941S 

AJ628729 

AW444616 



434609 



418327 
400379 
436076 
432119 
417175 
445774 
455604 
411426 
445262 
412517 
434766 
454417 



R76593 

NM-016929 

U70370 

NMJH8432 

AI193277 



414995 
428071 
412323 
434263 
447795 
401723 
406270 
452194 
415757 
430051 
435615 
459563 
449009 
424001 
409479 
437852 



447397 



R4455A 

A1254165 

BE011163 

BE141714 

AW205650 

BS271584 

AA827650 

AI244459 

AW979197 

C1820Q 

AF212848 

AW937143 

AW235341 

AI425049 



AS694413 

AA830354 

AA464611 

Y15065 

AI907673 

BE044755 

W67BS3 

BE163800 

BE001836 

H64345 

BE247676 



Hs.140 


Immunoglobulin heavy constant gamma 3 


5.9 




0 


5,9 


Hs.1 52365 


ESTs 


59 


Hs.130432 


ESTs 


5.9 


Hs^6170 


HSKM-B protein 


5.9 


H3J1442 


FtecQ proieti>Gkfi4 


5.8 


Hs.199087 


EST 


5.8 


Hs.171176 


ESTs 


5.8 




gbc6011SQ677Fl NlHJlGC_19 Homo sapiens c 


5.8 


Hs.190016 


ESTs 


5.8 


Hs.150819 


ESTs 


5-B 



gb:nq1 4f0t .s1 NC3jCQAP_Thy1 Homo a apiajis 5.8 

gb:UI-H-BI3#:^04-0-ll[a1 NCLCGAP_Su 5.8 

gb:601277913F1 NIH_MGC^20 Homo salens c 5.8 

0 5.8 

Hs.285529 G protein-coupled receptor 49 {GPR49) 5.8 

Hs. 73625 RAB6 hteradfng, kinesIivSkfi (rsbkJnes 5.7 

Hs.192035 ESTs R7 

gb:ty16fi)7jrt NC|_CGAP_Ut3 Hdmo sapiens 5.7 

Hs.112769 ESTs, WeaWysWlar to AF1 2678 Q 1 re tin 5.7 
Hs2B3631 riypottiefcal protein DKFZp547G163 . 5.7 

0 6.7 

Hs.14535 Homo sapiens cDMA: RJ22314 fis, clone H 5.7 

Hs.194397 ESTs 5.7 

Hs.5441 6 sine oculte bomeobcx {Drosophila) homoto 5.7 

Hfe. 594710 glwxBarnJriyl{N-a^1)lrariafefase3 5.7 

0 5.6 

HS291368 ESTs S.G 

HsJ41559 Homo sapiens mRNAfull length Insert cDN 5.6 

Hs.8375 TNF reoeptor-asBodated factor 4 56 

flb:UWRaR0p-sjr-ih12-0-Ul.r1 N)H_MGC_5 5.6 

R&301S84 ESTs 5.6 

Hs^S3099 AF15q14 protein 5.6 

gb^RC6-FT0001-t801or>O21-F04PTMO1 Homo 6.6 

H8562093 Homo sapiens cDMA: FLJ21916 lis, clone H 5.6 

6 6\6 

Ks/105866 ESTs 5.6 

Hs.14770 bridging integrator 2 5.6 

H&S192 Homer, neuronal ■nrnediafe early gene, 1B 5.6 

H&430 plastin 1 (1 Jsoform) 5.6 

gbc Human nonspecific crossreacttig an tig 5.5 

Hs.222056 Homo sapiens cDMA FU1 1 572 fc, clone HE 5.5 

0 5£ 

hfe.197083 ESTs 5£ 

Hs.189731 ESTs 5,5 

Hs44013 ESTs 5.5 

Hs26B720 ESTs, Moderately simitar to AUJIJtlJMANA 5.5 

Hs.191450 ESTs, WeaMy slmEarto type If membrane 5.5 

Hs.1 71537 Homo sapteia eDNA: FU21596 fc, done C 5V5 

rte.127826 RaJGEWite protein 3, mouse homoiog SJ5 

gb:yI60c1tr1 Scares placarrta Mb2HP Homo 5.5 

rk28302l chfarfcfc Intracellular channel 5 5.5 

Hs841 36 paired-Oka homarf amain tranacrf pfcn fa 5.4 

Hs.283076 Homo sapiens ovarian cancer related prot 5.4 

H8.120954 ESTs 5,4 

gb:yd03h04j1 Soareslrifent brain 1WB H 5.4 

Hs.94002 ESTs 5.4 

Hs.145504 ESTs SA 

gb:PM3-BN0218-10050(W»3<l09 BN0213 Homo SA 

gb:QVO4fTO101-0fi109^K32-c04 HT01Q1 Homo 5.4 

Hs.253503 ESTs 5.4 

gbtfOI 141065F1 r«H-M<3QJ9 Homo sapiens cD 5.4 

Hs.259307 ESTs 5.3 

Hs.1 10826 trinucleotide repeat containing 9 5.3 

Ksl232073 ESTs 5.3 
go:C18200 Human placenta cDMA {TFujwa^a 53 
Hs.1 82339 transcription factor ESE-3B 5.3 

gbJ»W1-DT004l-281299^01.fl)1 DT0041 Homo 5.3 

HS.5B715 mouse thiamin pyrophosphatase homoiog 5.3 
Hs.119629 ESTa, Moderately «Mar to AUUt_HUMAN A E.3 
0 5.3 
D 6\3 
H6.298262 ESTs. WeaMy similar to dJBBJE.1 [H.sapi 5.3 
H8.187B10 ESTs 5.3 
Hs.52515 trajvsxiudn{betaHfca2 5.2 
Hs.4975 potassium vcJtage-$ated channel, KQT-Ilk 5.2 
gb:IL-BT1 52-080399-004 BT152 Homo sapfen 5.2 
Hs.224812 ESTs 5l2 
Hs.1 37478 KIAA1051 protein 5J2 
Hb.136912 ESTs 5^ 
Hs.256897 ESTs. Weakly similar to d J3650Ji1 (H^a 5.2 
Hs.1B3931 ESTs 6.2 
Hs.18442 Er1 enzyma 5.2 
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449133 
410145 
45B164 
410153 
439509 



430664 
411231 
412194 
425188 
417173 
433279 
454112 
423261 
434084 
44611S 
416719 
421462 
424517 
403383 
430632 
43607O 



444929 
453922 
439031 
414539 
425349 
449986 
418717 
438769 
441659 
446469 



AW445022 

AW592655 

AI20W66 

BE31192G 

AF086332 

BE552132 

AW959B34 

AWa 33501 

AWS00282 

AK002052 

U61397 

AW971745 

NM_CD08B5 

Z43509 

AJ061640 

A1733075 

H7973t 

AF016495 

AI539443 

A1073913 

AK0OQD73 

A1B15443 

AI665841 

AF05330S 

AF075079 

BE379046 

AA42S234 

AW8B4502 

AI334430 

AAS30GB4 

AW1 94364 

BE094845 



Hs.1969B5 

Hs.192081 
Hg,15830 
HS.5B314 
Hs.118442 



Hs.115412 
Hs.1S5D71 
H5.81424 

Ks.301806 

Hs.192788 
HS.2926B2 

^a.104624 
Hs.137447 

H3.100BB6 

Hs.283404 
Ks.161354 
Hs.36708 



HS.79B86 

Hs.86984 
Hs.163426 
Hs.128022 
Hs.15113 



Homo safaris cDMA: FU21 135 lis, dons C S2 

gb;ht45f12jx1 Soares_NFL_T_GBC_S1 Homo s 5l2 

ESTs 5.2 

Homo sapiens cON A FU12G91 fc, clone NT 5.1 

ESTs 5.1 

cydin C 5.1 

pjb£ST38191 2 MAGE iBsequsnces, MAGK Homo 5.1 

gbttV4-TTGQD8-09119&-025«09 TT0008 Homo 5.1 

Homo sapiens cDMA FU13881 fc> ctoneTH 5.1 

hypclhBtical protefo FU1 1 190 5.1 

uHquiMce 1 (sentrin) 5,1 

gb:EST3S3B34 MAGE resequences, MAGL Homo 5.1 

ESTs 5.1 

gbcHSC1EA03l normalized Infant braki cDN 5.1 

hypothetical proton PRO1905 6.1 

ESTs, Weakly similar to S69913 hypettens 5.1 

gb;ye(Hf1Zr1 Soarea fetal Ivor spleen 5. 1 

aquaporin 9 5.1 

Homo sapiens cDMA FU12169 fis, done MA 5.1 

0 5.1 

ESTs, Weakly similar to secreted cement 5.1 

gbrHomo sapiens cDMA FU20D66 ns, clone 5.0 

orgente canon transporter 5.0 

ESTs 6lO 

budding uninhibited by bBnzinudazoies 1 5.0 

gD:Homo sapiens full length Insert cDNA 5.0 

gb^0l236646F1 NIHJflGO.44 Homo sapiens c 5.0 

rfcose Diphosphate iEorcrartssa A (ribose 5 5.0 

db;PM4-SN00l£-1 20400-004*12 SNQ016 Homo &0 

ESTs 5.0 

ESTs 5.0 

EST^WeaklysMlartoFIGt MOUSEF1G-1 5.0 

homogentkate 1,2-dtoxygenaw 5.0 



TABLE 21 B 



Pkey. Unique Eos probesel identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Ptoy 

409815 
409665 
409867 
410148 
411094 
411231 
411426 
411897 



CAT number Accession 



1143425J 
1156518L1 
115B530_1 
1178974.1 
1231982J 
1236356J 
1245515J 
12648D7J 
128B77CL1 



412517 
414464 
414539 
414995 
416719 
422731 
422810 
423261 
425B58 
426465 
4306B4 
432119 
433279 
433921 
434609 
436070 
437129 
439031 
44243B 
446865 
449034 
449986 
454392 
464692 
455804 
45B091 
459081 
459142 

TABLE 21 C 



13028U 
1452830^-1 
1460320L1 
1511736J 
1611345J 
220507_1 
22163CL1 
22S553J 
257265L1 
267864.1 
321423.1 
3417QJ 
38180OJ 
377350_t 
38950J 
41428J 
43343L1 
46793J 
542469_t 
78535J 
794B17 1 
821463L1 
11S8KL1 
I229tla_1 
13371 97J 
472385.1 
BB9426J 
918906.1 



AW444361 QE074994 BE074956 BEQ74992 
AW5Q2208 AW5023S6 AW502148 
AW502161 AW502587 AW502345 
AW592655 R05927R0691B 
BEQB6142AWB17074 

AW833501 AW833508 AW833722AWB33332 AW833509 AW833511 AW833767 AW833339 
BE141714 AW345993 AWB459Q9 

AW675066 AWB75079 AW875075 AW875092 AW875051 AW875074 

AW937143 AW937150AW937141 AW937151 AW937132AW937160 AW937191 AW937174AW937195 AW937173 

AW937159AW937139AW937171AW907142AV^145^ 

AYV937156AW937140AW937135AW937170 

BE271584AA1 12511 

BE314385 

BE379046BE395459 

C18200 078681 TB2025 

H79731 H79732 

AL138411 AL138412AA315880 

AA317400AA434594 

Z43509 H0S001 AA375202 AW954383 

AA364923 AW963483 BE162774 C21461 

A175B948 AA379527 AA379948 AA379282 AW963933 

AW9B9B34 AAS28493 AA483165 AW959B42 

T80289AF052168 

AW971745 AA581359 AA561358 

AA618174 AI114549 R36464 R36465 

R76593AF147390R7B584 

AKD0D073 AA3801S3AA3BQ131 AW9B3533 

AL049327AAB4710S 

AF075079H48501H48795 

AA99599BAl91fi584R617B1T77332F07756 F08149Fu7647 ■ 
R35027R12034BE407120 
AI624049 AW117770 AI85B360 
AW864502 AWB64369 A16757B0 

&E260Q93 AA078319 R85057 AW803024 H8581 1 AA078293 
AW81335OAW816082AW813476AW613383 

BE0W83BEO11170 BE011333BED1118BBE011151 BE011324BE011161 BE011169 

AF1502B6AA835857 

W0780BAI822066 

AI903396 A1903361 AI903360 
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Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers In Utfs column are Genbank Identifier [Gi) numbers. "Dunham L et aL" refers to the pubficsOon entitled The DNA 

sequence of humai chromosome 22.* Cunham I. d al, Mature (1999) 402:489-495. 
Strand: Indicates DNA strand from whfch exons were predated 

Ntj)ositk>n: Indicates nucleotide positions of predicted exons. 



PL-cm 
rKHy 


Oaf 


oirana 


Ml rtlVf-Ui/Vrt 

NLpOSlDOJl 


400855 


1931571 


Minus 




400995 


8099094 


Plus 


141186-14160$ 


401519 


6649315 


Rus 


157315-157950 


401723 


7656694 


Plus 


147273-147503 


402104 


6119072 


Phis 


122409-122600 


402430 


9796372 


Minus 


6238232552 


403370 


9433244 


Minus 


44254-44443 


403381 


9438267 


Minus 


26009^26176 


403383 


9433287 


Wnus 


11SB37-121197 


403485 


9906526 


Pius 


2BO8-3001,3198-3532£65W117 


403824 


97S846B 


Plus 


473*887 


404220 


6705820 


Plus 


46107-46439 


404727 


8081050 


Plus 


115534-115747 


404767 


78B2827 


Minus 


23244-23759 


406291 


3845420 


Rus 


19399^0473,20672-21036,21147-21285,2137^21687 


405392 


6624069 


Minus 


116167-116289,116879-119030 


4060B6 


7107817 


Plus 


941&S573 


408270 


7534217 


Plus 


13136-13591 


4064Q0 


9256298 


Plus 


1553-1712,187^2140.4252-4385,5922-6077 


406536 


7711478 


Plus 


25655-257B2 



TABLE 22A- 430 SIGNIRCANTLY DOWN-REGULATED GENES, UTERINE CANCER VERSUS NORMAL UTERUS 

Table 22A Ksls about 430 genes significantly down-regulated In uterine cancer compared to normal uterus. These were selected as for Table 21 A, except thai the numerator and 
denominator were switched, and the ratio was greater than or equal to 14 (Ze, 14-fckJ down-regulated In tumor vs. normal uterus). 

Pkey: Unique Eos profaesel Identifier number 

Esteem Exemplar Accession number, Genbank accession number 

UnlgecielD: Unlgene number 

Unlgene Title: Uhlgene gene We 

R1 : Ratio of tumor vs. normal tissue 



Ptey 


ExAccn 


UnlgenelD 


ttojgene Trite 


Rt 


414063 


H26904 


Hb.75736 


ape lipoprotein D 


93.0 


447990 


BE048B21 


HO0144 


small induc&le cytokine subfamily A, member 14 


75.7 


407615 


AW373S60 


Hs-301716 


E8Ts 


6B.7 


452547 


AA335235 


Hs.74120 


adipose specific 2 


611 


415165 


AWB87604 


Hs.78065 


complement component 7 


55.1 


453655 


AW960427 


rfe,30Q878 


ESTs, Moderately stmJiarto TGR3J-IUMAN TGF-BE 


54.0 


429350 


AI754634 


Hs.13t987 


ESTs 


52.6 


407226 


M25079 


Hs.155376 


hemoglgbai, beta 


52.0 


425869 


AA524547 


Hs.1603ia 


FXYDdomaTrMaritaJnlng Ion transport regulato 


51.6 


416585 


X54162 


Hs,7938B 


Womodln 1 (smooth muscle) 


614 


408614 


AL13769B 


Hs.46531 


Homo sapiens mRNA; cDNA DKFZp434C18l5 (from c 


49.7 


417542 


404129 


Hs.82269 


progBsKagerv^Boclated endomBtrial protein {p 


49.3 


412295 


AW088826 


Hs.22971 


ESTs 


48.0 


4219B6 


R74441 


Hs.1 17176 


poIy(A)-bkiding protein, nuclear 1 


47.0 


452093 


AA4474S3 


HS27860 


Homo sapiens mRNA: cDNA DKFZp586M0723 (from c 


46,7 


429707 


W78631 


Hs.211819 


matrix metaltaproteinase 23B 


45.7 


416950 


AL0497S8 


Hb.80552 


danTiatopontfai 


45.6 


408221 


AA912183 


H9j47447 


ESTs 


44.6 


406791 


A1220684 


K&272572 


hemoglobin, dpha 2 


43.0 


446500 


U76093 


rfc,15154 


eusht-mfjeafccontaWrig protein, X chromosome 


42.6 


407938 


AA905097 


HSJ6050 


phosphoJairiban 


41.1 


410677 


NM.003278 


Hs.65424 


tetranectin (plasraJnco^ivbinding protein} 
ESTS 


41.0 


412S24 


AA417B13 


Hcj.11177 


39.4 


452426 


A1904B23 


H331297 


Homo sapiens cOMA: FU23001 ffe, clone LNG002 


38J6 


4142S0 


AJ568&01 


Hs.71721 


ESTs 


3B.2 


439627 


BE621702 


Hs.29076 


Homo sapiens cDNA: HJ21841 lis, done HEP018 


38.0 


400258 




Hs.79064 


deaxyhypu&lne synthase 


37.0 


414807 


AT73B616 


Hs.77348 


hydroxy prostarjl^i din deliydrogenase 15-{NAD) 


36,1 


410023 


AB017169 


Hs.57929 


slit (Dcosophfla) homotog 3 


35>4 


407663 


NMJ016429 


Hs.37462 


OOPZ2 tor nonclathrfn coat protein zeta-COP 


34.3 


410266 


AI739159 


Hs.61898 


DKFZP58GN21 24 protein 


33.8 


4189B6 


AI123555 


Hs.81796 


ESTs 


33.1 


409060 


AI815867 


Hs.50130 


need in (mouse) homolog 


33.1 


436569 


BH439539 


HsJ79837 


glutathione S-transferase M2 (muscfe) 


32* 


420574 


NMJD00055 


Hs.1327 


binWchdinesterase 


32.6 


417967 


BE244373 


Hs.1119 


nuclear receptor subfarnly 4, group A, member 


324 


450810 


BE207588 


Hs.25511 


Iransformbg growth factor beta 1 1nduced tra 


31.7 


438150 


AAD37534 


Hs.300878 


ESTs, Moderately slmlbrtoTGR3_HUMAN TGF-fiE 


31.6 
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430468 NMJD04673 Hs.130699 ESTs 31.5 

453060 AW294092 Hs.21594 ESTs 31<3 

424206 N^0D3734 Hs.19R241 amine oxidase, capper containing 3 (vascular 30.8 

422126 AW973784 Hb.112028 MteshapenMK-relaled kinase 30.5 

5 4060B2 S47833 Hs.82927 adenosine monophosphate deaminase 2 (iaofgrm 30.3 

421639 NMJJ12082 Rs297821 Homo sapiens mRNA full length Insert cDNA do 303 

402520 29.9 

418043 AW377752 Hs.83341 H.saplens mRNA far tyrosine Kinase receptor 29.7 

</x 443906 AA348031 Hs.7913 ESTs 29.7 

10 45095S AU37669 Hs.25700 Homo sapiens mRNA; cDNA DKFZp434MG435 (from c 29.4 

41882B AFD20774 Hs.88844 Homo sapiens hair and sWn epidermal-type 12- 29.4 

412826 AL13339B Hs74621 prton protein (p27-<30} {CretitzfekJ-Jafcob dlse 29.4 

429507 NMJJ03102 Ks.2420 superoxide dismutase 3, cxbaceliular 29.2 

. 40Q545 29.1 

15 425Q78 NM-GD2599 Hs. 154437 phosphodiesterase- 2A, cGMP-stalated 29.1 

429942 AJ33S993 Hs.134635 ESTs 28.9 

435303 A602B99B Hs.6147 WAA1075 proton 287 

419371 AA400027 Hs296234 ESTs.WyslmlsTtoinltogfirHJCfivated pro 287 

443060 D78874 Hs-8944 pnocdlagen C-endbpeptidase enhancer 2 287 

20 452877 AI2507B9 Hs.3247S ESTs 28,6 

412442 A1983730 Hs.26530 serum deprivation response (phospnaftiyfserin 28 .S 

424378 W2S020 Hb. 184367 GTPase activating profejn-lfta 28.8 

421823 N4Q850 HsJ28625 ESTs 27.9 

447786 BE620810 Hs.39619 hypolheticfll protein L0C57333 27.G 

25 400023 AFFX control; 18S ribosom^ RMA 27.5 

463874 AW591783 Hs.36131 collagen, type XIV, alpha 1 (unduJki) 27.2 

414134 X601QQ Ha.861 mrtogen-activated protein Kinase 3 27.1 

428451 AW370451 Hs.98670 ESTs 26.9 

435520 AA297990 HsJ931B HMOEUso protein 26.6 

30 437179 AA3935Q8 Hs.171409 serologically defined colon cancar antigen a 26.4 

441481 AA935303 Hs.270553 ESTs 26.0 

450227 BE353192 Hs.78521 Homo saptens cDMA: FU211938B, clone COL001 25.6 

403731 255 

_ _ 452814 AI092790 Hs£5016 hypcmetfcal protah FU21935 25.5 

35 410038 R57171 K&E7975 calseqimsirin 2, canJec mifscie 25.5 

416654 B40164 Hs.BQ296 Purfdnje cell protaln 4 25.4 

418421 RS8620 Hs.85050 phospholamban 25>t 

407000 U12139 gb:Human e^nat(Xl}cd}aoen(COL11A1)Qene, 25.3 

Mn 421803 NM.012205 Hs.108441 ^lydrnxyanthranllate 3,4-dlDxygenase 25.3 

40 445613 BE550B89 Hs.158491 ESTs 25.1 

432302 AA34SB57 rte.274307 K1AA1 442 protein 24.8 

420796 L34355 Hs.99931 sercogtycan, afpha (50kD dysticr^assoclale 24.9 

423720 AUW4191 Hs.233BB Homo sapiens cDNA:FLJ21310ns, done OOL021 24,7 

417302 BE245812 H&8941 ESTs 24.6 

45 421913 AJ934335 Hs.109439 osteogrydn (osteoitfucSve factor, rrirnecsn) 24.6 

440130 AIQ83899 rfe.157527 ESTs 24.5 

431957 AJ243653 Hs.283404 organic cation transporter 24.6 

4245B0 AA446539 Hs.35092 ESTs 24.4 

406907 Z25427 qbrfisapiens protein-serine/dirDonine kfnase 24.2 

50 443745 AD039670 feS72B AI£X1 protein 24,1 

429101 AW452174 Bs. 173780 ESTs 23.5 

410691 AW239226 He.65450 reb'ca!on4 23 A 

408853 AW2914B4 Hs.254967 ESTs 23,3 

407979 AA046306 Hb.67027 ESTs 23.1 

55 448619 AI867182 H&3022S5 ES>Fs 2Z8 

424565 AA464840 gb2x43h11.r1 Scares JoLO&sJlb2HFa^ Ho 227 

407891 AA488620 H&41135 EhdomucInZ 22.6 

407196 D1T747 Hs.177416 FmkeVBisVis-Reiliy murine sarcoma virus (FB 22.5 

426990 AL04431S Hs.173094 Homo sapiens mRNA; cDNA DKFZp564U1 42 (from ci 22.5 

60 450493 M93718 Hs.166373 nfcfcoxtte synthase 3 {endethelal cell) 22.1 

420120 AL049610 H&S5243 transcription elonflBton factor A (Sl^flke 2Z0 

423690 AA329648 Hs .23804 ESTs 22.0 

402865 21.9 

417387 AW021102 Hail509 ESTs 21.9 

65 456898 NM_001928 Ns.155597 D component of oonplemenUBdlpBlii) 21^ 

459722 Homo saptens cDNA: FU23449fi 9l done HSI058 2U 

4229(27 AW2473BB Hs.301423 calcium binding protein 1 (cal brain) 21.8 

4021S5 217 

„ 418213 AW976753 Hg.127327 ESTs 21,6 

70 440274 R2459S Ms.7122 scrapie responsive protein 1 21.6 

455616 At733747 gb2n86dD4.y5 Stratagene lung carcinoma 93721 2U 

420861 AKJ39044 Hs.88827 Homo sapiens mRNA for FU00033 protein, parti 214 

406228 21.3 

„ 441292 AF131218 Hs.7765 chrnmoaoma 16 open reading firame 5 21.3 

75 432553 AA553334 Hs£11095 ESTs 21.3 

4l7a9B AB017365 rte.173a59 WzzJed (Drosophlla) homolog 7 7\1 

463642 AK70936 Hs.34074 dlpepSdy^epfirf&seVI 7\1 

405313 21.1 

410243 083402 Hs.289006 EBTs.Wea%simlIa-toaltamattvBlysplIced 21.1 

80 413186 AU077141 Hs.75231 sotine carrier family 16 (monccfirboxyfc acW 21.1 

425954 AK000B33 Hs.164476 hypothetical protein FU20626 21.0 

421770 AA374192 - fe.106124 ribosomal pro!em lAi 21 J) 

435265 AA779958 Hs. 18 593 2 ESTs 20.8 
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430036 
430233 
436130 
434843 
429303 
442422 
410399 



AL050284 

AW3B7902 

AA341497 

R43707 

AW137635 

AJ344415 



447364 
440610 
445905 
433657 
436467 
440191 
417511 
406976 
443547 
41799B 
419313 
406322 
446422 
403121 
424198 
459060 
457829 
445029 
424362 
417W7 
413972 
435B01 
447551 
400637 
409662 
430310 
402741 
401703 



AF255910 

AI377221 

AJ 733098 

AL137516 

AI24436B 

AW450278 

A19904T7 

AUM9176 

M60299 

AW271273 

AW967420 

AA843367 

AW1819B5 

BE263813 

AB029010 

H89244 

A17422S1 

AF196481 

AL137B46 

AJ001417 

EE27954B 

AW249394 



AJ243191 
U60115 



453856 
430342 
404833 
411939 
431227 
452669 
43969B 
416253 
418556 
408677 
418994 
417054 
404654 
420174 
400625 
406150 
457835 
420105 
404819 
423282 
424097 
448543 
427605 
406535 
418947 
414323 
457111 
418373 
424461 
451565 
407751 
432031 
404608 
451962 
424100 
451509 
453512 
429924 
423780 
427030 
439872 
407836 
451427 
424462 
451533 
422319 



AA804789 
NM_005938 



X63755 

AA216363 

AW779654 



AA479033 

NhL002923 

AF017060 

AI824144 



AW015571 

BS14535 

AL1375B3 

M13981 

AW897741 

NM.000997 

W529S0 

NMJM47S9 

AA482027 

AW75D770 

D83542 

NM.000897 

BE276096 

AF099196 

H585B9 

AW078832 

AT793080 

A1969529 

AUM0160 

W39693 

AA362013 

AA397600 

TB10S8 

779340 

A1091441 

AU076666 

ANL004657 

AW403342 



Hs.227782 DKFZP5S6M1019 protein 

Hs.236443 Homo sapiens mRNA;cONA DKFZp564Nl063 (from c 

Ha31406 ESTs 

Hs.133159 ESTs, Weakly similar to PIHUSD salivary prol 

Hs.44236 ESTs 

Hs.156082 ESTs 

Hs.63236 synudein, gamma {breast cancer-spectfb prot 

Hs.54650 ESTs, Weakly similar b (defline not avsJIabl 

Hs.40528 ESTs 

I Is. 1308 00 ESTs 

Ws.13323 hypotheses] protein FU22059 

Hs.81 24 PH domain containing protein In reQna t 

Hs51681 ESTs 

Ks. 11 61 07 Homo salens genomic DNA, chromosome 2tq, sec 

Hs.82223 chordin-t&o 

gb:Human alpha-1 collagen type II gene, exons 

Hs^3767 ESTs 

gb:E8T379495 MAGE resequences, MAGJ Homo sapl 

Hs.87279 ESTs 

Hs.24998S ESTs 

gb:601 1S4177F1 NIHJJGQ.7 Homo sapiens cDNA cl 

Hs/l4302S K1M1087 pratdn 

Hs .79625 hcteiDgenBous nuclear ribonucleoprotain D {AU 

Hs.210643 ESTs, Weakly similar to tJJ1 039K5.2 [H-sapiena 

Hs.12256 mMlfoe2 

Hs.146001 Homo sapTans mRNA; cDNA DKFZp5B6F0624 (from C 

Hs,B1086 solute carrier famly 22 (exlraneuronal monoa 

Hs.182717 ESTs, Wea% similar to HPPD_HUMAN 4-HYDROXYP 

Hs,50Q2 copper ch^erona for superoxide dfsmutase 

Hs529 myosin, heavy polypeptide 7, cardiac muscle, 

Hs.56874 heatshock 27kD protein family, member 7 (car 

Hs.239069 four and a half IM damans 1 



Hs.251928 nuclear pore ccmplex interacting protean 
Hs.19447 Homo sapiens rnRMA for FU00106 protein, parti 
Hs^39B63 myeioW/lymphoM or mixed-lineage leukemia (t 

Hs.146245 ESTs 

Hs.2743 keraBru cuticle, utoaWgh sulphur 1 
H&262958 ESTs, Weakly similar to alternatively spliced 
ESTs 
ESTs 

gtoFB12A9 Fetal brain, Straisgene Homo saplen 
Hs.130315 ESTs 

regulator of G-proteln signaling 2, 24kD 
aldehyde oxidase 1 



H&55B76 
Hs.15463 



Hs.78944 
Hs.174151 



HsJ23912 ESTs 



H5.102375 ESTs, Highly sindar to (W127B20I3 [Hsapiens 

Hs.32244 ESTs 

Hs.77171 manchromosoiTW maintenance deficient (S. cere 

Hs.126376 putaUve ABC transporter 

Hs.1734 mhJbh, alpha 

Hs.21380 Homosapfens mRNA; cDNA DKFZp5B6P1 124 {frame 

Hs.17S779 rfccsomal protein 137 

Hs.22860 ESTs 

Ha. 233 500 K1AA0273 gene product 

Hs.142569 ESTs 

Hs54344 CGI-13S proton 

Hs.148090 cadhemi 15, fecadherin fmyotubule) 

HsMB 1eukotrieneC4synthasa 

Hs58205 ftc m HeLa cycfirwJependerU kinase 2 Inleracti 

H&284126 hairless (mouse) homoJog 

Hs3515B Homo sapiens cDNA FU11027 fts, clone PLACE10 

Hs 726306 ESTs 

Hs.123525 ESTs, WaaHy similar to NGAL RAT NEUTROPHIL G 

Hs.171637 Homo sapiens cDNA: FU21937 fc. clone HEP044 

Hs.209542 ESTs.WeaWyshiilartoBcenBnterprotein 

Hs .226136 Homo sapiens mRNA; cDNA DKFZp566H2446 (from c 

gb:EST59935 Infant brain Homo sapiens cDNA 5' 

Hs.07531 ESTs 

B bryd26c08.r1 Scares few Uverspfeen 1NFLS 

Hs.22575 Homo sapiens cDfJA: FU21042 fis. done CAE112 

Hs.26401 tumor necrosis factor ^gand) superiacnly, m 

Hs.l4B101 seiumconstituBnt protein 

Hs.26530 seium deprivation response {phosphaCdytserln 

Hs.115232 splicing factor 3a. subunrt 2, 66kD 

265 



20.7 
20.7 
20.7 
20.7 
20.6 
20.5 

2as 
2a5 

20.5 
20^ 
20.4 
20.4 
20.3 
202 
20.2 
20.1 
20.1 
20,1 
20.1 
20.0 
20.0 
19.9 
19.9 
19.9 
19.9 
19.9 
19.3 
19.7 
19.6 
19.6 
19.6 
19.5 
19.4 
19.4 
19.4 
19.3 
1S.3 
19.3 
19.3 
19.2 
19.2 
1&.1 
10.1 
185 
18w9 
18J9 
18.9 
185 
18.6 
18.8 
183 
18.7 
18.7 
18.6 

iae 

1&5 
16.5 
18.6 
16.5 
16-4 
16.4 
18.4 
18,3 
18.3 
18.3 
18.2 
18.2 
18.2 
18.1 
18.1 
18.1 
18.1 
18.1 

iao 

17.9 
175 
17.9 
175 
175 
175 
175 
175 
175 
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400489 
454421 
449262 
420495 
429790 
422796 
427960 
409543 
440206 
455904 
427707 
437140 
417637 
419171 
417flOa 
426232 
440747 
415307 
407049 
454054 
4110B5 
443104 
424106 
446716 
446677 
434919 
401171 
456804 
453621 
413419 
426515 
428937 
424562 
444655 
447424 
425439 
446707 
405324 
434340 
422942 
421820 
420037 
429519 
426485 
404947 
412677 
401551 
406053 
425016 
415179 
418994 
457514 
425275 
457924 
430712 
465144 
407524 
426712 
429954 
446208 
442792 
420465 
426767 
436650 
415195 
442197 
433457 
402316 
409736 
407964 
433577 
425507 
413724 
405922 
413055 
435977 
44220B 
402426 
412399 
413200 
404597 
453143 



BE409759 
A1046055 



AK001352 

AWB97265 

AA416305 

AW41O200 

A1762232 

BE156173 

NMJ1D5578 

AA312799 

AA204969 

NM.C02846 

AF177909 

270024 

AW297226 

F05232 

X72632 

AI336329 

Af022991 

AA06B470 

AA412442 

AA436575 

A1550769 

AJ821740 

AA360954 

A1421645 

AW7499B3 

BE093B8B ' 



T82221 

AT420559 

AF086B86 

A1681105 

D36024 

AI591214 

AJ193043 
AF054839 
AW862990 



AJ131291 
NMJ506207 

AW029608 

AW139474 

AA376049 

X51630 

AA295520 

AA7752DS 

BE151551 

AL390142 

AW044547 

AW875942 



AW173177 

AI916130 

BE25B323 

ACS 2340 

AF210586 

AA384396 

L05779 

AK3X3015O 

AW837912 

AA830194 

AA078626 

AW130334 

M791912 

AK84745 

AA131466 

R8738B 

AV6S5701 

AL138079 

AW296984 

N53B16 
M127395 

AA382234 
BE177442 



Hs.59553 
Ks.23437 
Hs.9B314 
Hs.221737 



Hs,46794 

Hs. 180396 

Hs.263689 

Hs.234863 

HsJ9655 

H&.1282B 

Hs.1 68157 

HS.137B40 

Hs-27495 

Hs^01519 



Homo sapiens mRNA for FUOD007 prolan, parti 
Homo sapiens cDNA FU13555 ffe, done PLACE1 0 
Homo sapiens mRNA; cDNA OKFZp585U)120 {from c 
hypcrtfiefcEi protein FU1Q490 
gb:CMO-NK0057-150400-33$-a04 NN0057 Homo sapi 
gto96g05^1 Soares_NhHMPu_S1 Homo sapience 
gt>:rh0&12x1 NIHJAGCJ7 Homo sapiens cDNAd 
ESTs 

gb:QV0-HT0367-20129M79^02 HTQ367 Homo sapi 

UMctomafn-COTtalnJng preferred trans beacon 

acfoatortf CREM to Ms 

Homo sapiens cONA FU1 2062 fte, clone HEMBB10 

protein tyrosine phosphatase, receptor type, 

twsety (ProsDpWIa) homolog 1 

nuclear transcription factor Y, gamma 

ESTs. Moderator/ slmlar to S1X1JUMAN HOMEOB 

prostate cancer associated protein 7 

(NONE) 

HornosapTerw cDNA RJ12535 ffe, clone NT2RM40 



Hs.83135 
Ks.98132 
Hs.16602 
Hs.227051 
Hs.118531 
Hs.27268 
Hs.139851 

Hs.48938 

Hs.231444 

Hb.56729 

Hs.150557 

Hs.1 1590 

Hs.181841 

Hs.157425 

Hs.156336 

Hs.126685 
Hs.122540 
Hs.108675 
Hs.135569 

u. Dance 
rlS.30DoO 

Hs.170040 



p53-responstvogene 6 
ESTs 
ESTs 
ESTs 
ESTs 

Homo sapiens mRNA: cDNA DKFZp564N196 (from cl 
caveoih2 

gb:QV3-BT0537-2fl0l0W)70^04 BT0537 Homo sapi 
Homo sapiens cDNA: FU2ia02 ffs, done HEP0C7 
ESTs 

lymphocyte-sped% protein 1 

basic transcription element rAitfng protein 1 

cathapsinF 

ESTs 

double homeobax, 2 
ESTs 

ESTs 

tetraspan2 
hffine-Undfcig protein 

ESTs, Weakly sfmflarto NEUROD JH .sapiens] 
ESTs 

ptateleWerlvfid growth factor receptor^ke 



Hs.17384 ESTs 
Hs_24£862 ESTs 

Hs.154162 W)Rflbosyfatfonfector-Jlke2 
Hs.1145 Wlms tumor 1 

Hs.89546 Satectin E (endothelial adhesion moleciite 1) 

Hs 136423 ESTs 

e^RCO-HT0297-20119^031.ft2 HT02B7 Homo sapi 

HS.2BS697 Homo sapiens cDNA FU13B51 fe, done THYROID 

HS.19B284 ESTs 

9b:GM1-PT0013-t3l239*O67-b10 PT0013 Homo sap} 
nbtoaplens mRNA HTPCRX11 for olfactory rece 

Hs.197755 EfiXa 

H5J21374 ESTs 

Hs^25795 ESTs, Highly slmlar to OTX1_HUMAN HOMEOBQX P 
Hs.131194 Efffe 

Hs^8Sa35 celt death-Inducing tSTArlke effector b 
Hs.192491 ESTs 

Hs.113 epoxide hydrolase 2, cytoplasmic 
Hs.75185 MAX^hebHLHZlPproteni 

fib;C^LTQ04&26010OO6&ca2 LTD 048 Homo sapi 
Hs.199417 Homo sepfens mRNA for FU00027 protein, part 

nb:7P07H07 Chromosome 7 Placental cDNA Ubrar 
HsJM1111 ESTs 

HS.190BB5 ESTs, Moderately similar to ALUIJtUMAM ALU SU 
Hs.165953 hypothfltjc^l C2H2 zinc finger protein FU2250 
Hs^3767 Homo salens cDNA FU126S65*, dona WT2*M40 
gb:ym88g04rt Soarcs adult brain N2b4HB55Y Ho 
H&75183 cytochrome P450, subfamily tIE (ethanoUnduc 
Hs.501 2 braJn-specHic membrafts^chored protein 
K&255595 ESTs, WeakV similar to PSFJHUMAN FTB-ASSOCIA 

Hs 14394 hypothetical protein FU20157 
Hs.222414 ESTs 

Hs.170121 protein tyrosine phosphatase, receptor type, 

9b:RC1-KT0595-200400-Ol2fl)1 HT0595 Homo sapi 



17.8 
17.B 
17.7 
17.7 
17.7 
17.7 
17.6 
17j6 
17.6 
17.5 
17.5 
17.5 
17.5 
17.4 
174 
174 
174 
17.3 
17.3 
17.3 
17-3 
17.2 
17.2 
17.1 
17,0 
17.0 
17.0 
17.0 
15.9 
16.9 
165 
16.9 
16.9 

m 

16.8 
16A 
16.8 
16,5 
16.5 
16.6 
16.6 
16.7 
16.7 
16.7 
15.6 
16.6 
16.6 
16* 
1&6 
16.6 
163 
16.5 
16.5 
16.5 
16.5 
164 
164 
16,4 
164 
16.4 
16J3 
16\3 
163 
1GL3 
1b\3 
163 
16J2 
16.2 
16.2 
16.2 
15.2 
16.2 
155 
15.1 
16.1 
16.1 
16.1 
16.0 
16.0 
16.0 
15.9 
15.9 
15.9 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



416193 
407065 
441785 
413784 
429092 
408499 
453754 
450326 
428486 
405885 
409108 
423334 
422948 
447852 
419084 
456771 
438584 
44B7D5 
454460 
458893 
426759 
453769 
434179 
404111 
402056 



427530 
414716 
400632 
443918 
432097 
412921 
421906 
441704 
414272 
448224 
404611 
448381 
454719 
446973 
467760 
440144 
4073B7 
427850 
404244 
402959 
435487 
414213 
455916 
448943 
418026 
4S40B2 
453308 



125400 

Y10141 

AW138139 

BE165819 

AH90854 

AW20S323 

AW9725B0 

U43030 

AW5B3497 

AA339443 

AK0009Q6 

AWB10824 

AW504781 

AA496539 

AW016739 

AA3B1553 

H05072 

X66945 

BE161733 

A!59040t 

R35261 

A1743448 



AI262208 
AA405D93 
AF199598 

AA305475 
AW450592 



A1660247 
AM58766 
At651603 
R48700 



D61580 

BE0Q6547 

H95724 

AA668123 

AW082297 



452532 
418464 
409473 
449779 
457546 



432363 
421531 
428283 
443526 
402389 
410545 
450900 
403552 



AA416756 



W07343 

BE297765 

BE156710 

AKO8810 

BE379727 

AF283508 

AW959731 

AW2OT574 

AJ905611 

R87580 

AL137716 

AA00425B 

AA568484 

AK0O0440 
AA713505 



436365 
402550 
441782 
415872 
430582 
425770 
4328B3 
441871 
4474B1 
405114 
401082 
454316 
421572 
424S91 



AK0O1778 

U32324 
AID41440 

U0489G 
AW444548 

AW140126 

N53097 

A1215509 

NMJM4363 

AW9B5441 

At3061S0 

AF052151 



AW366144 
AA531607 
R5S704 



gb:PTHl059 HTC0L1 Homo sapiatis cDMA SfJ sim 
gteH.sapfBns DAT1 gene, partial, VNTR 

Hs.2445SB ESTs 

flb:CM04fr04B&-220300-301-dl2 HT0486 Homo sapl 

Ks.t78228 ESTs, WeaWy similar to AUJ1_HUMAM ALU SU8FAM 

Hi253475 ESTs 

H&.172753 ESTs 

H&25537 cardfoirophJn 1 

Hs.1 84604 pancreatic polypeptide 

Hs.48793 ESTs 

Hs.127273 hypcMcd protein FU10044 

Hs.21351 ESTs 

ghcW-rtF-BMO^IivoO'WWJIjl N!H_MGC_5TJ Homo 

Hs.179902 transporter-like protein 

Ks.232201 ESTs 

Ksvl98253 major hlstocompaflblllly complex, class II, D 

Rs/i 249B4 ESTs, Moderately simitar to uinamsd protein p 

fe.748 fibroblast growth (actor receptor 1 ffrns-rda 

H&97283 ESTs. WeaHy similar io ALU INHUMAN ALU SUBFAM 

Hs^1213 ESTs 

HB24947 ESTs 

Hg,116177 ESTs 



Ks.276489 ESTs 

Hs.126519 ESTs 

HsJJ7044 Kv cha/meMnteracting protein 2 

HSJ2660 Homo sapiens cDNA RJ1 1658 lis, clone HEMBA1 0 

He.3DM59 ESTs 

Hs.126942 ESTs 

Hs.32899 ESTs.WGa^siiriaartoLIV-l protein JH.sapl 

Hs.201988 ESTs 

Hs.46988 ESTs 

Hb. 20733 EH-domalnconlalrfng2 

Hs.35156 Homo sapiens cDMA FU1 1027 fis, ctone PLACE10 

Hs.21036 Homosapieivs mRMA; cONA DKFZp434A1 01 0 (from c 

gbftC2-8N013(M)4040O41 14303 BN013Q Homo Scri 

Hs.4283 ESTs 

Hs.134170 ESTs 

Hb.88523 ESTs 

gbiKomo sapiens mRNA for cadherfo RBI, parti 

Hs.1 61051 ESTs. MocteraWy sirdar to ALUOWMAN ALU SU 



Hs.1 82538 phcsphofyld scrambtase 4 

Qk601l7B246F1 NlrLMGC_17 Homo'saplan&cDNAc 
gb*JVfrHTC368310mi81-d01 KT036B Homo sapl 

Hs.193288 ESTs 

Hs.83213 fatty ecM binding protein 4. adipocyte 

Hs.63168 cell death regulator even 

Ha.32538 ESTs 

Hs.179501 ESTs 

Rs>1 10787 DNA segment on chromosome 21 (unique) 2056 ex 
gteyrri88h07 jI Soares adult brain N2MHB55Y Ho 

Hs.296567 Homo aariena rnRNA; cDNA DKFZp434DM30 (from c 

H&25218 ESTs, WeaWy similar lo AUUBlHUMAN Hit ALU C 

Hs.153632 ESTs 

Hs.272799 rrypoihe tfcal protein FU20433 

Hs.291769 ESTs 

Hs.25832 Homo sapiens mRMA; cONA DKFZp564P1 16 (from ct 

Hs,9547 hypothetical protein FU1C016 

Hs.64310 mterteukin 11 receptor, alpha 

H&58210 ESTs 

gbihtoman olfactory receptor (OR17-210) gene, 

K9.163118 ESTS 

H&.132357 ESTs 

Hs.133578 ESTs 

H&.143S64 ESTs 

Hs.159492 spastic ataxia of Charfevolx-Saguenay (sacsn 

Hs.10475 ESTs 

Hs.153450 ESTs, Weakly slrnlarto 1909123ANa glucose c 

He. 16-066 Mouse Mammary Turmor Virus Receptor homolog 



gb:QVO-HT0101-061099-fJ32-b12HTOtO1 Homo sapl 
Kb.125143 ESTs, Wsafcfr similar to POL2 MOUSE RETROVIRUS 
H9.1S0968 hypocrefin {orexJn) recepfor 1 
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15.9 

15.9 

15.9 

1S.9 

15.8 

15,8 

15.8 

\SA 

15J 

15.7 

15.7 

15.5 

15.6 

15.8 

15.6 

15.6 

15.6 

15.6 

155 

155 

15.5 

15.4 

15.4 

15.4 

154 

15.3 

15.3 

15.3 

15.3 

15.3 

15.3 

16\3 

15l3 

15\3 

16V3 

15.2 

15.2 

15.2 

15.2 

15.2 

15.2 

15V2 

15\2 

15.2 

15.1 

15.1 

16.1 

15.0 

150) 

15.0 

15.0 

14.9 

14.9 

14.9 

14,9 

14.9 

148 

148 

14* 

14.8 

14.8 

14.B 

148 

14v8 

14,8 

14.8 

14.8 

14,7 

14.7 

14.7 

147 

14,7 

14.7 

14.7 

147 

147 

14.8 

14.6 

14.6 

14.6 

146 

146 

14.6 
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441503 

416199 

420360 

425126 

417421 

405100 

454012 

402457 

464613 

429B21 

43t073 

421143 

401223 

438627 

4D7124 

437217 

427627 

410256 

413237 

412975 

426488 

416667 

405479 

418432 

426316 

412171 

447241 

402100 

438266 

407947 

402275 

402358 

439624 

444455 

455314 

427872 

409826 

414002 

4426B2 

457033 

410480 

401007 

458274 

454106 

432926 

425352 

433BB7 

434327 

4042B2 

422581 

424623 

408107 

401577 



AW172263 


Hs.1 85202 


Kodoor 




U83171 


Hs.97203 




Kfe.1 72944 


ALldo20l 


Ks.82120 


Mfo4Z4 


Hs-37014 


AWB108l4 




A1096749 


Hs.225433 


BE254470 


Hs_249186 


AbU24536 


Hs. 1021 71 




Hs. 123473 


R08160 


Hs.268857 


AW779241 


Hs.155316 


HB75B2 


Hs.179915 


X52638 


Hs.739 


AW08574 


Hs.171965 


T70956 


Hs.7S106 


XD3350 


Hs.4 


AKDQQ526 


Hs.79457 


M14156 


Hs.85112 


fill j nnn j^ft 

NM_Q0243U 


Hs.301852 


AW897452 




BE3S2836 


Hs.19322 




nS.lo4ol>7 


AI500332 


Hs.102367 


AAB38771 


Hs.124407 


AJ 149879 


Hs.175024 


Y17114 


Hs.73393 


AAB35058 


Hsjzun 


AW501112 


Hs.34467 


NM_C06732 


HS.75678 


AI014545 


Hs331Q27 


AFD29674 


Hs.173422 


R97457 


Ks.63984 



AF149297 

D196B7 

AA570454 

NMJJ00939 

AW204232 

H46612 

NM_016339 
NMJ506226 
AA806754 



1^8087 

Ha245146 

Hs.186467 

Hs.1897 

H3J279522 

Hs_293Bt5 



ESTs 

qkyq.12a08.r1 Scares fetal liver spteen 1NFLS 
small forcible cytokine subfamBy A (Cys-Cys 
chorionic gonadotropin, beta polypaptida 
nuclear receptor subfamily 4, group A, member 

carbonc anhydrase VII 

gh:MR2-STOl29-201O994£}4-«01 ST0129 Homosepi 
Homo sapiens mRNA; cDNA DKFZp434G153 (from cl 
cone-iod homeobox 

immunoglobulin superfaml^ oontantng leucine 
ESTs 

E8Ts ( Weakly sfmHar to ALUl^HUMAN ALU SUBFAM 
ESTs 

guanine nucleotide binding protein (6 protein 

6-phrwphofaicto-24dnase/m^ 

ESTs 

dusterin (complement lysis Inhibitor, SP-40 r 
alcohol dehydrogenase 2 {class I). beta polyp 
hypothetical proton FU20519 

Insufei-lite growth factor 1 {somatomedta C) 
Human DMA sequence from done 437G10 on en ram 
gCM0^M0058-l5O4O0-337-b06 NN005811omosapt 



ESTs 

Homo sapiens cDNA; FU23447 fis, clone HSI033 

eyes absent JDrosophils) homotog 4 

ESTs 

hypothetical protein FU23412 

TO J murine osteosarcoma viral oncogene homok) 

WAA1605 protein 

cadherin 13, K-cadherin (heart} 

NAfrS protein 
ESTs 

ESTs, Moderately similar to ALU1 JHUMAN ALU SU 
prooplomelanocof&i (adrenocoxrJcolrapln/ bet 
ESTs 

ESTs, Weakly similar to PUVLHlMAN PHOSPHOLEMM 



408104 AW972927 

404642 

400575 

408059 

448388 AB037750 
407287 AI578812 

TABLE 22B 



Ks.1 1 8562 Link guanine nucleotide exchange factor tl 

Hs.153322 phosphorpase C. epston 

Hs.62835 ESTs 

K&222312 ESTs, Weakly slmlar to B24264 prollne-rWi p 

Hs.293966 ESTs 



Hs.21061 K1AA1329 protein 

Hs.201658 ESTs, Weakly smlar to AUM_HUMAN ALU SUBFAM 



14.6 

14.6 

14.6 

14.5 

14.5 

14.5 

14.5 

145 

i4.5 

!4.5 

14.5 

U5 

14.4 

14.4 

14.4 

144 

144 

14-4 

144 

144 

14.4 

144 

14,3 

14.3 

14.3 

K3 

143 

142 

14.2 

14.2 

145 

14.2 

14.2 

14.2 

14,2 

142 

142 

14.2 

14,1 

14.1 

14.1 

14.1 

14.1 

14.1 

14.1 

14.1 

14.1 

14.1 

14.1 

14.0 

14.0 

14,0 

14.0 

14.0 

14.0 

14.0 

14.0 

14.0 

14.0 

14.0 



423780 



CAT number Accession 



Ptoy: Unique Eos probeset Identifier number 
CAT number Genectoster number 
Accession: Genbank secession r 



Pkey 

408922 
409543 
409736 
412171 
413784 
414213 
416193 
416199 
417S98 
416464 
416556 



109017.1 

113B723J 

115189.1 

12B07S9J 

13891 50_1 

1426376J 

1577102_t 

1577661J 

171375 1 

17S9038^2 

1767866.-1 

221500J 

231952.1 



R8738BR8432BAA058916 

AW41020D AW409705 AW411433 BE2967B6 BE270309 

AA078628 R09O51 AA078197 AA077334 AW74B808 AW748607 

AWB97452 Z20302 D55605 D52877 D60432 

BE165819 BE165853 W01386 

BE297765 BE262061 BE302686T83915 

T25400 H26834 H44554 R73193 

RB3537WB0940H27368 

AW967420 AA210915 AA236991 AA210916 

RB7S80 

T02650 

AA352013 AA330878 AA339379 AW96S303 
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4245B5 
426275 
427960 
439B72 
442197 
447852 
448422 
453621 
454316 
454613 

454719 
455544 
45S31B 
455904 



24115U 

263712_1 

285225_1 

47823J 

5355S0_1 

73973 1 

762770.1 

974526J 

1109350.1 

1226904 J 

1230646_1 

1264914 J 

137219_1 

1382290L1 

1382748_1 

1397288.1 



AA464840AA343628 

BE151551 AA373783 BE1B2852 98008826 BEDQB827 SE0087B1 BE008699 

AA41B305A1264351 

T8 .058 AL357200 T70270 

AW83791 2 AWB37934 AA984475 AW997490 

AWS04781 BE620394 

BE263813 BE253504 A1500202 BE251 145 

AW749983AL045823 

AW366144 AW366154 AW366142AW366151 AW366140 AW366155 BE141715 BE141718 BE141698 

AW810814 AW810787 AW81 DB54 AW8t 0773 AWB1 0735 AWB10785 AW810660 AW81 0B34 AW81 0874 AW810723 

AW810881 AW810791 AW81 0644 AW81 0659 AWQ10676 

BE006547 AW815578 AW815311 AWB56304 

AW875942 AW85B234 AW875938 AW875941 AWB56235 AW675958 

AJ733747AA1 29802 

BE156173 BE1 56305 BE156196 

BE156710 BE156726 BE156712 

BE177442 BE177439 BE177445 BE177440 BE177446 BE177444 BE177433 



TABLE 22C 



Pkejr Unique number corresponding to an Eos probes et 

Ref: Sequence source. The 7 digit numbers in Ihfe column are Genbank Identifier (Gl) numbers. "Dunham I, el al." refers to the publication entitled The DMA sequence of 

hiirnan chromosome 22." Dunham I. et el.. Nature (1999) 402:489-495. ^ 
Strand: Indicates DMA strand from whtch axons were predicted. 
NUrchrcn: Indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


NLposflfon 


400489 


8954013 


Plus 


131475-131652 


40D545 


9800107 


Minus 


124618-124881 


400625 


7228177 


Minus 


117266-117441 


400832 


3818355 


Plus 


72875-73447,75874-76425 


400637 


8894326 


Plus 


6B901-69507 


400675 


8118750 


Plus 


11223-11816 


401007 


8117333 


Minus 


140821-141050 


401 082 


3242744 


Pins 


22937-23494,27677-27366 


401223 


8099068 


Plus 


148940-150214 


AfiAa:4 
4U1551 


8096B96 


Minus 


189824-1 9D72Q 


401577 


92B0797 


Minus 


139377-139674.141 195-141281,142217-142340 


401703 


4826475 


Plus 


135-1229 


402056 


8084234 


Plus 


2O7002-20728B 


402100 


8117697 


Plus 


133849-133792 


40219S 


76B3778 


Minus 


147901-148884 


402275 


2935596 


Minus 


31065-31233,3368033771,343453441 1.3889039125,3977939943 


402316 


7527774 


Minus 


10751-10919.18817-19052,22131-22328 


402358 


8886976 


Minus 


131788-132729 


402399 


1905815 


Minus 


24502*24666,24985-25102 


402426 


9796361 


Minus 


73590-73824 


402457 


9796782 


Minus 


16513-16577, 1683B-16926 


402520 


759GB99 


Minus 


171761-171996 


402550 


7652009 


Minus 


80413-60673 


402741 


9212200 


Minus 


18603-18760,19719-19890 


402865 
402959 


9716300 
9368493 


Plus 
Plus 
Plus 


3197-3429 ( 3722-3914 ( 579&5987 l 6802-eg61 l 8553^815,9292-9660 

36729-370B4 

40594258 


403121 


91BQ223 


403368 
403552 


4388738 
6862638 


Plus 
Minus 


70286.70429,75165-75258 
117504-1 17G62 


403731 


7643752 


Minus 


144000-144818 


404033 


8122195 


Plus 


7976-8156 


404111 


9408736 


Plus 


161506-161781 


404244 


5672609 


Minus 


98173-98517 


404282 


2276311 


Plus 


61503-62205 


404537 
404642 


9958262 


Minus 


114369-114599 


9796810 


Plus 


102999-103145 


404654 


9797010 


Plus 


6275-6527 


404947 


7382205 


Plus 


29740-30105,30176^0412 


405100 


8076846 


Plus 


144114-144234 


405114 


S09693B 


Minus 


97013-97560 


40S22B 


7248990 


Plus 


92234-95905 


405313 


3638954 


Plus 


68924-69093 


405324 


3342751 


Minus 


5475-5677 


405479 


6453391 


Plus 


1668-1844 


405895 


7677903 


Minus 


66980-67484 


406059 


9103984 


Minus 


13856-140D4 


406150 
406535 


9886026 
7711477 


Minus 
Plus 


59331-59701 
83135-83362 



TABLE 23A: 626 genes upragulated in uterine cancer relative to normal body tissues 

Table 23A»sb about 626 genes uprsgUsted In uterine cancer relative to normal body tissues thai are likely to encode proteins amenable to morMafan by smai molecules nenlfdes 
oranbtodles. These genes ware seated from S96B0 probes* on the EosftfiymeWx HeM Ganechlpa^v. Ga.e „\ a ^^,^^^'^^ s ^t' 
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was Repressed as average Intensity (At), a normalized vbIub reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
Indicative of have oncogene function or of transducing Inlracdliiar signals, or of being modulatable by smaE molecutas, peptides, or anybodies (e.g. pklnase, death-dematn. 7tm. 
phosphatase, or Jon Jransporter). Certain predicted protein domains are noted. 

5 Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UnlGenelD: UntGene number 

PredProtDomalns: Certain predicted protein domains. Abbrevlafcons used: TM, transmembrane domain; SS, signal sequence: «Y, very likely to contain: =M, 

- ~ fitely tn contain; other prolein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:27&-280). 

1 O Unf Gene Tide: UniGene gene b'tte 

R1 95th percentile of uterme cancer Als divided by lira 50th rjercentite of normal tissue Als, where the 1 0th percentile of all normal tissue Ate was subtracted from 
both the numerator and denominator 

15 Pkey: ExAccn; UntgenelD; UnJgene Title; Pred.ProLDomans; R\ 

428330; L22524; Hs.2256; matrix meN ^proteinase 7 (matrilysln, ; FeplMaseJrflO;; 35.1 1 

420440; NMJD02407; Hs.97644; mammaglobon 2; Uteroglobin;; 22.60 
„ 439335; AA742697; Hs.62492; NMJ»2863:Homt> sapiens eecretogloWn, fe; none;; 21.66 
20 425723J NlvI_0l442O;H3,1593l1;dfckkopf (Xenopus laavfej homology none;; 21.11 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 20,20 

437938; AI950087; Hb.369628; gb:wq05c02jc1 Na_CGAP_Wd12 Homo sapten; none,none; 19^3 

406587; M3112B; Ha.352054: matrix meiailoproteViase 11 (strornerysln; hemopexln .Peptidase M10;; 17.68 

446619: AU076G43; Hs.313; secreted phrjsphoproteia 1 {osteopantin. ; Osteopcnttn:; 17.60 
25 4J82B1; U09550: Hs.1 154; ovWucta] glycoprotein 1, 120kD [mucin 9; ayco_hydro_18;TM=M;SS=M; 17.48 

431 130; NMj006103: Hs.2719; HE4; eptdidy mWepecinc, whey-actdlc pr, wap;7M=M;SS=Y; 16.59 

400301; X03B36; Hs.1 657; estrogen receptor 1; Rbox.hor^ncLjcc^Ca,^ 
synLCiAM.E7,RFX_DNAJblndfng;TM=M;S&=N; 16.1 1 
_ _ 419356; A1656166; Hs.7331; hypothetical pro tarn FU2ZM6; Asparafiln3S6L.2 I none; 15.90 
30 433222; AW514472; Hs.236416: dlckkopf (Xenopus laevis) hemdog 4; none,PH04; 15^9 

417931; W95642; K&82961; trefoil factor 3 flnlestlnat); trefoil;; 1539 

4002B4; ; ; NNtorj0125':Homo sapiens estrogen recepto; hoimonejec^ra p OesUeoep;T!frM;SS=M; 15.23 
456662; NMJD02448; Hs.1494; msh {DrosophiTa) homeo boxhomobg 1 (fb; homeoboxjone: 15.04 
43B817; A1023799; Hs.163242; ESTs; none.none; 13.72 
35 453857; ATJ080235; Hs.35851; Ras4nduced senescence 1 (RIS1); none;TM=Y;SS=M; 13.67 

424687; J05070; Hs.151738: matrix metal loproteinaae 9 {gelabnase B; tnZheniopexln l Peptlda5a_M1(fe 13.51 
458627; AW08B642; Hs.97984; SRY (sex determlnTng region Y)-box 17 (S; HMGJw:TO=M;SS*N: 13/44 
410001; AB04103S: Hs.5777t; kallftreln 11; 1iypsto;TM=M;SS=M; 13.41 

421445; AA913059; Ka.104433; HomosaplOTS. done IMAG&4054866, mRNA; ton_irans,K.tetra.asp; 13.27 
40 449046; Z45051; Hs.22920; simitar to S6B401 (cattle) glucose Indue; lanp;TM=M;SS=M; 1276 
436972; AA204679; Hs.25640; claudtn 3; PMP22jaaudn;TM=Y;$S=M; 12.59 
450693; AW450461; Hs.2039S5; ESTs; Semaug.nonei 1Z52 

415457; AWD81710; Hs.7369; Homo sapiens testes speclftcA2iiomoIog ; MORN^ugarJr;TM=Y;SS=M; 12.46 
A _ 413719; BE439580; Hs.7549^ small InducibTecyfe^esubfarnny A(CfctLB;; 1Z23 
45 431629; AU077025; Hs.265B27; interferon, afeha4ndudbte protein (do; none;TM=M;SS=Y; 12.09 

417389; BE260S64; H3.82045; mWklne (neurite giowtrhprornotms factor; PTNJ«<-TMpM;88=Y; 12.08 

407766; AA6B7538; Hs.38972; letraspan 1; 1ransmembrene4;TM=Y;SS^M; 11.91 

444361; BE367335: rte.283713; hypothetical protein BC014245; Cdlagen;TM=M;SS=M; 11.85 

44660B; N75217; Hs.176522; ESTs; AnriarJIBo_8eg l HEATJ 3 BS;TW=lgtSS=M; 11.72 
5U 447835; AW591623J Hs.164129; ESTs, WeaHy sknlar to 138022 hypottieH; none^UCLcon; 11.59 

420181; At360Q89; Hs.1 58951; ESTs; none,!g r pKfliase,LRR l LRHCT; 1 \M 

451253; H4B299; rfa^6126j dairdln 10; PMP22^aaudlii,PepHdasBj^1XJe1ra;TrVNY^S=M; 11.45 

453968; AA847843; Hs.62711; Hign mobiity group (nonhistone cfiromoso; HMGJwx.none; 1 1.42 
_ _ 448133; AA723157; Hs.73789; folate receptor 1 (adult); Folate j*ec,MIP;TfV^M:SS^M: 1137 
55 421552; AF026692; H3.1057Q0; secreted ^eo^rebted protein 4; Fz,NTT<;; 11.08 

452337; U71207; Hs.29279; eyes absent (Drosophila) homolog 2; Hydrolase;; 11.01 

40974ft AA077391; ; gbi7B14E12 ClT^rjsorne 7 Fatal Brain cDMA; 7tm_1 l zM^(^fn3 i SPRY l Kf^B^C2H2.rv^ 11X95 

41513B; C1B356; Hs^9594^ tissije factor pa»v^ Inhibitor 2; Kuntt^^ 
- A 416658; U03272; Ks.79432; fibdJin 2 (congenital conlrachirat am; EGFJB,granulln 1 Pa,EB,TIUTM=M;S8=f^ 1081 
OU 41 1559; AA102STO; Ks.70725; gamma^mlnobutyrtc acid (GABA) A recepto; NeurjjhanJ^D.Neur^arijman^m :a Y:SS=M; 10.72 

438091; AW373062; Hs. 351 546; nuclaar receptor eubfariry 1, group I, m; rK^monejec^RM^none; 10.68 

425071; NKi.013969; Hs.154424; Kleiodinase, iodomyronlne, type It; T4_debdin83B;TM-M;S5aY: 10.65 

430B32; AJ073913; Hs.100686; ESTs, Weakly similar to JEO350 Anterior ; noRe>none; laS2 
, _ 451497: H83294; Hs.2B4122; Wnt inrflhhwy fectoM; EGF.WlFs 10^0 
65 421478; AI633243; Ks.97258; ESTs, Moderately similar to S29S39 ribos; none.none; 10.50 

409231; AA446644; Hs.892: GA733-2anUger^ep1lhBnalglyccpiotein; rnyioglobulin_1;TM=Y:SS«M: 1035 

443785; AW449952; Hs.190125; b^kMieBx^oor>henK-PAS protein; HLH»PAS;7M^SS=N; 1034 

409142; AL1 36877; Hs^075B; SMC4 [structure* maintenance of iftromoso; ABC_tran,M,6MC_N,SMC_C l DUF164 > none; 10.34 

431B46; BE019924; Hs.271580; uroplakin 1B; lmnsmembrane4;TM=Y;SS^M; 10.34 
70 41553% AI733BB1; rls,72472; NAME OMITTED ... receptor Wnase; plunase t Activin^p,PDZZU5,dfi9lh; 10.31 

41 1274; NMJ002776; Hs.89423; kaHikren 10; trypsin;TM=^S^N; 10.24 

423673; BE0O3054; Hs.1695; maMx metaJtaproteinase 12 (mBcrophage ; hernopexm.PeprJdase M10;TM=HSB=r^ 1024 
441377; BE218239; Hs-202556; ESTs; none,none; 10.17 

400292; AA2S0737; Hs.72472; NAME OMITTED ... receptor kinase; pktoase^Hj«p.PDZ^U5.dsalh; 10.17 
/ 5 452594; A0076405; Hs^9981; solute earner family 26 (sulfate transpc. xan_ur_permease,SrJfate transp,STAS,HM(U»x; 1D.12 

429663; M6BB74; Hs^11587; phosphdipasa A2, group IVA (cytosoSc, ; C2,PLA2_B;TM=M;SS^N; 9^7 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrooenase kina; SAM_PNT,none; 9.87 

40B562; AI436323; Hs.31 141; roundabout (axon guidance receptor, Dros: l9,fn3;TM=M;SS=N; 9.86 

42S970; BE27689 1; Hs,194691; raBnoio add Induced 3 (RAIG1); metabo; 7tm_3;TM=Y;SS=M; 9.72 
5U 43B0B5; WOS391; Hs.351546; nuctear receptor subfamly 1, group L m; horrnone_rec^f-CAncr>e; 9.69 

411089; AA456454; Hs^55702; cell division eyrie 2-lke 1 (P1TSIRE pr, none^one; 9.53 

450451; AW59152B; H8.202072; ESTs; none,nona; 9^3 

456062: A1866286; Hs.71962; ESTs, VYeaWy similar to B36298 proline*; none^none; 9l50 
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418113; AI272UT; Hs.83484; SRY (sax determining region Y)-box4; HMG_box.homeobocc;TM=M;SS=N; 9.38 
412791; A1131192; Hs.143199; ESTs, WBahrysimnartoS72481 probable ; pWnaB9.PBD.none; 9.36 
432435; BE218886; H8.2B2070; ESTs; none,none;9.35 
416530; U62801; Hs.79361; kaBikrein 6 (neurosln. zymefc trypa*n;TM=M;SS=M; 9,32 
5 439018; AW3008B7; Hs.26638; membranB-s panning 4-domains, subfamily A; rwne;TM=Y;S&=M; 9.23 
445537;AI245671; Hs.12844; EGF-Hke-domain. mulfipte 6; EGF.MAM;; ai9 
410407; X6B839; Hs.63287; carbonic anhydrase IX; carb anhydrase;TM=M;SS=M; 9.19 
417165; R80137; Hs.302736; Homo sapiens cDNA: FU2"l425fe. clone C; 5arfcteJran5p.STAS.HMG_box; 9.17 
453459; BE047032; Hs.257789; ESTs; none.none; 9.14 
1 U 431674; AA098901; Hs.301642; G-proteln coupled receptor; none t GCv"_H; 9.06 

418004; U37519; Hs,87539; aTdenyda dehydrogenase 3 femly, member r alcIedh;TM=M;SS=M; 9.00 
413278; BE963085; Hs.833; Snlarfaron-slimulBted protein. ISkDa; libiqulbn;; 8.93 
436954; AA740151; Hs.130425; ESTs; none.none; 8.91 

420344; BE463721; Hs.97101; putative G proteJrwoupted receptor; Me!hyltransf_5;TM=Y;SS=M; B.B9 
1 5 42S397; J04085; Hs,156346: topoisomerase {DMA} II alpha (170kD>; DN^_gyraBeB.ONAJopofeolV,KATPase_c;; 8.85 

407792; AJ07771 5; Hs,393B4; putative secreted ligend homologous to f; ncsne;TM-W;SS«Y; B.80 

451027; AW519204; Hs.4C808; Homo sapiens, Simitar to RJKEN cDNA 2810; none,nra8; 8.79 

422809; AK001379; Hs,121028; hypothetical protein RJ10549; 1Q;TM=M;SS=N; 8.72 

413385; M34455; Hs.840; mdoIeamin^pyTrcJB 2.3 dtotfgenasa; lDO;TM=>M;SS=N; 8.70 
21) 4447B4; D12485; Hs.11951; ectonucteoSde pyrophosph&tase/phosphodi; Son^ofT^in3,ErxJcni^Ba66.PbosphodlB&t-TM=Y;SS=M; 8.69 

421602; AF11 1856; Hs.105039; solute carrier family 34 (sodium phospha; rtbosomBLL20.Na_PLccrti8ns;TM=Y;SS=N; 8.67 

437935; AW9395&1; Hs.5940; mucin 13. epHhettel traremembrane; EGF.SEA;TM=Y;SS=M; 8.56 

408692; AL0401 27; Hs.34074; dipepfidyfpopbdase Vfc DPPjVjMJerm ( Peptidase_S9,nof>e; 8,55 

41 4812; X72755; Hs.77367; monokine Induced by gamma Interferon; IL8TrM=M;SS=Y; 8.53 
1 5 428187; A16S7303; Hs.285529; G protein-coupled recaplor 49; 7&n_1 .nona; 8,49 

448672; AI95551 t; Hs.374290; ESTs; Hg_chan ( ANF_reoeplQr > SBPJjac_3;TM=Y;6S=M; 8.44 

425776; U25126; Hs,159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;8S=M; 8,40 

443426; AF098 158; Hs.9329; chromosome 20 open reading frame 1; nono;TM=M;SS=N; 6.40 

452093; AA447453; Hs.27860; Homo sapiens mRNA; cDNA DKF2p586M0723 (f, 7tm_l,nonB; B.33 
3U 407894; AJ278313; Hs.41143: phospnolnoeHIde^pecfflc phosphoUpase ; C2,PVPLO-Y I R-PLOX;TM=M;SS=N; 8.23 

409799; D11928; H5.76B45; phosphoserinB phosphates-IB®; Hydrala3e;TM=M.SS=N: R21 

419508; AW99793B; Hs.90786; ATP-binding cassette, sub-famtly C {CFTJR; ABC iran^BC_mBmbrane;TM=Y;SS=Pyi; IL20 
424441; X14850; Hs.147097; H2Ahlstane family, member X; hfeto ne,C BFO_N FYB_H M F; ; 8.20 
408243; Y007B7: Hs.624; toterleukin B: HLR,PAS,ILB;TM=M:SS=*I; B.00 
.35 415752; BE314524; Hs.7&776; putative transmembrane protein; rwne;lM=Y;SS=N; 7.99 

422608; AW160644; Hs.118695; polassrum voltage-gated channel, subfamt; ton Jrans f KJetra;TM=Y;SS=N; 7.99 
433001; AF217513; Hs.279905; clone HQ0310 PROO310p1; none;; 7.95 

409549; AA159216; Hs.55905; hypothetical protein FU20442; Y.phoBphata5e.OSPc;TM=M;SS=N: 7.95 

424078; AB006625; Hs.139033; paternally expressed 3; 2*C2H2,KRAB,none; 7.86 
40 432179; X75208; Hs.2913; EphB3; EPHJb^.fn3.pklna8e.SA^TM^8=M; 7£5 

424581; M62062; Ha.150917; catenln (cariiBrin-assoriated protehi). a; Vnculin.DIUUfease ^BD;TM=M;SS=N; 7.84 

420610; A!683183; Hs.99348; dastaWess homeo box 5; hameobc«;TM=M;SS=N; 7-81 

436856; AI469355; Hs.127310; ESTs; pWnase,rrm;TM=M;B8=N;7.81 

41 1125: M151647; Hs.68877: cytochrome t>246\ alpha polypeptide; none;TM=Y;S8=M; 7.80 
45 407811; AW190S02; Ha.4009B; cysteine 3mcrtsuparfarr.Iry 1> BMPantagon; TGF-beta.OAN:: 7.7B 

424399; A1905687; Rs.348419; At905687:lL-BT095-1 901 99019 BT095 Homo ; nona;TftHri;SS=M; 7.65 

418836c A165549B; Hs.161712; ESTs; pMna^ ) Ac«vtnjwjp,PDZ 1 ZU5 J dearh; 7M 

435793; AB037734; Hs.4993; KIAA1313 pietain; nww;TM=M;SS=M; 7,61 
_ 426201; AW182614; Hs.128499; ESTs; SH3jione;7.5g 

50 447400; AK000322; Hs.18457; hypothetical protein FU20315; zf-C3HC4;TM=Y;S8=M; 7.55 

410S50; AW362867; Hs.302738; Homo sapiens cDKA: FU21425 lis, clone C; SulrataJransp.STAS.HMG _box; 7.55 

453464; A1B84911; HS.329B9; receptor (caJcitonn) activity modifying; nons;TM=Y;S5fN; 7^4 

41 71 15; AW952792; H6.334&12; small nuclear rttwnucteo protein polypept; Sm ( pkinase;; 7.62 

437897; AA770561; H5.146t70; hypothetJcal protehi FU22969; zHDHHQnone; 7.38 
55 443991; NNL0G2250; Hs.100B2; potesstum intermedtatatemall conductance; CaMBD.SK_channel,lonJran8;TM='Y;S5»M; 7M 

41 4617J AI339520; Hs.288817; ESTs, Moderately similar to N Chain N, ^ r«xoWnase,he>(oWnase2;TM=Y;SSFN; 7.35 

422017; NM_003877; Hs.110776f STATuiduced STATlnhlWtor-2; SH2s 7^3 

424834; AK001432; Hs.153408; Homo sapteis cDNA RJ 10570 ffs, clone NT; nono.nooe; 7,30 

409041: AB033025; Ks.60081; Hypothetical protein. XP^051860 (WAA119; none;TM=M;BS=M;7.28 
OU 417079; U65530; Hs.B1134; Tntsneukin 1 receptor antagonW; IL1;; 7.28 

429170; NM-M1394; Hs.2359; dual specificity phosphatase 4; Rhodanese.DSPc.Y 43hDSphatase ) Ribc3ornfiLS3_H r TM=M;SS"N;7.28 

418506; AAD8424B; Hs.372651; Unhnown protein for MGG29543 (Ibnnerly ; none,none; 7.27 

446913; AA194422; Hs^2564; myoab VI; nrn.rf-RanBP.pkmaae.GST.aEte^AMjW^B^ 
C2H2,PHD.BTB,TniS J AT_hoofc,SAM;TM=M;8S=N;7^6 
65 409340; BE174629; Hs.321 130; hypotheScal protein MGC2771; 
asjeniir^.i^cwaLdeabrom 

424317; A1B66032; Hs.26017; ESTs; none.pklnase; 7.21 

410361; BE39tB04; Hs.62661; guanylate binding protein 1, Interferon-; GBP,GBP_C;TM=Y;SS=M; 7.21 
428450; NM_014791: H8.184339; K1AA0175 gene product; KA1 r ptoiase;TM=M;SS=N;7.14 
/ U 43B707; LD8239; Hs.6326; arrino acid system N transporter 2; porcu; ACAT,MBOAT:TM=Y;SS=M; 7.05 
423011; NM_0006B3; Hs.123022; adrenergic, alpha-2&, receptor; 7lm_1;TM^Y;8S=Ut 7.03 
435021; AA922192; Hs.73962; ESTs: EPrUb4r^nase,m3,SAM,nonB;7.02 
446163; AA0268&0; Hs.25252; prolac&i receptor; nor»;NA;NA; 7.01 

447768; X86400; Hs.19520; TOOdomarKontaining ton transport ri^; ATP1G1 J'LI^MATdiTM^WSS^N; 7.00 
/ 5 439453; BE264974; Hs.6666; thyroid hormone receptor Interactor 13; AAA,ABC_lran.OoBE;TM=M;SS^N; 6.99 

451035; AU0767B5; Ks.430; plashn 1 (I Iroform); emand,CH,AdaptnJ*; 6.99 

450581; AF081513; Hs.25195; TGF-heta 4; TGF-bBtaJGFb_propepCd8;; 6.95 

424054? AA33451 1; Hs.26638: membraneHspannlng ^domafris, subfamiry A; nor>s;TM=Y;SS=M; 6.93 

43251 9; AI22131 1; Hs.130704; ESTs. WeaWy similar to BCHOIA S-100 pro; none,none; 6.93 
8U 436481; AA379597; Hs.5l99;HSPC150r»oteinBirra!artouWquh7ri^;^ 

419693; AA133749; Hs^O 1350c FXYDdomfiin-conlalnlng ton transport reg; ATP1G1 J 5 LM_MAT8;TM=Y;SS=M; 6.92 

437139; W736B5; Hs.1 18513; ESTs. WeaWy similar to RTA RAT PROBABLE; 7tm_1;TW=Y;SS=M; 6.87 

418054; NML0023ie: Ha.83354; rysyl oxWase-l ka 2; SRCR.LysyUxldase;TM^M;SS=:M; 6.87 
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418203; X54&42; Hs.83758; COC28 protein kinase 2; CKS;; 8.65 

410467; AF10254G; Ha.63931; dachshund (Drosophila) homotog; SkLSno;TM=M;SS=M; 6^6 
425247; NM.005940; Hs.1 55324; matrix metalloprotelnase 11 {stromslyslrr; r«mopeKJn,PepddasB_M10;; 6.85 
453064; R40334; Ks. 89453; potassium large conductance calclum-acti; none.none; 6,63 " 
3 452046; AB018345: Hs.27657; KJAAQ802 protein; iwhq;7M=M;SS=N; 6.79 

417771; AAB0463B; Hs.82547; retinoic acid receptor responder (tazaro; none.none: 6.79 
4222S3; X94453; Hs.1 14366; pyrroline-S-carboxylate synthetase {glut ddedh,aaSdnase;TM^;SS=N; 6.77 
431470;AA832417; Hs. 139650; ESTs; none J ig 1 pkin3s« p LRR l lKRCT; 6.76 
418738; AW38B633; Hs.6682: solute carrier famBy 7, (cab'onic amino; none,none; 6.75 
1 U 418751; BE3BS014; Hs.372548; phosphoirKKHkie-S-lunase, regukfory su; SH2,nQne- 6 74 
417886; AA2145B4; ; ESTs; SPRY,7trn_3^NF_receptor 1 itone;6L72 
412926; AIB79Q76; Hs.75061 ; rnacrophegemynstoytated alanlne-rich C ; MARCKS;; 6.70 
437960; AI669586; Hs.369312; ESTs; nonejiona; 6.6B 

428953; AA306610; Hs.348183; tumor necrosfs factor receptor surxsfeml; 60s.riboscKTiaT > f«bc^«nal_L10 l TNFR c6,DEAD;- 6 66 
1 J 444006; BE3950B5; Hs.334762; type I trHremgrnbrane protein Fn14; ldUwwpLAPKD,MHCj;TM=M;SS=Y; 6.65 
413040; AA193338; Hs.12321; spdkim calcium exchanger, Na_Ca Ex;Tf*=Y;SS=M; 6.64 
449656; AAOO2O08; Hs.186633; ESTs: PtP5K,none; &64 

447495; AW401854; Hb.18720; programmed cell death 8 (fipcptosfe^nduc; pyfjedooc;7M^S8=N- 662 

446063; AI720140; Hs.151079; ESTs; 18K.OiBnnel.none; 8.61 
JX) 424762; AL119442; Hs.183684; eukaiyoUc translation initiation factor; nane,nooe; 6.60 

421554; AW137676; Hs.97775; ESTs; none.none; 6.59 

416478; U3B945; Hs.1174; cyclln-dependant kinase Inhibitor 2A (ma; anfc; 6.55 

42490S; N^J0Q2497; Hs. 153704; NIMA (never in mitosis geneaj-related k; p*iiase;TM=M;SS=N; 6.54 
0 448730;ABa329B3;Hs.216^;KIAA1157pfote^ 
ZD 433577; AW0D70BO; Rs.284192; ESTs; nontyione; 6,53 

f?SS ^ m S [ lra ^ ft,rniln 9 9™^ iatior > bet^lnduced; Fasddin^BC^tran.ABC^mbrane.CTP^RUiTM^SS^- 6.53 

442133;AWB7413B;Hs.1290l7;ESTs; type la transmembrane protein; LRR,LRRNT»lRRCT;TM=Y;SS :s M; 6.52 
430259; BE550182; Hs.375142: RalGHMfee protein 3, mouse homotog; m3,RA J RasGEF;TM=M;SS=W; 6.52 
43426^r^B95:Hs.79187;EST S ;ifl l rK J ne;6\49 ^ 
418322; AA284166; Hs.B4113; cydiiHfapendent kinase tnhfchor 3 (CDK; Y_phosphabse.DSPc;TM=M;SS=N' 6 4B 
41 9942 U26138; Hs.9384t; potassium large conductence calriiwvadi; CaKB;TM=Y;SS=M; 6U47 
421064; A1245432; H3.101362; tumor necrosis factor, alpha-Induced pro; rwnB;TMrM;SS=ii 6.47 
432636; AA340B64; Hs.278562; cfaudh 7; PMP2^_Claudin;TM=Y;SS^M; 6.45 
q * 431685; AW296135J Hs.267659; vav 3 oncogene; CH ( E>AGJ i E-biid l PH.RhoGEF ( SH2 l SH3 l DC1;TM=M;SS=N; 6.44 
428832; AA578229; Hs.324239; HSTs, Moderately sinfiar bZN91 JWMAN Z; Osteopontin.rHne- 6.39 
436775; AA731111; Hs.372225; ESTs: nona/ione; 6.39 

424343; AW956360; Hs.4748; adenylate cyclase activating polypeptide; 7trrL2 f HRM,none; 6.37 
421071; AT31 1238; Hs.104476; ESTs, Weakly similar to OGHU1E collagen ; none;TM=Y;SS=M; 6.37 
438209; AL120659; Hs.61 1 1; aryMiydrocarbon receptor nuclear transl; HW,PAS,IL$TM=M;SS=N; 6.37 
43899% AA828995; ; gb:od77bQ8.s1 NCLCGAP w Ov2 Homo sapiens ; EGF,metatthio.nitegrirLB PSl none; 6.27 
406400; ; ; kallikrein 8 (neuropslnfovasin) (KLKB); tiypsm;TM=M;SS=M; 6,27 
429556; AWI39399; Hs.314807; ESTs; none;Tr*=M;SS^N:6^6 

409269; AA576953; Hs.22972; steroids alphJHeductase 2-fte; H5ARg; Steroid Jh;TiyhY;8B=M; 6.25 
. _ 435732; AF22917B; Hs,123136; leucine rich repeat and death domain con; none 4 none; 654 
4 D 439668; AT091277; Hs.302634; filzzted (Drosophila) homotog 8; Fn^ed,F2.7tmJ 1 toidn_2;TM==Y:SS=M: 6.24 
412276; BE252621; Ks.73798; macrophage migration inhibitory factor (; MlF^garJr.nofte; 6.23 
436^1;AVW75974;Hs.1567M;r£STa;^ 

434B06; AF15510B; Hs.256150; r4Y-REN-4l antigen; none;TW=M;SS=N; 5.22 
_ A 440006; AK000517; HS.6B44; MALP2 protein; PYRIN-Contalrfng APAFHi; AAA^lB-ARC,PAAD_DAPlN:NA;NA: 6.20 

41 6224; NrVL002902; Hs.790flB; reuculocatbh Z EF4iand caTcium Wnoln; emend;; 6,20 

4490Z7; AJ271216; Hs.2266ft dpepMyipemldase 111; Pep1toe_W9 1 EGF l lg,NeuTegufrcTM=M;SS=*l; 6.19 

41 8318; U47732; Hs.84072; transmembrane 4 superfamlly member 3; transmembrane4;TM=Y;SS=M; 8,19 

452551; 127071; Hs,29877; TXK ^roglne Hnase; Beach,VVD40 1 Sr^SH3,pkinasB;TM=M;SS=N; 6.14 
„ 418969; W33191; Ha.28907; hypothetical protein FLI20258; 8H3;TM=«M;SS=N; 6.12 
3D 445462; AA379776; Hs.288649: hypometlcal protein MGC3077; none;; &1 1 

456534; X91195; «s,1O0623; phospholipase C beta 3, neighbor pseudo; UM.POZjAlnase;; 6.1 1 

449700; L02867; He.78358: paraneoplasCc arisen; none;TM=M;SS=M; 6L10 

428479; Y00272; Ks .334562; cell division cycle 2, G1 to S and G2 to; pMnBaa.lC^_p10 l ICE_p20;TM^M;SSs*t 6.10 
^ 416200; AA236776; Ha.79078; MAD2 (mitoSc arrest deficient, yeaat h: HORMA;TM=M;SS=N: 6.09 

OU 433159; AB035898; Hs.150587; kfrieslrvJite protein 2; bZIP,kkiesto;; 6X)B 
432432; AA541323; H8.U5831; ESTs; iB t Sama,PSI,none; 6X7 
409619; AK001015; Ha.552Zft BCL2-asaociated athanogene 2; BAG;TM=J^SS=M; 6.04 
412723; AA648459; Ks. 335951; hypotheBcel protein AF301222; none;TM^M;SS=N; fi.03 
424273; W40460; Hs.144442; phosphoHpase A2, group X; phosJlp;TM=M;SS=Y; 6X3 
OD 409430; R21945; rte.346735; splicing factor, arglnlnefcerine-rich 5; DSPc,RhodanesB,none; 6.00 

lollS ^E^iS^^l 1 ^^^ Jmrrajno^obulifTsuperfarrfliFcorrtflining le; lg 1 LRH f O^MT.U^RCT;TM-M;SS=M; &00 
428677; A16S7119; Hs.351582; troponin I. cardiac; none;7M^M;SS=N; 6X0 
450098; W27249; H&J109; hypotheTScal pngbln FU2108O; SET,zf-MYND;TM=fvtSS=N; 6.00 
nfX 410422;ALO42014; Hs.63348; Homo sapiens, clone MGC:15203, mRNA, com; Clq.Colbgen;; 5.99 
70 419972;Al041465:K8.1B2982;golBln-67;none.none:5.99 

421251; Z28913; Hs.102948; enigma [L1M domain protein); LlM.POZi; 5.97 
403362; ; ; NM-OOIBIS^Homo sapiens acfn, gamma 2, ; eciin;; 5.95 
451541; BE27938$ Hs.26557; plaVoprnlin 3; ArnisdBIo_&eg;TM=M;SS»N: 5^5 
420253; A1656055; Hs.96200; neighbor of A-kfnase anchoring prated 9; nona;NA;NA; 5,93 
/ D 421SD6; BE302795; Hs.105097; thymidine Wnase 1 r soluble; TK;TM=M;SS=N; 5.93 
450447; AF2122M; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;SS=N; 5.92 
l 50 ^ 1 5L D64S2l; Hs.129953; ESTa. Kghly arrilar to 1816357A EWS gen; rrm.zf-RanBP.GA^; 5.92 

429910; NM_000687; Hs.2507; 5-hyoVoxytryptamine (serotonin) receptor; 7trru1;TM=Y;SS=N- 5 90 
447131; NM.004585; Hs.17466; retinolc ackJ receptor responder (tazaro; nonB;TM=Y;SS=N; 5.89 
^79K; 06320^^5944; solute earner famSy 11 (protorHcoupled; none;TM=Y;8S=^ 589 
446291; BE3977S3; Hs.14623; interferon, garnmaJnducible prctata 30; GILT;TM=M;SS=Y; 5.59 

272 



80 



WO 03/042661 



PCT/US02/36810 



453102: NWL007197; Hs.31664; frizzled (Qrosophla) homolog 10; F^FrizztedJtm_£TM=Y;SS=M; 5.87 
426761; AI015709; Hs.172089; PORIMIN Pfcwjrwosis receptor Inducing me; none;TM=Y;SS=M; 5.65 
425367; BE271 1B8; HsJ55975; protein tyrosine phosphatase, receptor 1; none;TM=M;SS=Y; 5.B5 
426108; AAB22037; Hs.16646B; programed cell death 5; OUF122;TM=M;SS=N; 5.84 
450502; T08065; Hs.1 18262; ESTs; kw_lrans;on_lrens; 5.84 

442652; AI0O5163; Hs,201378: Homo sapiens cDNA FU40427 lis; none;TM=M;SS=K; 5.83 
424917; AI638208; Hs.96901; hypothetical prota* FU23049; rwe;TM=M;SS=N; 5.83 

448569; BE382657; Hs.21486; signai transducBr and activator of trans; SH2 ( STAT,STAT_bind,STATjirol;TM=M;SS=N; 5,82 

422616; BE300330; Hs.1 1B725; selenophospliale synthetase 2; AIRS^AIRS C;TM=M;SS=N; 5.82 

445l33;AW157646;rte,t98689:ESTs;efti3i^ 

426215: AW963419; Hs,155223; stannfocakin 2; Stanniocalcfn:; 5.7B 

414482; S57498; Rs.76252; endolhetin receptor type A; 7tm_l;TM=Y;S&=M; 5.75 

414809; AI434699; Hs.77356; Iransferrh receptor <p90. CD71}; PA;TM=Y;SS=N; 5.74 

452683; AI089575: Hs.374574; progesterone membrane binding protein; homeobo^none; 5.72 

432201; AI538B13; Hs.298241; Transmembrana protease, serine 3; ldljw8pLa,tryp5h;TM=Y;SS=M; 5.72 

429345; Rl 1 141; Hs.199695; hypothetical protein; Kjtetra.SAM; 5.72 

449458; AI805078; Hs.208261; ESTs; Frizzled.Fz.ncrie; 5.72 

418526; BE019020; Hs.85836; solute carrier femty 16 {morcxarboxytlc; none;TM=Y;SS=M; 5.71 
41884B; A1B20S61; fe.193465; ESTs; PDZ.pkifiasB,none; 5.70 

426227; O67059; Ks.154299; Human proteinase activated receptor-2 mR; 7lm_1;TM==Y;SS=M; 5.69 

411190; AA30S342; Hs.6917t; protein WnaseC-like 2; pWnase,pldn3se_aHR1;TM=HS6=N; 5.69 

411263; BE297S02; Hs.69360; kinesm-lika 6 (mitotic centromere-assoc; Wnesln:TTVNM;SS=N; 5.69 

445136; AI348014; Hs.1 43949; ESTs, Weakly similar b Achaete-Scute ho; forUrare.ionJrans; 5.69 

409223; AA312572; Hs.362852; phospriolnosltrde^-klnase, regulatory su; SH2,SH3,RlioGAP > none; 5.67 

430016; NM.004736; Hs.227656;xenotropic and potylrcpicmboviniB rec; SPX,EXS;TkNY;SS=N; 566 

429638; A1916662; Hs.211577; WnecBn 1 (klnesln receptor); b2IPJropomyc^,speci^^ 5.65 

450334; AFD3S959; Hs.24879; phospMdfc add phosphatase type 2C: PAP2;TM=Y;SS=M; 5.64 

453950; AA15699A; Hs.348037; eirftflryofo trarofalkxi ui'rGstion factor; nones 5.64 

425889; M57414; Hs.161305; tachykinin receptor 2; 76n_1;TM=Y;SS=M; 5.64 

432527; AvV97502B; Hs.102754; ESTs; nonejione; 5.64 

441384; AA447649; Hs.288660; reGnofe add mduced 3; 7tm_3,nonQ; 5.63 

419DB0; AW150835; Hs.1 8876; rr/poUwfoai protein FU21620; 20Gf ell_Oxy;TM=M;S6=N; 5.63 

447217; BE465754; Hs.17778; neuropflln % OJB,^M,F5J^^|»„C;TW=M;SS=M; 5,61 

440422; AW452696; Ha.130760; myosin phosphatase, target subunit 2; BTTB k Kelch.anic 1 none; 5.58 

431341; AA307211; Hs.251531; proteasome (pro some, macropaJn) subunit,; protease me;TM=M;S3=N; 5.68 

432605; X94630; Hs.3107; CD97 antigen; 7tm_2,EGF,GPS J FecCD;TW=Y;SS=M; 5^5 

449230; BE61334B; Hs.356392; melanoma cell adhesion molecule; |g.lswlh.RJbosOTaU^F-boJcTM=Y;SS=M; 5.55 

441607; NNLQ05010; Hs.7912; neuronal ceK adhesion molecule; VVD40,l^iij;TA^MfcSS=N; 5-54 

400303; AA2427S8; Hs.79136; LrV-1 protein, estrogen regulated; none.none; 5.54 

434826; AF155661; Ks.22265: pyruvate dehydrogenase phosphatase; PPZQnone; 5,53 

404210; ;;NM_D0593fcHorno sapiens myetoiajlymphoid ; FHA.PDZ,RA,DIUTM=M;SS^i; 5.53 

408051; AI623351; Hs.172148; E6Ts; PKRhoGAP^e; 5.53 

436726; AA324975; Hs.198689; ESTs, WeaWy similar to T 00079 hypothef ; emand 1 spectrin,(^ i SH3,PtectJn,R^X^ 

L2,M.ldh^C.CH^P3;TM=M;SS=N; 5.53 
416084; L16991; Hs.79006; deoxythymkJylaTB kinase (thymidylatB kin; none.none; 5.52 
428697; AJ375550: Hs.346868; nucleolar protein p40; homolog of yeast ; none,none; 5.51 
433907i AW296107; Rs,1526B6; ESTs; Arrnadllto^eg,none; 5.60 
442821; BE391929; Hs.6752; transmembrane protain 4; nonic 5.50 
422282; AF019225; Hs.1 14309; epolipoprotem U MotA_£xbB;TM=Y;SS=M; 5.49 
439820; AU50204; Hs^83853; Homo sapiens mRNA full length Insert cDK; none.none; 5.49 
428771; AB028992; Hs.193143; KJAA1069 protein; C^R^L&Y.PI^LC^T^M^SaN; 5.48 
452256; AKO00933; Hs.28G61; Homo sapiens cDMA FU10071 lis, done HE; GDl,7tni_1,nonB; SM 
442013; AA 506476; Hs.375009; Human DNA sequence from clone RP11453C1;none,nonei 5.48 
408056; AA312329; Hs.42331; ephrln-M; ^h*;TM=M;SS=M; 5.47 
422765; AW409701; Hs.1578; bacutovJra] IAP repeatcontalnlng 6 {sitr; BIR;TM=M;S&=W; 5.47 
420297; AI628272; Hs.128757; ESTs. WealOy similar to AUJ1_HUMAN ALU S; pWnase.TUDOR.none; 5.47 
428385; AF112213; Hs.184062; putsfiva Rat^'ntercting protein; SH2.SH3.7 5.46 

424517; AI539443; Hs.137447; Homo sapiens cDNA FLJ 12168 fls. dona MA; SH2,STAT,6TAT Jind.STAT_prot ( noru&; 5l4S 

441560; F13386; Hs.7888; v-erb-a avian erythroblastic leukemia vi; pJdnasftRecepJJomab.Furin^YlP^orve; 5.44 

4148B3; AA926960; Hs.348669; COC28 proton kinase 1; CKSs 5.43 

450402; BE218027; Hs.69969; ESTs: SK3,none; 5.42 

428484; AF104032; Hs.164601; solute carrier fam^y 7 (csOonfc amino ; 

aaj>eiiiieases > pyrMoxaLa^brorr^a^ 
430596; AA53tZ76; Hs.59509; ESTs; pkhase ( PP2G,none; 5,42 

412350; AJ659306; Ha.73826; protein tyrosine phosphatase, rorwecept; Yj)nc^atase.BandL41,PDZ;TM=M;SS^I; 542 

444783; AK001468; Hs.62lB0; anilEn (Drosophla Scraps homolog), act; PHrone; 5,41 

448379; AJ097463; Hsk21035; KIAA1130proteb; nons^i; 541 

410062: AA081594; Hs.15831 1; Musasbi (Drosophlta) homolog 1 ; rrm;TM=M;BS=N; 5.41 

411817; BE302S0O; Hs.72241; mitogan-aclryaled protein kfnase kinase : pWnase;TW=M;SS=M; BM 

445413; AA151342; Hs.12677; CGH47 protein; UPF0099;TM=M;SS=M: 5.39 

451863; All 206 34; Hs.331803; ATPase. Calransporting, plasma membrane; cpn60J"OT,ei-€2j\TPase,Ca^iUVTPasa_C.CBtfoiUV^^ 5.33 

442875; BE623M3; Hs.23625; Homo sapiens cfoneTCCCTA00142 mRNA sequ: KJetra i DUF51.none; 5,38 

439963; AW24752S; Hs.6793; platetet-adjva&ig factor ace^hydroia; PAF-A HJb.Lrp as a_GD5L;T NWvtSS^K; 5.36 

450825; AC005954; Hs.25527; tighljunclfon protein 3 (zona occJu dens; PDZ.GuanylateJdn^ 5.34 

441031 ; A11 10664; Hs.7645; fibrinogen. B beta porypepUde; fflyir^n^G^pha.arf;™^^; 5.33 

40B369; R3843B; Hb.1 18747; SLC1 5A2 Solute carrier family 15 (KVpep; PTR2;TM=^;SS=N; 5.33 

435391; AA70458B; Hs.58934; ESTs; PIP5K,none; 5^3 

411779; AA292811; H8.72050; nownetastaHcce]Is5, protein expresse; MDK;: 5.33 

422170; AI791949; Hs.1 12432; anb'-Mullerian hormone; TGF-bsla;; 5.32 

447350; A1375572; Hs.1 72634: v-erb-a avian erythrobteslic loukamta vi; ridnase 1 Reccp_l^dofnaIn,FurVhl8<e 1 YLP ¥ nwi9; 5^2 
449964; AW001741; Hs.24243; hypothefical protein FU10705; pWnase;TM=M;SS=N; 5,31 
426427; M86699; Hs.1 69840; TTK protein kinase; ptdnaBe;; 5.30 
430407; H23551; Hs^0974; ESTs; pkjnase.PBD.none; 5.29 
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41 6B47; 14382 1; Hs.80261 : enhancer of fllamentalion 1 teas -tike do; SH3;TM=M;SS=N; 5.27 

42530B; M97639; Hs.155585; receptor tyrosine kinase-Ifce orphan rec; i»,ltinigte r pJdhase 1 Fz;TM=Y;SS=M; 5.27 

424595; AB020639; Hs. 15101 7; estrogert-Tdaled receptor gamma; hormon^jBc,zf-C4;7W=M;SS=N; 5-27 

42801$ AF151Q20; Hs.18!444; hypotheflcaT prolan; none;TM=*;SS=M; 5^6 
Z> 447384; AI377221; Hs.40528; ESTs: SH3,Sorb,none: 5.26 

441824; AB007871; Hs.7977; KIAAD411 gene product; SH3,RhoGAP;TM=M;SS=N; 5.26 

438493; AI13O740; Hs.5241; pta#hainosttide^4unase, regulatory su; SH2 P SH3,RhoGAP;TM=M;SS=M; 5.26 

428679; NMJJ05756; Hs,1 84942; Gproteirvcoupled receptor 64; 7tmJ,GPS;TM=Y;SS=M; 5.25 

414359; M62194; Ks.75929; cadherfn 11 , type 2, OB-cadherin {osteob: cadhertii ( (^licniuCJterm:TM=Y;SS=M; 5.25 
1 U 426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glir; sugar Jr;TM=Y;SS=M; 5 24 

427157; U51 166;H&.173824; mymine-ONA glycosylase; UDG;TM=M;SS=N; 5J24 

423685; BE35D494; Hs.49753; uvea! autoanffgen with cdled colldomaf; ank.bZIP l M.DUF164 l AlP3;; 5.23 

452721; AJ269523; Hs.30tB71; solute carrier family 3T7 (glycerol-3-pho; MORN,sugarJi;TM : =Y:SS=M; 5.23 

427747; AW411425; tfe.180655; serineflhfeonine kinase 12; pkinase,-TM=M;SS=N; 5.23 
I O 417821; BE245149; Hs.82643; protein tyrosine kinase 9; cotTtinJUF;; 5.23 

41 2507; L3GG45; Hs.73964; EphA4; fn3 1 pkinBSe,SAM t EPHjbd;Tr*=Y;SS=M; R23 

426770; A1948618; HsJ50l7fl; ESTs; Sulfatejransp ( STAS;TP*»Y;SS=N; 5.23 

4225B3; M410506: Hs.27973; KJAAD874 protein; ank,&dpha;TM=M^SaR; 5.22 

41436B; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaE^ 6.22 
JAJ 44B093; AW977382; Hs.15898; 2,4-dtenpyl CoA reductase 2. peroxisomal; Adhjmort;; 5-21 

443646; AI065198; Hs.164226; Thrambospondln 1; EGF,tsp 1 l vwc l TSPN r fep_3 l none; 5.18 

457916; BEOB5271; Hs.8834; ring finger protein 3; pfcfoase.none; 5,18 

433933; AT7543B9; Hs.355397; Homo sapiens clone TCCCIA00164 mRNA sequ; nonecNA; NA; 5.18 

436469; AK001455; Hs^198; Down syndrome critical region gene 2; none- 5.17 
£j 433662; W071 62; Hs. 1 50828: RAB25 RAB25, mBmber RAS oncogene family; ra^ABCJran ? ^f;TM=W;SS=M; 5,17 

45051 1; R07423; Hs.65092; IhyroM hormone receptor interactar 11; r\froslnJail,EGF; 5.16 

409132; AJ224538; Hs.60732; protein ktneaa, AMP-acfivated, beta 2 no; nor»cTM=M;SS=N; 5.15 

454438; AA224Q5* Hs.172405; cell division cycle 27; SPRY,7tm,3,Altf jecepton 5.14 

413B69; NMJJ00678; Hs J5S96; interteukfn 2 receptor, beta; none;TM*Y;BS=M; 5.14 
5\J 422051; AW327545; Hs.111024; solute earner fcmfly 25 (mitochondrial ; mno^carnTM=M;SS=N; 5.14 

415474; NM_0t4252; Hs.78457; solute carriBT family 25 (mitochondrial ; mitojcarrJrVNrtSS=N; 5.14 

41 1704; AI499220; Hs.71573; hypothetical protein FU10074; pWhase;TM=M;SS=tJ; 5.13 

422278; AF072873; Hs.114218; rnzzied (Orosophfla) homolog fi; F^Frizzted p 7tm^2;TM=Y;SS=M; 5.13 

454128; AL031259; HsJ67900; programmed cell death 2; zf-MYND;TM=M;SS=N; 5.13 

431322; AW970S22; rts.376626; gb:EST382704 MAGE resequences, MAGK Homo; nonejone; 5.13 

44475* T8391 1; Hs.1 1 881; transmembrane 4 supertamily member 4: rajne;TM=Y;SS=M; 5.12 

422867; L32137; Hs.1584; cartflafle olgorneric matrix protein (pse; tsp_3.EGF;; 5.1 2 

416498; U33632; Hs.79351; potassium channel, subfamHy K, member 1; ionJrans;TM=Y;SS=M; 5.11 

435494; AA720997; Hs.12B295; ESTe; rwne^_GLY,HCX)3^«^p,aycoJiydro_63,PH; 5.11 
W 419833; AA25H31; Hs.220897; Homo sapiens uyptophanyMRNA synthetes; WHEP-TRS,iraJA-«yriL1b l none: 5.10 

453387; AI990741; H s ,252809; ESTs; Na_Ca_Ex,none: 5.07 

413076; Ul0564;Hs.75iaa; wsel (S. pomte} homolog; plctnase;TM=M^S=N; 5j07 

456906; AF1 17646; Hs.156637; Cas^Br-M (murine) ectropfc retrovraJ b;zf.C3HC4»CbLr4CbLN2,aLf«;TM=r^SS=N; 5.07 
. 436746; A16B5815; Hs.184727; Human melanoma^ssoclaled antigen p97 (m; trarisferrin^GuaiiylateJdn.POZ.SKJ; 5.07 

°tZ> 44B520; AB002367; Hb.21355; doiblecorhn and CaM Wnase^lke 1; pWnfiso,DCX;TM^M;SS=N; 5 06 
413745; AW247252; Hs.75514; nucleoside jjtwsphorytesa; Mtep_PNP;; 5.06 

407235; D20559; Hs.169407; 8AC2 (sirppressorof acHn mutations Z y; nona p RlbosornaI S13LGala^LTp^,^hu^horl,zf-C3HC4- 5.06 
421369; NM_005DB9; Hs.171909; U2 small nuclear rlbonudeoproteln auxil; rrrn.*CCKHJect , njjiitegriruB;7liil=M;SS=K; 5.06 
412170: D16532; Hs.73729; very tow density lipoprotein recaptor. Id! jecepLa,k^jBcept_b,EGF;Tli#=M;SS=M; 5.06 
DU 442599; AF07B037; Hs. 324051; RslA^ssoc^ed Inhibitor; SH3.snlt;TM=*!;SS=N; 5.05 

421109; 132832; Hs.101842; AT^Wndine transcriptton factor 1; HMG14_l74 l cmBobox t zf-C2H2;TM=M;SS=M; 5,05 

453880; AJB03186; Hs.135121; ESTs, WeaWy similar to 138022 hypothec HSPTOLnone; 5.05 

431512; BEZ707H* Hs.2795; lactate dehydrogenase A; Mh,ldh_C k SH3,p1unase,UBA;TM=M;SS = N; 5,05 

43M11;AW444619;Hs.13B211;ESrrs;ru^k!na6e;5^4 

419088: A153B323; Hb.367688; Integral, bete 8; &fegrin_&none; 6.04 

425003; AF119046; Hs.154149; apurkiic^Bp^mW)nteendonudease(APEX; Troponln.Bto Bndo^hos t IQ;TM=M;SS=N- 5,04 

428378; AF1 19665; Hs.18401 1; pyrophosphatese (inorganic}; r^rapriosphates8;TM«r^SS=N; 5.03 

413073; AL038165; Hs.75187; translocase of outer rnttochondrial mwnbr; rMS20 f 2f-A20,VPS9;7M=M;SS=M; 5.03 
A(\ «™? !«?fS5i Hb-343258; pmTlferBfiori-a«socteted 2G4, 38kD; ParJlida5eJ^4^uriivTMplQnase,Recep^ 5.01 
OU 449574; AW444937; hs.233482; ESTs; C2,Pi-PLCY ( P|-PLr>X,none; 5.01 

445333; BE537641 ; Hs.44278; hypo9ietfcal protein FU1253B similar to; ras,arf,TK^ 5.01 

412133; U83460jHs. 104557; sotutecanterfamlly 31 (copper fcanspo; nor»:TM=Y;SS=N; 5.01 

446488; AB037782; Hs.151 19; KIAA13B1 protein; pWrtasa;; 5.00 
6* f^S 4 ^ ^Sf^ ubi[ Mfin / acavatfn0 enzyme El (A1S9T an; Trff^BACT.pkinase^GH-^UCH-l ^n^C2H2^-RenBP,G-p8teh; 5,00 

OD 4163S5;Ul5l31;rt5.79265;supp^owiofteriujrigenfcl^ ^ 

421351; AU076667; Hs.103755; retspky-flTteracting serlne-lhreonJne Id; CARD,p|?lnase;TM=M;89=N:4.99 

41321 9; AAS78200; Hs.118727; Homo sapiens cONA FU 13692 fls, clone PL; Hm.d8athjr>«^6A^l-WJiy*o; 4.98 

44200f7; AA301116; Hs.142838; nucleolar pTiosphoprabesi Nopp34: mn,lRKi; 4,95 

441085; AW136551; Hs.181245; Homo Bajjfens cDMA FU12532 tte, done MT; none^one; 4.95 
/U 426310; NM_0M909; Hs.1 69266; neuropapSde Y receptor Y1; 7tm_1;TM=Y;SS=M; 4.95 

4577 1 8; F18572; Hs.22978; ESTs. Weakjy similar to ALU4 JtUMAN ALU S; pklnas^pkiiase; 4.94 

408805; H69912; Hs.48269; vaccirBareiated kinase 1; pkMase;TM=M;SS-N; 494 

427541; A179B9Q3; Hs^75835; solute camar family 36 {CMP-sTaKc aci; nono^Diie; 4,94 

452702; AB037765; Ha J0652; KIAA1344 protem; 6iored;TM=M;SS=M; 4.93 
/ ^ 430713; AA351647; Hs^fi42; euksryotic translaton elongalion factor, GTP^EFTU.GTP ^EFTUJ>3,GTP^EFTU D2;; 453 

444838; AV651680; Hs.208558; ESTs; integrirLA,FG-GAP,none; 4.93 ^ 

440516; S42303; Hs.161; cadhertn 2, type 1, f^carfimrin (neuronal; HNH.cadherin.CadhwInjC tenn;TM*M;SS=N: 4.92 

421302; T34462;rl S .1D3291; neurldn; none;TM=M;SS=Y;4.91 
on 452291; AF015592; Hs.28853; CDC7 (cell division cycle 7, S. oereviiw; pWnasecTM=MtSS=Nt 4.91 
5U 408657; AA782JB01; HsJI78649; ESTs; B56,none; 4.91 

15STfS^i=2? 9D53: Hs.57664; Homo sapiens mRNA tell length insert cDN; IMPDH^C,lMPD?L^CBS,lntegriiuB.RfcH.BJectjri-4 91 

421462;AFOlW9S:Hs.1O4024;aquap^ - ^ hjwi«dw.«i 

424503; NMJM2205; Hs.149609; Integnn, alpha 5 (ffcronecfoi receptor,; integriruA,FG-GAP;Trv^Y;SS=N; 489 
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^S^^ M3 ^' 1W253:raa ^ H ^pna,none;4JB 

A?j£t' £5^£l, H Mopactoomo lautomerase; <»Xfl,SH^MIF ( GSTJ^F1G_domaki l GST^si l F2.Frta?ed^V€fc U lin 7tni2rrm PAP assocT^Y-*^- £ rr 

- 414821; M63835: Hs.77424; Re fragment of lgG T higJi affinity la, re; !g;TM=Y;SS=M; 4.88 
i? 41 1 ^ BE26904t; Hs.140452; cargo selection protein {mamose 6 phosp; perlETpIn;: 4.88 
a SSS SS5?2 llSSSPS ^P 0 *^ P* 016 * 1 FU2D596; DEAD,hefc a8 9^C.PRKAIP3:TM=M-SS=N: 4.67 
417089; H52280; Hs. 18612; Homo sapiens cDNA: FU21909 lis. clone H; valtage.CLC.CBS.none- 4,86 

S52IS5 5 i H Sf2S 8: ESTs ' Wfeddy ^^^alpha-IC^ F^phoolest.SomatomediM.Enctonudeese.none- 486 
1 U 453B64; AW021407; Hs.21C68; hypothetical protein; nona,qone; 4.88 

453082; H1883S; H3.3160B; hypoGiGfical protein FU20Q41; ion_trans;TM=Y;SS=M; 4.85 
1l55° 7; A,3S6293 : Ha.75339; Inosltcl polyphosphgrta phosphalaso-like ; SH^SAM.Ejoo endo pnos"485 
12S? iUSS^ S^ 72:Colla9en ' to* a ^ ha 1: Collagen.COLFI.TSPNJambln.G.OorA;; 4.85 
1 < ??S5 B: Hs - 334370; uncharacterfeed hypothalamus protein HBE; nene:TM=>M;SS=N: 4.84 

^J?S 2 ? hfe - 90061 : Progesterone binding proton; hemeJ;TM=Y;SS=M; 4.83 
Jhhm U8J061 ^^^ s ^ umcnan nel,nonvoltage-gaied 1 alpha; ASG7M=Y;S&=N; 483 

SSS ?«iS°!R J^Lf^ RbroS ^ J™"*™ conducive; AEC^tran^C^embraie,PRK 1 Ba C _e^ 0 rL^TM=Y;SS=N- 4.83 
M.? 9 £S^ 1 ^ 4 i prolan 10,1858 Q P^^B-^OPE^lKiplQn S5 B_a(^TM=^SS=Nr4?82 
->rv *5? 2: NM- 00526 * cycViHlependentklhase Inhibitor 2C (p1;ank;TM=M;SS=N : 4 61 

20 424490; AJ278016; H<l55565; ankyrin repeal domain 3; anl^pWr^e;Tr^=NM^1 

425743; BE396495; Hs.159428; BCL2-3S5Cclated X protein; Bd£TrA=Y;SS=N- 4 81 

450B83; NM_0Qt348; Hs.25619; death-associated protein kinase 3; pk?nasa;TM=M;S&=M; 4 79 
O S A 253 ff? 2 i£? 4; Hs.212680; tumor necrosis factor receptor sirperfami; TTlFRjc6;TM=M;8S=M 4 79 

22? £52^ ^ 561 °I KIAA12a3 7trru1^Bl l A2M l A2JOkTM=Y;SS^M: 4.78 

423519; T48691; Hs.249159; adrenergic, alphas, receptor; 7tmJ Jtm 2;TM=Y;SS=M; 4.78 
-X(\ ^W 727 ; ^.287632; myelin protein zeroJjka 1; ig.transrnemb™4;TM=Y;SS=M; 476 

438330; AW450572; rb.257316; ESTs; pkTnB3a.zf-C4f WC^inone; 475 
3D 410687; U24389; Hs.65436; tysyl oxWase-fike 1; LysyUxIdase;; 4.75 
4H165; NWL000169; Hs.69089; galactosWase, alpha; Malhiase;; 4,75 
425548; AA890023? Hs.1906; prolactin receptor; m3;T1*=Y;SS=M; 4.73 
434158; T66S34; Hs.14372; ESTs; adenylaleWnaa^iiona; 4.73 

4S9035; AW291 109; HS.332SS3; ESTs, Weakly similar to T3161 1 hypothelt; nor*£rftnT*osin head IO- 4 73 
40 409012; AL117435; H 5 .4972S; 0KFZP434I2! 6 proteh; PH.fihoGER^S 4J3 
434S03;TfiB231; H9.177S2; ESTs; SH3.Sorb.none; 473 

446342; BE298665; H&.14B46; solute carrier family 7 (catfanto amino ; none;TM=M;SS=N; 4.72 
427418; AA402587; Hs*35B667; 1AT1-3TM protein; nonevnone; 471 

45 ass^^^r^^™^ 4 - 71 

AF147204; Hs.69414cr^Wne{C.X-Gmollr) p ceceptor4(fij3; 7frr^1,71n^2;TM^Y;SS=M; 469 
453922; AF05330*Hs.367OB;b^ ' 
W 418558; AW082266: Hb.86131; Fas (TNFRSFb>associated via death domai; daath.OEO;; 4GB 
434164; AW207019; Hs.148135; serir^Uneonlne kinase 33; ptenase;TM=M;S8=N; 468 
IS™ 2 A ; I^S^ 88<rD9en 5lte associate; rwne;TM=M;SS=M; 468 

K^^f' dpba5 {flhrenectn receptor,; lnlegrin^.F6-GAP;TM=Y;SS^ 468 

il 7 ^Nl^002291;rfeB2l24;lafWnrn,beta1;l^ 

425976; C75094; fe*34514; UG22pn**v vdtage.CI^^SS^T ^ 

407844; AW073718; Hs.B037; ESTs; trans membrane4, none; 4.68 

450B56; AA010539; Hs.18912; unnamed protein product; zraH2;; 4.66 
*n A ^4^ H3,38207; Human DMA sequence from clone RF4-5301 15; nonB,none; 465 

OU 404287; ; ; FGENESH predicted novel CUB-domalq conla; none, none; 464 

ISPS' ?f 15??* Hs - 8146 °: >B supenamlly recepiDr UflR; lp^abcL9lyDop;Tft*,Y;SS=M; 463 

426680; AA32016O; Hs.17181 \\ adenylate kinase 2; adervlaletfr^T^M;SS=N; 463 

^«£i!i 9 i 2 ^!?;?^L Krai ! wnato transporterreteted proteh ; HC03_CDtransp;TM=Y;SS=N; 483 
fiS A^feSS. ^il 265 Sm ^^f^^^ phosphoprolein of; SH3 p PH;TM=M;SS=Nr463 

429150^120103; 1^197366; smoc^ned {[>o^ 
-7 A BE24332 * Hs^1233; tumor necrosis factor receptor suparfaml: TNFRc6.daath.liD0Dfctain S "nLTM=Y-£S=M- z fin 

400290; H18836; Hs.3160B; hypotfiefical protein FU20041; nonB,CyBjaioi; 459 
SSS? ^^Lt 9: , ^" 2i S5? 5: P° ias6lurn char " iaI . subfamily K, member 6; k)fLlrans;TI*=Y;SS=M; 459 
75 ^^:^i^7^ 5 «^2 B^an ^ W ! ny, ^«phata«ymhase 1; polyprenyLsynt^HjSS-N; 459 

myos,B PhosP^e. tarfletsubiinlt2; ank;TM=M;SS=M;458 
437212; AI765021; Hs.210775; ESTs; UDPGT.none; 4J5B 

43QM6; D4974^ Hs^41363; hyaluronan-binolng protein 2; anKc^2U5.EGF ( knngte,tiypsln,NebljliiLLlM" 457 

452069; AB028949; Hb.183994; KIAA1026 proleirc M e talloptiDs;T^MTsS^|- ^"P^ 0 ^™™^"" ^ 
«H j«Ml;AA345647; Hs.53263; hypolheacaJ protein FU13287; WEM0;; 455 
OU 43451 1; R20982; hfe.18106; ESTs; ptiRase,GfycoJiydro 39; 455 

410174; AA3060D7; Ks.69461; DKFZP434C245 profein- none^DSPc; 455 

A Af3 a^^^^^F 01 ^ prateJfl OKRD434J03ft pk5hBse.RIOl;TM s M;SS=N; 455 
451367; M923729; Hs^6322; cell cycle related kinase; pkmase;TM-M:SS=N; 454 
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lES^S 026 * ^'821 2B; ST4 oncofetal tropficblasl glycoprotein; LRR,LRRNT,LRRCT;TI*=Y;SS^M; 4,54 
411296; BE207307; Hb.10114; growth suppressor 1; 2a(54 r e{LOxy;TM=M:SS=M; 4,53 
439975; AW328081; Hs.6817; Inosine triphosphatase (nucleoside Iriph; Han1pJlks;TM^M:SS=N; 4.53 
43 1992; NM_.002742: Hs.2891 ; protein kinase C, mu; pWnase. DAG_PE-WfKJ.PH;TW=M;SS=M; 4.53 
443303; U67319; Hs.9216; caspase 7 r aDOptosis-related cysteine pr; pWn3seJCE^piaiCE_p20;TM=M:S^M: 4 53 
428005; AW302245;Hs.1 81390; cas^nkfnasel, gamma % pldn^ e ;lM=M;SS=M.52 
407775; NM_0Q4914; Hs.38772; RAB3S. member RAS oncogene family; ras r arf;TM=M;SS=N; 4.52 
435523; T62849; Hs.1109D; membrane-spanning 4-domains,subfaniay A; nonBjTM=Y;SS=M , 4^1 
447321: AW271217: Hs.281434; Homo sapiens cDNA FU1402S fc. ctone HE; none.none; 4.51 
1 U 405484; ; ; C3002124':gI|12737280|rBflXPJ06682.2| k; none;; 4.50 
443605; HQ5865; Hs. 1341 31; ESTs; eftiandjonjrans.nona; 450 

41r3869;AW5l6565;;gb:xq01d05.x1 SoaresJiHCeC.cervfcat tumo; nona.HasGAP.WWjQ; 4.46 
15 447898tAV^9638;Ks.1t2318;6.2kdprolCT;none l nona;4^8 

450607; ALQ5Q373; Hs.25213; hypothetical protein; SH3;T!*=rVtSS=N; 4.48 
41691ft XD7871; Hs.89476; CD2 antigen (p50) r sheep rod blood cell ; ig;TM=Y;SS=ftt 4.48 
424823; NML006226; Hs.153322; phosphoHpase C, epsffon; C2 1 PH l PI-PLC-Y,Pl-PLOX;TM=M;SS«lt 448 
426812; AF1D5365; Hs.172613; solute carrier family 12{poiBssiumfchk>; iKMe;TJUI=Y;SS=N;447 

ifS?? t^^t ££ 88931 E5Ts ' ^ caWlf * mVsr 10 A475B2 *«« B r * F«ri^*a8B^cepJL*niarn i YLP,non B ! 4.47 
435615; Y15065; Hs.4975: poiassiun voHage-gated channel KQT-llk; iprutrans.KCNQ!_chaniwl;TM^Y;SSsN; 4.47 
125l£ NW L 0{)2659 : Hs.179657: plasminogen activator, urokinase recepto; UPAIU.Y6 1 ET 1 PLA2Jn]i;; 4.47 
428727; AF078847; Hs.76452; general transcription factor IIH, polype; PH04>UW;TM=M:S8=N; 446 
4l27fift AW379Q30; HM1324; ESTs; (^.Cbl^ChLra.U^Scs^none; 446 

dc^S^ |] S -S^ 1 i> C ?- 04 L pro ?' ri: ?» som ^ M .PWna5e 1 PO^^ 4.46 
447434; R16B90; Hs. 137135; ESTs; pkjnsse.frtf.lgfpWnaseJnS; 445 

422010; AA3Q2Q49; Hs.31181; Homo sapiens cDNA: FU23230 fis, clone C; none,SDF.BugarJn 4.45 

414108; A1267592; HsJS/eijSFRSprolelnltlnasenanltPHpOxysleroI ^P p pWnase;TM=M;SS=N; 444 

1SS2 : SSS^^S^ 0 d Wro^vrtamJn D3) re; lwmxinB^z|.CHK^llo1Wo^5:TM^l;SS=K; 4.44 

SEEPS ^fP*^ 0 ™ sapnsns mRNA; cDNA DKFZp434L0827 ft ABCJran^BCjiiBinbranejTM^S^M: 444 
408113; T82427;Hs,t94101; Homo sapiens cDNA: FU2flBe9ffs,doneA; 7lm_3 ( none; 444 
436B23; AW749865; Hs,117077i ESTs, Weakly slmJIarto I3B022 hypotheti; aa_penneases,zf- 

J J 450505; NNL004672: Hs.2505?; plakophllln 2; Airnadfllo seg;TM=M;SS=N: 4.43 

437915; A1637993; Ha.202312; Homo sapiens clone N11 NTera2D1 teretoca; none.none; 4.43 

417412; X16896; Hs .821 12; Interfeuldn 1 receptor, type I; fc,TlR;TM=fttSS=rVf; 4v43 

445033; AV652402; Hs.72901; cyclfKJependBnt kinase Inhibitor 28 (pi; ank;; 443 
40 £2££? 1 ^^n WU nogtobu^lte leceptar, ; hosltoUVg;TM*M;SS=N : 4.43 

U 452124; AA454220; Hs.61 170; ESTs; pfctnage.none; 443 

422599; BE387202; Hs.116638; non-metasratk: cells 1, proton (NM23A) ; NDK.PrtOxysteroLBP;- 4 42 

416202; AW9S4492: He.169624; ESTs; rxme;TM=l*SS^ 442 a^sieiouJK,. 

441618; AW161697;Hs.294l5Q; ESTs; Y^phosphslase.DSPcnone; 4.42 

431423; AF072813; Hs.252B31; neticulon 3; RflfeilcD I Fz^ 1 kringle > pWn3ise;T^;SS^; 442 
453870; AW385001; Hs.8042; Homo sapiens cDNA; FU23173 fis r clone L; FG-GAPjntegrinJVW; 4.41 
421242;AW161386;H3.13561;hypr>^ ^ ^' 

456362; AW973003; Hs. 179909; hypoihefcaT protein FU22995; none;TNNM;SS=.M; 4+1 
419073; AW372170; Hs.183918; Homo sapiens cDNA FU 12797 fis. clone NT; death,ZU5;:441 
DV 43221 1; BE274530; B*273333; hypothetfcal protein FU10986; FGGY_C;TM=M;SS=^ 441 

^^S 7 i ^ -^317; sdute carriar family 16 (moncxarboxyic; sugar_tr;T^Y^S=N : 441 
45B0&7; AW341135; Hs.58104; ESTs; none.SH3,P!D; 440 

458248; BE407379; Hs.108082; ESTs, WeaWy similar to T31836hypotheB; C1q,Collagen;TM»M;SS=Y;440 

wSS^Sl^P^ 1 subfamfly C, memos; rrm.DnaJ f TPR;TM=^6S=N; 440 

4371B2; AW005505; Ha.6454; ftyroM hormone receptor cc actuating pr; bromodcmaln;TM=M;SS«N: 439 
453891; AB037751; Hs.301242; Homo sapiens mRNA fid length rnsert cDN; none.nona; 439 
442572; AI001922; Hs.135121; hypothetical protein FU22415^ none,HSP70: 4^9 
427337; Z46223; Hs.176663; Fc fragment of IgG, low affinity Ulb.r;lg;TM=Y:SS«Jyt437 
OV 445817; NAfl_003642; Hs.13340;htetone acetyHransferase 1; r»n*TM=M;SS=H; 437 

444895; AI874383; Hs.22891; soltAe carrier family 7 (cafionic amino ; ASC.dealh.TNFRjS; 4^7 
ISS^S 651108 ^ Ms.48924; KlM05l2g B neproduct;Al£X2; Amiaoino_3ag;TM=M;S8=M; 437 

SSJ^o 9 S? 8f S T ' , - W Sf y Bim ! arto ^^^WT;SH3.PDZ^anyl Q teJan.none;437 
A 4182B3; S79895; Hs.83942; calhepsin K (pyenodysostosis); Pfeptida3e_C1» 4,37 

417874; BE616160; Hs.82829; protein r^roslne phosphatase, non-recept; Y_phoaphat3se:TM=Y;SS=»N' 438 
400257; ; Hs.76366; ENSP0OO00OOQ452;BAD protein (BCL-2 bindr; nonB;TK&M;&=N; 436 
431476; BE612705; Hs.25E697; Nstidone triad nucteoffde-bindlng prote; HIT;; 438 
7fi Mld0 3 rca, ^ dBfined breast cancer anlfe none;TM^M;SS=M; 436 

/U 456629; AW89196S; R*367942; hfetone deaoetylaae 3; HSPBOiHATPase c^H^PBDjione- 436 
' 42771? SSSiil 8, . 1 . 8< i M6: (importrnj beta 1r Armadilto^seg7HEATJM=M;SS-M; 4.35 

SnS S death associated protein 3;n^b^DNA-bniding l PmBAKbn^oma^PHO,SET^T^ 4,35 
^51' 25S2ftft25 fibroblasl 0 row,n teto ro«ptor 1 (misr pkbase,lg,pkin a se I lg 1 p450.SET,PWWP; 435 

/ D 410726; A1823859; Hs.15936; ESTs; pMnase^Jsofnerase.none; 435 
43399ft AW135357; Hs.192374; ESTs; HSPSO.HATPasej^UDG; 4.34 

1^25 ESS^SPi "l* 34361 tfBteted tn °^ cancer t"™*' homolog} ; none;TM=M;SS-N; 434 
437103; AW139408; Hs.152940; ESTs; Cholinajtmase.none; 4 34 
RO ^^SL 885 Hs - 58425 I FYN^ndlng protein (FYB-120/130); SH3;TM=M;SS=N; 434 

2™? iJSJS? ^- 1TOl ^^^^^^nyi™rir»san^mavrru; uNqoffln;TM=M;SS=N; 433 
f™} Hf -374608; hypothefcal proton MGG5244: abbydrolase^;TW*tSS^; 433 

453308; AW959731; Hs.323099t ESTs; nOT^pktaase.Ai^ruecp; 4.33 
424893; AW295112; Hs. 153648; Homo sapiens cDNA FU13303 lis, done OV; SAM:: 4.33 
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444664; N26362; H3.11615: map kinase phasphatase-llke protein MK-S; DSPc;TM=M;SS=N; 4.33 

4296S5; U4B959; Hs.21 1532; myosin, light pdypeplHe fcinase: pWnase.fnS.ig.none; 4 22 

409121; AA902256; Hs.78979; Golgl epparahis protein 1; cys jfch.FGFR.none; 4.32 

430280; AA3S1258; Hs.237868; interieukJn 7 receptor; m3 ( none: 4.32 
J 423798; AF047033; Hs. 1 32904; solute carrier family 4, sodium bJrarbon; HC03_cotransp;TM^Y;SS=M; 4.29 

425654; ABO33022; Hs. 168654; KIAA1196 prolan; zf^C2H2;TM=M;SS=N; 4.29 

457500; NM_002759; Hs.274382; protein kinase, inlerferon-mduefclB dou; <fsm\pklnase;TM=M;SS=N; 4.29 

427127; AW602282; Hs^2265; pyruvate dehydrogenase phosphatase; PP2C,none; 4.29 

447191; NM.0U521; Hu.17667; SH3-dorrtain binding protein 4; SR3;TM=M;SS=N; 4.29 
1 U 408331 ; NMJM7240; Hs.44229; dual specificity phosphatase 12; DSPc;TM=M£S=N; 4J9 

441130; AI16D734; HsJ2B7604; Homo sapiens PNAS-129mRNA, ajmpteteods;BTB 1 r^ch,Kj3lra ) DSPg;TM=M;SS=t^4.2B 

430057; AW45D303; Hs.2534; bone mwpliocjenetk} protein receptor, typ; AcSvln_recp l pWn3se;TM=Y;SS=M;4,28 

430250; NWL016929; Hs,283021;chtoride3nlracsl|ular channel 5; none;TM=M;SS^N: 428 

406774; AW51B3B3; Hs.177592; ribosomat protein, large, Pt; 60s^ribosomei;; 4.28 
ID 41 3B09; L25Q51; Hs.851; hrtegrin, alpha E (antigen CD103, human ; vwa p 1ntegrin_AFG-GAP;TM=M;SS«Y; 4.27 

443960; AI093577; Ks.255416; hypothetical protein FU21996; TTL;TM=M;SS=N; 4,27 

427378; BE515Q37; Hs.1 77556; melanoma antigen. faml(yD t 1; MAGE;TM=M;SS=N; 4.27 

412204; A1125507; Hs.24937; ESTs; Ig.rrm.none; 425 

439506; A1361238: Hs.41136; ESTs; MAM,pklr^,N«leoplasrnin t iicJne; 426 
ZK) 451295; AI5S7212; He.17132; ESTs, Moderately slmlJar to I54374 gene ; pkin&se.DAGL^hd l pWnase_C,OPR 1 none; 4.26 

4524BB; N74921; Hs.184389; ESTs; none;TM=M;SS=M;426 

450973; ARM 2072; Hs.25732; eukaivotte translation Initiation factor; W2,MA3,MIF4G;TM=M;SS=N; 4.26 

462437; AA026237; Hs.181272; ESTs; Bmar^ionjraris.none; 426 

43B2Q4; AI589645; H3.128B90; ESTs; (ione,71m_1; 4.25 
I D 424756; AW504657; Hs. 152931; tarnin B receptor; ERG4_ERG24,FKBP;TM a Y;SS=N; 4.25 

430570; AI417SB1; Hs.292464; ESTs; 7tm_2,Fz,Fnz2led,none; 425 

445709; H02592; Hs.742B0; ESTs; PDZ,none; 425 

428134; AA421773; Hs.161008; ESTs; Armadillo jea.none; 424 

434149; Z43B29; H&244624; hypothetical protein MGC5469; none;7M=M;S&=l* 424 

425118; AU076611;Hs.154672; methylene tetohydrofdafe dehydrogenase; myb_DNA- 

bindfns.THFJ)HGJ*H,THFJ)H<^C^ 4 24 

433376; AI249381 ; Hb.741 22; caspase 4, apoplosi^related cysteine pr; CARD.lCE.pl 0JCEj»20;; 424 

44781 8; W79940; Hs.355279: Homo sapiens ctone 24670 mRNA sequence; none,piraiBse; 4.24 

450684; AA872605; Hs-25333; interieukln 1 receptor* type II; $g;TM=Y;SS*M; 423 
3D 435542; AA6B7376; Hs,351226; ESTs; Sl^g^na8e,Prispe(^(vRhoGEF,nons:423 

426224; BE085S60; Hs.374466; karyopherin tfmporfei} beta 2; Armadlto _seg,HEAT;TM-M;SS=N; 423 

413264 AU077055; Hs.2flS107; bacutovlraJ 1AP repeal-tonlaning 2;zraHW l CARD,BlR,oeath,lg;TM=M;SS=N; 422 

42191 7; AB028943; Hs.1D9445; K1AA1020 protein; BTB^f-C2H2,P13J^4Jdnase f PI3Ka;TM=M;SS=N: 4.22 

431239; AL039971 : Hs.251216; hypolhe&al protein DKFZp434A19B; 8H2,anlt,VWH2n 4.22 
4U 41 96B5; W760B3; Hs.134185; ESTs; none;TM=M;SS=N; 422 

431630; NM_002204; HS.265B29; integrin, alpha 3 (antigen CD49C, alpha ; FG^P^aboLalj^jntegrin^TI^Y^M; 4.22 

425177; AF127577; Hs.155017; nuclear receptor Interacting protein 1; none;; 4.21 

422219; AW978073; Hs.tOIQ; regulator of mfolk: spandte assembly 1; pkinase,none; 4.21 

450746; D82673; Rs.278589; genera! transcription factor II, i; nona.SH3.PX; 4.21 
43 426023; AL03B843; Ks374530; Homo sapiens cDNA: RJ23S02 fe. dona L; 

aajjejmeasBs.pyrldoxaLae^ 421 

416507; W60909; ; gbzrJ29g10s1 SoanjsJetaUiearUtoHHl9Wi tonJrans ( noite; 4.21 

411768; NFuL013371; Hs.71979; imerieuWn 19; IL10;; 421 

42S262; 0B7119; Hs.155418; GS3955 prolein; pWnase;;421 
D U 430035; NM-003463; Hs.227777; protein tyrosine phosphatase type 1VA, m; Y_phosphatase l DSPc;TM=M;SS=M; 421 

411789; AF245505; H6.72157; AdScan; lg,U?R,LRRNT l LRRCT;TM=M;SS=M;4.15 

416636; N32536; Hs.42645; solute carder fernlfy 16 {monocarboxyic; none.nona; 4.14 

419452; U33635; Hs.S0572; PTK7 profem ^rroslne Hnase 7; Ig.pWnase;TM=Y;SS=H; 4,13 
c c 431745; AW972448; Hs.163426; Novel FGENESH predpcted cadherfn repeal ; nonejicne; 4.10 
DD 4l696S;N26223^H3.l60436\-MCAG1;nor^HA^aW 

42EBBO; AA393167; Hs.41294; ESTs; Rone,none; 3.8B 

442438; AA99S998; Hs.370007; fibaw2€b03.s1 NCLCGAP jad5Htxnos^ter^«x>e,DNAajomDNAj»LB exo;3.B6 
41231 4 AA825247; Ha.3560B4; downstream of. 6 protenxnuptod recepto; 7tm_1;TM»Y;SS=M; 3.84 
448243; AW369771; Hs^676B8; Integrin, beta 8; tntegrii_P P none; 3.64 
OU 439318; AW837046; Hs.6527; G protein-coupted receptor 56; 7tm^CytC^3gm,GPS:TM=Y;SS=M; 3.61 
415999; M172179; Hs^94029; ESTs; none,none;3.60 
429466; MB5835; Hs.12827; ESTs; nonevnone; a45 

407863; AA335797; Hs.40499; dfeW<opt (Xenopus laevls) homolog 1; nane;TM=M;SS=Y; 3^4 
400517; ;;lBrtgsln;noTiB;TM=M;SS=N;ai7 

0:> Hs-1»«7; ^ 2 M 

42B158; NR4.001982; Hs.199067; v-ero-b2 avian erylhraWaslte leukemia v; FuriMltepWnase,RecepJoD^J^ M24- 2 84 

414521; 028124; Ha763rj7; nei^astoma, suppression of ujmorigenj; DANiTM^MiSS^; Z81 " ' 

424522; All 34847; Hs.149957; flbosDmat protefa S6 kinase, 50 kD, polyp; p^tese.phinase C;; 2.70 
43B167; R283B3; Hs.24286; qhamoHna bbdlng protein 2 (CC8P2), mRN; none;TM=Y;SS=M; 2.68 

/U 418688; AU076801; Hs^9436: cadhen'n 17, U cadherln (lltfer-4mesiin; cadher!n;TM=:Y^S=M; 2.17 

TABLE 23B 

_ . Pkey: Unique Eos probeset identifier numbsr 
/ C> CAT numoer. Gene cluster number 

Accession: Genbank accession numbers 

Pkey CAT Number Accession 

409745 MH1944-5 Bl030997AA921874AW18l3822Bt027862AI347618Al36l453AIOI3a754AW2^ BG01 2775 BG9973A2 AA2B6833AA1 50722 BI007625 

5U BI027854 B1009100 BI006275 BI00627O BI031000 B10298B4 BIO0B277 BKJG7627 BI006266 BI006991 BI006990 BI007763 BI007762 BC5997377 AA150780 BI033518 

Birj27818BGOl57B9BI033BO7AA341445 
417886 1031334_1 AA21 0987 D57294AA21 4584 AA20700B D56572 
2580163J A1926361AA834879AAB28995 
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418869 
416907 

TABLE 23C 



12789.14 AA229762AA230035 

1112245.1 W50909VV61051M76905BG959463 



Ptay: Unique number cones portdir>g to an Eos pro beset 

Ret: Sequence source. The 7 digit numbers fn this column are Genbank Identifier {Gl) numbers. TJunnam I et al.- refers to the publication entifled The DMA. 

sequence of human chromosome 2Z D Dunham Let al.. Nature (1999) 402:489-495. 

Stand: Indicates DNA strand from which eicons ware predicted. 

NLpositbn: IndJcates nudeolWe positions of predicted axons. 

Phey Ref Strand NLposIlton 

406400 925B29B Plus 1553-1712, 1878-2140 1 4252-438S,5922-S077 

403362 8571772 Plus 64099-64260 

404210 6006246 Plus 169926.170121 

404287 2326514 Phis 53134-532B1 

405484 5922025 Ptus 199214-199579.199672-199920,200262-20049 

400517 9796666 Minus 49996.50346 



TABLE 24A: 571 GENES UP-REGULATED IN HEAD AND NECK TUMORS COMPARED WITH NORMAL BODY TiSSUES 

vSS ^SS^L 571 L n f 8 ^ ^n^Jumoisccnipaied with normal body (Issues. These genes were selected from 59680 probesats on the Eos/Anymetnx 

^ cSA »b. ^ datafor ^ P robe£et fr ™ "* analysts was expressed as average taslty <AI), a r*rmdizedh ^Ti^eSr^^K 

Htay: Unique Eos probeset tdantftter number 

ExAccn: Exemplar Accession numb sr. Genbank accession number 

UnlgenelD: Unlgene number 

Unigene Tule: Unigene gene title 

R1: TOIh percentil e of Al for head and neck cancer samples vs. the 80th percenlfe of the Al far normal body tissues 



Pkey 


ExAccn 


UnigenelD 


421155 


H87879 


Hs.102267 


452401 


NM.007115 


HsJ29352 


434377 


AW137148 


HSJ306593 


438274 


AI918906 


Hs£5Q80 


401488 






448999 


AA151520 


H 933 4622 


423B67 


ALOB0207 


Hs.134585 


419569 


A1971651 


Hs.91143 


428505 


AL035461 


Hs.2281 


420602 


AF060B77 


Hs.99236 


445019 


A12Q5540 


Hs.281295 


452281 


T93500 


Hs.28792 


449722 


BE20OO74 


Hs.23960 


423575 


C16863 


Hs.163443 


424066 


AB510KJ 


Hs.102267 


44707B 


AW885727 


Hs.301570 


429597 


NM 003816 


Hs.2442 


409506 


NH-C0S153 


Hs.54589 


426471 


M22440 


rfe.170009 


41326B 


AL039079 


Hs75256 


419946 


AB041035 


Hs.93847 


451B07 


W52854 


Hs.27099 


442875 


BE623003 


Hs.23625 


452795 


AW392555 


Hs.16878 


420931 


AF044197 


Hs.100431 


416263 


NMJJ05429 


Hs.79141 


450221 


AA328102 


Hs^4641 


449101 


AA205B47 


Hs53Q16 


442611 


BE077155 


Hs.177537 


438533 


AI440266 


Hs.170673 


414132 


AI801235 


Hs.48480 


447164 


AFD26941 


Hs.17518 


402047 


AK001921 


Hs.169675 


414972 


BE263782 


Hs.77695 


452943 


8E247449 


Hs^1082 


416661 


AA634543 


Hs.79440 


427099 


AB032953 


Hs.173560 


449318 


AW23G021 


Hs.78531 


416345 


AJ001695 


HSJ241407 


41507B 


NM.000&57 


Ha 77890 


414142 


AW368397 


HG.150042 


432865 


A1753709 


Hs/| 52484 


431Q08 


M30703 


Hs.270833 


411750 


BE562298 


Hs.71827 


418612 


AB0377B8 


Hs.224961 


43B394 


BE379623 


He.27693 


452198 


AI097560 


Hs.61210 


423020 


AA383092 


Hs.1606 



Unigene TWe 
lysyt oxidase 

tumor necrosis factor, alphamduced pro 
HomoeeplBns cDNA FU11382 ffs, done HE 
ESTs 

hypothetical protein M6D4485 
DKF2P434G232 protein 
Jagged 1 (Alaglle syndrome) 
chiomograrfn B (eecretogranta 1) 
regulator of G-proteJn signalling 20 
ESTs 

Homo sapiens cDNA FU11041 fis. done PL 
cydin B1 

Homo sapiens cDNA FU1 1576 fls, clone HE 

Jysyl oxidase 

ESTs 

a dsintagdn and rnetalk^rotemase doma 
NCK adaptor protein 1 
transforming growth factor, alpha 
regulator of G-proteln signalling 1 
NADPH oxidase 4 

hypothetical protein FU23293slmffarto 

Homo sapiens done TCCCTA00142 mRNA sequ 

hypothetical protein FU21620 

small inducible cytokine B subfamily (Cy 

vascular endothellat growth factor C 

cytoskeJeton associated protein 2 

G protein -coupled receptor 

hypothetical protein DKFZp761B1514 

ESTs, Weakly sTmilarto T24832 hypothetl 

Homo sapiens clg5 mRNA, partial sequence 
hypothetical protein MGC255Q 
KJAA0008 gene product 
hypothetical protem FU1D525 
IGF4I mRNArbindlng protein 3 
odd Qz/ten-m homolog 2 (Droeophfla, mo us 
Homo sapiens, Similar to RIKEN CDNA5730 
serine {or cysteine) proteinase InhlbHo 
guanylale cyclase 1, soluble, beta 3 
Homo sapiens cDNA FU14438 lis, done HE 
ESTs, WeeHy similar to I3B022 hypoM 
amphiregulin (schwanno ma-derived growth 
WAA0112 protein; homolog of yeast ribos 
cleavage and poiyadenylofion specific fa 
peplkjylprolyl somarase (cycloplillinH 
ESTs, Weakly similar to 138022 hypothec* 
feprtcanon protein A3 (14kD) 
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R1 

166.00 

156.00 

80.00 

23.00 

121.00 

126.00 

13.00 

98.00 

100 

35.00 

93.00 

270.62 

9.81 

373.00 

200.00 

184.00 

177.00 

170100 

moo 

155.00 
140.00 

moo 

111.00 

109.00 

106,00 

95.00 

92.00 

9Z00 

86lQO 



65.00 
83.00 
80.00 
74M 
7400 
71J00 
70,19 
66.25 
66.00 
64.00 
63.00 
60.00 
56.00 
57.00 
57,00 
54.00 
54.00 
49.00 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



422426 


W79117 




406747 


AI926153 


Hs.2 17493 


445628 


F05602 


Hs 81907 


431806 


AF186114 


Hs.270737 


452909 


NM_015363 


Hs.309B5 


432226 


AW1 82766 


H3.273558 


453027 


L49054 


Hs.85195 


443354 


AW970672 


Hs.9247 


41G049 


AI970S36 


Hs.16603 


431494 


AA991355 


Hs.29B312 


433B59 


AW89675B 




426753 


T89B32 


Hs 170278 


400792 


AA635062 


Hs.50094 


402034 






424073 


UD3493 




45B424 


AI0B4O49 


Ha.206761 


435159 


AA6S8879 


Hs .116649 


409269 


AA57G953 


Hs.22972 


444361 


YV76027 


his 23920 


439128 


A1949371 




420795 


AA323037 


Hs,12B645 


422505 


AL120852 


Hs 124165 

■ TO* P fc" 1 OO 


434828 


D9Q070 


Hs.96 


410561 


BE540255 


Hs fi9M 


423035 


AW449B79 


• 1 out OS 


417655 


AA7BQ791 


H&14014 


414869 


AA157291 


Hs.21479 


453049 


8E537217 


fJa.OVOHO 


417801 


AA417383 




435243 




Hr 9fii^m 


431211 


M66849 


Ha 


407746 


AK001962 


Hs 3R114 

rS3fdU 1 IH 


416498 


y 335 32 


Hs.79351 


414231 


A14660Q4 


Ufc 77RQRA 


426227 


U6705a 


iB. Jap 


439452 


AA918317 


Hs 57987 

lUtwl 4XJT 


439399 


AA115B11 




417791 


AW965339 


Ha.1 11471 


436466 


AA742221 




432731 


R3117S 




429903 


AL134197 




435039 


AW043921 


Hs 130536 


419743 


AW40B762 


Hs^S57 


457001 






450664 


AA872805 




422440 


MM CG4B12 


Hs 11R794 

■ fa* P lof t*» 


458531 


AA36771B 


no* i wSUuw 


416065 


BE267931 


n>.J 033D 


411366 


X72S25 


Un CQ7CO 


419750 


ALD79741 

rU-W 1 Jit 1 


Ue 1A311A 

iISk IOOL 14 


429370 


C19097 


Ha RQ7TIQ 


429921 


AA526911 


He ft9779 


449467 




ns. 


453102 






453637 


HkLDD25&9 




400269 


X07820 




418007 


M13509 




428366 


BE44D042 




423227 


AA321B49 


tie ?Mfl 


450375 


AAOQD647 


Hs.6850 


427*ifi^ 


D31152 




424717 


HO 3754 




424735 


U31B75 




420159 




HsQ$7fl5 


415511 


AI732617 




406467 






422330 


UOUrQO 


ns.i ISZO J 


452461 


N78223 


ITS. IVK3 JUD 


415542 


R13474 


lie OOfttftS 


413324 


V00571 




431571 


AW50048S 


HS.18061Q 


443211 


A112B3Q8 


Hs.143655 


451844 


T61430 




441877 


AW273B02 


Hs.11340 


430926 


AW014B75 


Hs.137007 


432015 


AL157504 


Hs.159115 


421103 


A1625835 


Hs.27104 


44B062 


AW295923 


Hs.255472 


432222 


A1204995 




421577 


BE465451 


Hs.105925 


421187 


NMJJ14721 


Hs.102471 


4DB908 


BE296227 


Hs.250822 


437214 


BE092336 





ESTs 

anrtexin A2 
ESTs 

rumor necrosis factor (ltgsnd) superfami 
pannennl 

phosphate cytidylyltransPerase 1, dioliii 

myeJokl leukemia factor 1 

protein kinase, AMP-adTvatsd, alpha 1 c 

hypothetical protein FL113163 

hypothetjcaf protein OKFZp434A13l5 

ESTs 

ESTs 

Homo sapians mRNA; cDNA r>^Zp434O0515 (f 

gap juncffon protein, alpha 7, 45kD (con 

EST* 

ESTs 

hypothetical protein FU13352 
hypothetical protein FU11105 
ESTs 

sorting nexin 16 
ESTs 

phonbd-1 2-myrtetatB-13-acDlflte-induced 
Homo sapiens cDMA; FU22044 fis < done H 
asapiens XG mRNA (clone PEP11) 
hypolhelical protein FU14813 
lifamuclein 1 
ESTs 

Integral, beJa-Roa 1 {wim EGF-lkerep 

hypothetical protein dJ4 340 14.3 

gap junction protein, beta 2> 26fcD (conn 

hypothetical protein FU 11100 

potassium channel, svbfamlry K, member 1 

hypothetical protein FU12929 

Human protelnaee activated receptor^ mR 

B-cell CLLflymphoma 11B (zinc finger pro 

ras homotog gene farril/. member E 

ESTs 

ESTs 

fibnxiecUn 1 

cyclm-dependentklnase 5, regulatory su 
ESTs 

Homo sapiens cbnB 2441 6 mRNA sequence 

vitamin D {13- o^ydroxyvitarnln 03} re 

interlaufdn 1 receptor, type I! 

aWo-feeto reductase family 1, member B 10 

ESTs 

pidHaraQne cell nuclear antigen 
desmocoPin 1 

Homo sapiens cDNA FU 14236 fis, clone NT 
glutamate-cystelne lioese, modifier subir 
ccllaoen. type XI. alpha 1 
ESTs 

frizzled iDrowphHa) homolog 10 
BH-prc^ocadhenn {brain-heart) 
matrix metalloprotelnass 10 (stromerysm 
mabix mstalioprctefnase 1 (interstitJal 
matrix metaltoproteinase 3 {slromdysin 
small inducible cytoftme subfamJty B {Cy 
a distntegrei and metafloprotctnaaa doma 
ooltegen, type X. alpha 1 (SchmW malaph 
wingtess*type MMTV integration site fami 
snort-chan alcohol dehydrogenase family 
Homo sapiens cDNA; FU21245 fis, clone C 
ESTs 

eptegufin 
transcription factor 

ESTs. WsaWy similar to I36022 hypolhefi 
cort co tropin releasing hormone 
splicing factor prdine/y ubrrine rich ( 
ESTs 

gb:yc06a03^1 Stratagenelung (937210) H 

hypolhelfcal protein FU23047 

ESTs 

Homo sapiens mRNA; cDNA DKFZp566O0724 (f 
Homo sapiens mRNA; cONA OKFZp667D226 (fr 
K1AA1643 protein 

gb:an03c0ax1 Slratagene sctuzo brain SI 
slngie-minded (Drosophlla) homotog 1 
KIAAOOeOgenB product 
aedneflhreonlne kinase 15 
ob;IL2^T0734-24040CK)72-A12 BT0734 Homo 
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49.00 

46.00 

46.00 

44.00 

43.95 

43.00 

43.00 

43.00 

42.00 

40.00 

38.00 

37.00 

30.00 

35.00 

34.00 

34.00 

33.00 

32.00 

31.00 

29.20 

26.00 

25.00 

24.00 

22,10 

19.00 

19.60 

17.37 

16.00 

14.00 

13.00 

10.60 

10.D0 

9.60 

9.00 

8.09 

8.07 

8.07 

8.04 . 

7.23 

7.00 

5.1B 

5.00 

4.25 

4,24 

3.74 

3.19 

3.00 

253 

1.00 

1.00 

1.00 

100 

1.00 

1.00 

1.00 

517.00 

616.00 

226.00 

278.00 

£6.11 

264.00 

124.00 

1.00 

1.00 

1^0 

141.00 

96.00 

159,00 

1.00 

1.00 

7.60 
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Pkey: Unique number corresponding to an Eos probeset 

Ret; Sequence source. The 7 drgH numbers En this column are Genbank Identifier {Gl) numbers. "Dunham I. et al." refers to the publication entitled The DNA sequence of 

human chromosome 2Z" Dunham I. et al, Nature (1999) 402:469495, 
Strand: Indicates DNA strand from which axons were predicted. 
NLposhkm: Indicates nucleotide posiBors of predicted exons. 
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9436267 


Minus 


26009-26178 


403478 


995B258 


Plus 


116458-116564 


403715 


7239669 


Plus 


85128-85292 


403903 


7710671 


Minus 


101165-102597 


404148 


9B63703 


Plus 


7821 8-7841 8,79571-79709 


404296 


9944263 


Minus 


73591-73723 


404440 


7526051 


Plus 


80430-B15B1 


404675 


9601324 


Phis . 


96588-96732,97722-97631 


404927 


7342002 


Plus 


68690-69553 


404977 


3738341 


Minus 


43081-43229 


404996 


6007690 


Plus 


3799^8145.38652-38998,39727-39872,40557-40874,4235142450 


405033 


7107731 


Mnus 


142358-142546 


409064 


7658416 


Plus 


81207-61416 


405494 


8050952 


Minus 


70284-70518 


405531 


9665194 


Plus 


35602-35803 


405646 


4914350 


Plus 


741-969 


405770 


2735037 


Plus 


61057-82075 


409932 


7767812 


Minus 


123625-123713 


466081 


9123861 


Minus 


38115-38691 


406117 


9142932 


Plus 


54304-54584 


406360 


9256107 


Minus 


7513-7673 


406467 


9796551 


Plus 


182212-182958 



TABLE 25A: 691 genes unregulated In head and neck cancer relative to normal body tissues 

Table 25A lists about 691 genes upreg dated In head and neck cancer relative to normal body tissues that are Italy to encode proteins emanate to modulation by small molecules, 
peptides, or anybodies* These genes were s elected from 53600 pro besets on the Eos/Affymelrix Hu03 Genechip array. Gene expression data for each probeset obtained from this 
analysis was expressed as average Intensity (A1), a normalized value reflecting the relative level of mRNA expression. The protein products of tee genes often contain one or more 
domains imfcab've of have oncogenic function or of transducing Intracellular signals, or of being modutatabla by small molecules, peptides, or aitibobles {&g. pkinase, death-domain 
7UT), phosphatase, ortonjransrjortar). Certain predk^ proiain dgmams are rioted, 

Pkey: Unique Eos profaeset identifier number 

ExAcgtc Exemplar accession number, GenBank accession number 

UnJGenelD; UnlGene number 

Pred.Prot Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y» very likely to contain; =M f 

Skely Id contain; other protein domain abbreviations are from PFAM (Nucleic AcWs Research, 2002, 30:276-280). 
UnlGene Title: UnlGene gene tffle 

*H 85th percentile of head and neck cancer Ala divided by the 50th percentile of normal tissue Als, where the 10th percentile of al normal tissue Als was 

subtracted from both the numerator and denominator 

Pkey; ExAccn; UnJgenefD; Urtfgene TiHa: Pred.Prot Domains; R1 

422168; AA566894; Hs.1 12408; 8100 cakkinvbrnrftng protein A7 {pscrias; eftBiuJ.SJ00;TM*M:SS-N: 46,26 
40S522; AI541214; Hs,4B320; Small protSne-rich protein SPRK [human, ; none.Corretih; 40.37 
417366; BE185289; Hs.1076; small proBn&rtch protein 1B (comtflnfc Cornlfln;TM=M:SS=N: 39.94 
4017B1; ; ; Target Exon; fllamentTM=M;SS=r^ 29.74 

42215B; L10343; Hb.112341; proteasa inhHtor 3, sktivderived (SKAL; wap;TM=M;8S=Y; 29.54 
401780; ; ; NM_005557*:Homo sapiens keratin 16 tfbca; filarnentfifamerrt 26.58 
424098; AF077374; Hs. 139322; small prcWrte-rich protein 3; C0mifin;TM=M;SS=N; 28.55 

421948; L42583; Hs-334309; keratin eATfilflfnerrlRrwGAP.IN 25.74 

428471; X57348; Ks.184510; stratffln; 14-3-3:TM=M;S8«r4; 23.65 

417079: U65990; Hs.81134: interteuWn 1 receptor antagonist; H_1;; 21.02 

421574; AJ00G152; Hs.105924; defensin, beta 2; Defensln_beta;TM=M;SS=M; 20.83 

409301; AF237621; Hs.80826; keratin 1 (eptderrnotytte rryperlwetosle); filarrar^P.UvrD-t^fcaseTBCAjTM^M^N; 20.72 

433091; Y 12642; Hs.31S5i rymphoeyte antigen 6 complex, haa D; UPAfU.YB,tp^Ai^rruBcp;TM=M;SS=Y; 19.63 

445292; AF081497; Hs.279682; Rb type C gfycoproteb; Anv™iurrUransp,FE^Tr^Y;SS=M; 19,53 

4207B3; AI65983B; Hs.99923; lectin, gatactosWe-bindlng, soluble, 7 ; Gal-fafntUecUn;TM=M;SS=N; 19.12 

407788; BE514982; Hs.38991: StOOcalctunvUnnTng protein A2; efhand^JOQ^S.IOO.eihand; 17.93 

416091; AF29537D; Hs_2B30B2; defaram. beta 3; Derans^Jjeta;TM=*t5S=tt 17.63 

43121 1; M86B49; Hs.323733; gap junction protein, beta 2. 26kD (conn; connexln;TM=Y;SS=M; 1 6.94 

429269; AA42045O; K3.3BO0B8; Plakophlln; noriB.none; 14.92 

417515; L24203; Hs.82237; ataxia-tGlangiecfcasla group D^ssc«BlBd;2f-BJic«^f-\JBR1;™=M^S=N; 14.75 

423834; AW959908; Hs.1690; heparin -binding growth factor trading pn norre;Tto=M#S=M; 14.45 

418007; M13509; Hs,B3l69; matrix metaUoprotelnase 1 (totersWal; hemop^n^pMaseJ^10/s1acin ( PG„b1ndlng_1;; 13.02 

409632; W74001; Hs.55279; serine (or cysteine) proteinase InhihoToc serpen- 12.62 

406621; X57809; Hs.181125; Imnwnogfoc-iiin lambda locus; ig T HSP70Ppx^ppATM=M;SS=N; 1281 

431958; X63B29; Hs.2877; cadherin 3, type 1. P-cadherin (placenta; ca*ierin.Cadher&uCjfirm;TM=Y;S8=M; 1245 

446921; AB0121 13; Hs.16530; small inducible cytokine subfamily A (Cy; IL8: 11.71 

401760: ; ; Target Exorq nona,bromodomBin; 1 1.68 

407833; AA045144; Hs.161566; ESTs; camenn.csdherin; 11,65 

454034; NM-.Q0D691; Hs.575; aWehyos dehydrogenase 3 fara^ 1156 

444781; NMJ) 1 4400; Hs. 11950; GPt-anchcred rrota^ts-assoclated prota; UPARJY6,lactamase_B; 11.31 
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453857; AL080235; Hs.35861; Ra^Jnduced senescence 1 (RIS1); none;TM=Y:SS=M; 11.03 

424012; AW36B377; Hs.137569; tumor protein 63 JcDa with strong homolog; SAM,P53;TM^M;SS=Ni 10.75 

43053O; AW269920; Ks.2621; cyslatto A [stefln A); cy5fcrbn;TM=M;SS==N; 10,58 

419693; AA133749; Hs.30135fc FX*D domain-containing Ion transport reg; ATP1G1_PLM_MATB;1TW=Y;SS=W; 10.30 
D 411 274; NM.002776; Hs.69423; IcaJfikran 1ft; irypsin;TM=M;SS=N; 1 0.25 

441633; AW968S44; Hs.1 12242; normal mucosa of esoptiegus specific 1; none;TM=M;SS=M; 9.84 

446989; AK001898; Hs.16740; hypothetical protein FU11038; none;TM=Y;SB=N; 9.74 

402075; ; ; ENSP0ffl0O251O66*:Plasma membrane calcium; none;; 9.50 

444381; BE387335; Hs.283713; hypothetical protein BC01424S; Collagen;TM=M;SS=M; 9.50 
I 0 431009; BE149762; Hs.48966; gap Junction protein, tela 6 (connexin 3; connesdn;TM=Y;SS=M: 9.48 

439310; AF086120; Hs,1 02793; ESTs; case'njtappa.ptonase.fc.none; 9.43 

414987; AA524394; Hs.294022; hypoihelical protein FU149S0; SH2;TM=M;SS=N; 9.33 

418004; U37519; Hs.87539; alderivde dehydrogenase 3 family, member ; ddedh;TM=M;SS*M; 9.14 
. _ 408000; Ul 690; Ks. 198689; bullous pemphigoid antigen 1 (230/240kD}: emarri£pectfn,(^2,SH3Plecfln 1 RA.X^ 
15 LZ,M > ldh_aCKA1P3;TM i =M;SS=M;9.12 

451541; BE279383; Hs.26557; ptakophilin 3; Armadaio_seg;TM=M;SS^; 9.11 

425650; NMJ»1944; Hs.1925; desmogleln 3 {pemphigus vulgaris antigen; cadherin;TM=M;SS=M; 8.66 

452240; AJ591147; Hs.61232; ESTs; non^nona; a.57 

42922B; AI553633; H3.356B28; ESTs; none.none; 8.46 
20 400289; X07820; Hs.2258; matrix metal lo proteinase 1 0 (stromBlysin; hamcpaxin.PeptidaaeJ^lu^stadn;: 8.44 

425071; NfvU>13989: Hs.154424; dekxflnase, lodothyrojiine, type ll;T4_deiodinase;TM=M;Sfi=Y; B.1S 

407242; M18726; ; gbrHuman nonspecific crossreacling anEg; 1g;7M=M;SS=M; 8.05 

407944; R34008; Ks. 23 9727; desmocolftn Z <^herfn,Cadha^n_C_tsfTn.HBnta_G2;TI^=Y;SS=M; 7.90 

413278; BE563085; Ffc.833; Interteron-sUinulated protein. 15 kDa; uWquitirc 7.82 
ZD 428330; L22524; Hs.2256; matrix metarloproteinase 7 (maJrilysH ; PeptjdaseJrflOs 7,82 

417308; H60720; Hs.81892; MAA0101 gene product none;TM=M;SS=N;7.77 

413753; U17760; He.75517; laminln. beta 3 (nicdn (125kD), kaJlnln; !am1ntn_f GF,lamMn Jfterm;; 7.76 

423217; NMJJ00094; Hs.1640; collagen, type VII, alpha 1 {epMermrtys; Kunrfe^BPTI,fr^vwa,CdlagOT.r^ 7.71 
_ _ 430686; NMJJ01942; Hs.2633; desmogleln 1; cadrOTrvCerfierin_CjBfro;TM=Y;SS=M; 7.69 
30 412270; AC005262;HsJ3797; guarraie nucleotide binding protein {G pr; &alpha,arfJM=M;SS=N: 7.54 

428484; AF1 04032; Hs.184601; solute carrier family 7 (caflonfo amino ; 

aaj>emTeases,pyrWoxaljdeCg^ 7.53 

41B563; AK001 100; Hs.41690; oesmocollin 3; cadherin,Cadliefin_C_term 1 none; 7.30 

452281; T9350Q; Ha.2B792; Homo sapiens cDNA FU11041 Us. done PL; TGR^propeptWeJGF-beta.none; 7.28 
3D 42921 1; AF052693; Hs.198249; gap function protein, bete 5 (connexin 3; connaxii;TM=Y;SS=M; 7.26 

412719; AW016610; Hs.816; ESTs; none^ne; 7.t7 

44S619; AU076543; UsJ3\ 3; secreted phosphoprotetn 1 (osteoponHn, ; OsteoponHn;; 7.10 

423961; D13G66; Hs.136348; periostin (OSF-2os); Fasclclbi;TM^M;SS=*t 7.09 \ 
. _ 427666; A1791495; Hs.180142; catmodulin-llkesfctn protein (CLSP); e4hand;TM=M;SS=N; 7.0B 
40 431846; BEM9924; Ks.271580; uroptaxm 1 B; transmfimbrane4;TM=Y;SS=M; 7.06 

423673; BEO03O54; Rs.1695; mafrixmetalloprateTnase 12 [macrophage ; hBmopewn.PeplidBseJil1Q;TM=M;SS=M; 7.03 

401747; ; ; Homo sapiens keratin 17 (KRT17); none.bromodamatn; 7.01 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase lena; SAM_PNT,none; 6.98 

429002; AW24B439; Hs.2340; Junction pJakoglobln; AmiadlBo_Beg;TM=rVtS^N; 6.96 
4D 432239; X81334; Hs.2936; matrix metaltoproteutase 13 (ooHagenase; hemopexin.PepSdase _M10r. 6.87 

417715; AW969587; Hs.86366; ESTs; non*,nor»; 6.72 

422440; Nl4_004ai2; Hs.1 16724; aJdr>*eto reductase family 1, member 810; aWoJeLred,R0K;TM=M;SS=N; 6\50 

429359; W00482; Hs.2389; matrix metelloprotetnase 14 |membrane-ln; hemopexinPeotid33e_M1D;TP*=M;S5==M; 6.39 
_ 418644; MB2982; Hs.1200; arachidonate 12-tjpoxygensse; |poxygflnase,PLAT;TM=M;SS=N; 6.38 

50 420039; t^W4605; 1^376147; sUfetr^sfa^ 

425397; J04O88; Hs.t56345; tepoisomerase (DKA) U alpha (170kD); DNA_fl vraseB p DN ^topotscx^HATPasa.c,- 6.35 

442599; AF07B037; Hs.324051; RetA-assoclated inhibitor; sm,ank;TM=M;SS=N; 6 JO 

409420; 21 5Q0B; 1^54451; lamTnln. gamma 2 (ncein (1O0kD), kaftil; lamlrtn_B,lamInJruEGF;; 6.28 

424364; AW383226; Ha.163834; ESTs,VveaWyslrrilartoG0l763at^^ 
55 414812; X72755; rte.77367; mcnotdne Induced by gamma intarferon; H8;TM=M;SS=Y; 6\23 

424687; J05070; Hs.151 73B; matrix melaDoprotelnase 9 (gaJaUnase B; tnZ^emopexlri^efjtltJase^MI 0- 6.22 

443426; AF0981 58; Hs.9329; chromosome 20 open raacfing frame 1; none;TM=M;S&=N: 6l21 

428970; BE276B91; Hs.19469l; re«no(c acsd induced 3 (RAIG1); metabo; 7im L .3;TM=Y;SS=M' 6.1 2 

423017; AW178761; Ha.227948; serine (or cysteine) proteinase Inhlbltoc eerplrr,; 6.08 
60 424634; AK001432; Hs.153408; Homo sapiens cONA FU10570 fia, ctae NT; rxne,rona; 6.0B 

426440; QE3B275B; Hs.169902; solute carrier family 2 (Tad Stated ghi; sugar^tr;TM=Y;SS=M; 6.04 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens eecretoglobuu fa; none;: 5.81 

439223; AW238299; Hs.250618; UL18 binding protein 2; ldUecerXj.PKD^HC^I;TM==fv«;SS=Y;5.77 
, _ 418054; NNLQ02318; Hb^3354; tyayloxidasa-Bke 2; SRCHiysyLoxidase;Trvr=M;SS=M; 5.72 
65 454098; W27953; Hs.217493; Plakophifa; non^none; 5.71 

417900; 8E2501Z7; Hs.62906; CDC20 (cell dlvls ton cycled S.cerevt; WD40;TW=M;SS=N; 5,70 

435S05J AF200492; Hs.211238; IntflrteuWrhl homotog 1; IL1;TM=M;SS=N; 5£9 

406685; M1B728; ; gb;Human nonspecific crossreactjng antig; lfl;T W=M;SS=M; 5.67 
_ 430280; AA361258; Hs.237668; mlerteuldn 7 receptor; th3,none; 5.63 

7U 430486; BE062109; Hs.241551; chtoride channel, calcium activated, fam; nona;TW=Y,SS=M; 5.61 

449722; BE280074; Hs^3S60; cyclin HI; cvrinn^yclin_C;TM=M;S8=N; 5.61 

439B06; W79123; Hs.58561; G proteir^oirpled receptor 87; 7tnv1;TM^Y;SS=M; 5.60 

452662; AW378065; Hs.8687; ADAMTS2 (a dkMegrln-flk© and metallo; PepJMI 2B_ptopQp l tsp_1 ( Reprolysici l none; 5.58 
_ 433652; VTO7162; Hs.150826; RAB25 RAB25, member HAS oncogene family; ras,ABCjran 1 8rf;TM=M;B&=M; 557 
ID 41129S; BE207307; Ha.10114; growth suppressor 1; 20G-FelLOxy;TM=M;SS=M; 5^5 

433848; AF09571S; Hs.93764; carboxypepb'dase M; ZrLcarbOpepiPropep JA14;; 5.54 

416819; U77735; Hs.80205; ptm-2 oncogene; pMnaeer. 5.48 

428368; BE440042; Hs.B3326; matrix metstoprateinase 3 (stromerysln ; nemoDexfn,Peplidase_M10.Astac^^ 6,47 
_ „ 452747; BE1S3855; rte.61460; lg supertarnily receptor LNIR; ig.Rhabd _gtycop;TM=Y^S=M; 5.46 
OO 444946; AW139206; Hs.156457; hypothetical protein FU22408; abhyflroIase,abhydrdaaB_2;TM=Y;SS=M; 5.42 

413719; BE439580; Hs.75498; smaJI indudble cytokine subfamBy A (Cy; IL8;: 5,35 

445033; AV652402; Hs.72901; cycBn-de pen dent kinase InNbitor 2B {pi; Bnkn 5^8 

41B462; BE001596; Ha.B526S; integrin, bote 4; fa3Jrrl^rin3^^ta.eGF;TM=M;SS==fvt 5^6 
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429554; NfcL012275; Hs.207224; rnterleuk|n l.deJta; IL1;TM*M;SS=N; 5.14 
42150B; NMJKM833; Hs. 105115; absent in melanoma 2; PAADJWPIN ( HIN;TM=M;SS=N; 5.13 
439979; AW600291; Hs.6623; hyrxrthe&al protein RJ1O430; none:TM*M;SS=N; 6.11 
427099; A8032953; Hs.173560; odd OzAen-m homofag 2 (Drosophlla, mous; NHL;™=M;SS-N; 5.1 1 
5 428227; AA321 649; Hs.2248; small inducible cytokine subfamily B {Cy; tL8;TM=M;SS=Y; 5.0B 
436396; A1683487; Hs.152213; wingless-type MWTV mtegrataon site faml; wnt.nona; 6,07 
406690; M29540; Hs.220529; carelnoembr/onic an&geiwelated cell ad; ig;TH=M;Sfr*t 5.05 
453905; NMJ»2314; Hs,36566; L1M daman kinase 1; pWn3se,UM.PDZ.^PARP;TlYN^SS=N; 5.04 
414035; Y0063D; Hs.757 1 6; serine (or cysteine) proteinase inbibito; serpln;; 5.G0 
10 41321 9; AA878200; Hs.1 1 8727; Homo sapiens cDNA FU13892 fls t done Pfc HLH^eattiJNFR_c6,AcyK:o^_hydro; 4^6 
421505; BE302796; Hs. 105097; thymidine kinase 1, soluble; TKTM=M;SS=N: 453 
412140; AA219691; Hs.73625; RAB6mterading ( icuisan-lilra (iebldiies;klnfi$ui r Tropoinyosln;TM=M;SS=N; 452 
445537; AJ245671; Hs.12544; EGF-lke-domaln. multiple 6; EGF.MAM;; 491 

428953; AA306650; Ks.346163; tumor neoosfe factor receptor superfaml; 60s^bosom^,raboEomaU,10JI^R_c5,DEAD^ 4.90 
15 436553;AW407157; Hs.181125; immunoglobulin lambda tocus; ig,HSP70,Ppx-(3ppA;™=M;SS=N; 4.89 

447343; AA256641; Hs.236894; ESTs, Highly sfmiTar to S02392 aIplis-2-m; none.none; 4,84 

430024; AI808780; Hs.227730; Integrtn, abha 6; &itegrfn_A,F&GAP;TM=Y;SS=M; 4,81 

439706; AWB72527; Hs.59761; ESTs, Weakly similar to DAP1.HUMAN DEATH; none.none; 4.80 
_ _ 444371; BE540274; Hs.239; forkhaad box M1; ForkJwad;TM=M;SS=fl; 4.75 
20 428582; BE336699: Hs.185055; BENE protein; none;T(*=Y;SS=M; 4.74 

419596; BE379320; Hs.9144B; MKP-1 lice protein tyrosine phosphatase; D6P<£ 4,69 

431630; NMJXJ2204; Hs.265829; integrin, alpha 3 (antigen CD49C, alpha ; FG-GAP > RhBMjlycap ) mtegriKATM=Y;SS=M; 4.69 

422310; AA316622; Hs.98370; cytochrome P450, subfamily IIS, polypepl; none 1 pklnase 1 fn3,ig; 4,68 

41B0B7; AI127958; Hs.83393; cysteJn E/Hfc cystatln;; 4.66 
25 414774; XD2419; Hs.77274; plasminogen activator, urokinase; kringte r 1iypsin l planUhlonlns;; 4.64 

456534; X91 195; Hs.100623; phospboBpase C beta 3, neighbor pseudo; LIM,PDZ,pWnase;; 4,62 

410418; D31382; Hs.63325; transmamhrana protease, serine 4: ldLreceptja,trypsin;TM=Y;SS=M; 4.60 

417B66;AW067903; Hs.82772; collagen, type XI. alpha 1; Collagen.COLFljSPM.lamhiln G,CorA;; 460 

4381 13; AI467908; Hs.8882; ESTs; 7traJ.none; 4.60 
D O 418140; BE613826; Hs.83551 ; rnicrofibrilar- associated protein 2; ncne;TM-M;SS^M; 4-57 

408360; AF12305O; Hs.44532; diubiqtritm; utfqunn;TM=M;SS=N; 4.55 

422627; BE336857; Hs.1 18787; transforming growth factor. beta-Induced; FasolcIn^CJran>\BCjnembrane,GTP^RU;TM=M;SS=M; 4,50 

425247; NrVL.005940; Hs.155324; matrix melalloprotelnase 11 (stromefrstn: hernope^n.P^Wase^MIO^ 4.50 

418558; AW082266; Hs.86131; Fas {TNFRS F6)-ass oti afed via death dam; deatti.DED;; 4.49 
3 5 408482; NMJJ00676; Hs.45743; adenosine A2b receptor; 7lrn_1;Tr/.=Y;£S=M; 4.46 

414166; AW888941; Hs.75789: N^yc downstream regulated; DEAD.heiicasejC.rrro.Ndr.C^^ 
betaJ3UF139 JPR,raPc,lsp_1 l RibosarriaL521^p;TM-H;SS=r^ 447 

416176; AI806527; Hs.192622; serokxjicafr/ defined breast cancer enfi; noneJM=M;SS=N; 447 

411789; Af 245505; Hs.72157; Adflcan; ^ p UW,LRRr^»lRRCT;TM=M;SS=M;447 
4U 414561; A1064813; Hs.195155; Homo sapfens ammo accd transport system; AaJrans;TM=Y;SS=N; 4.47 

422765; AW409701; Hs.1578; baeutoviral tAP repeatcontaming 5 (sun BIR;Ttt=M;SS=N; 445 

427557; NMJM2659; Hs.179657; plasminogen activator, urokinase recepto; UPAFU-Ye.ET.Pt-ASJnh;; 4.43 

418322; AA284166; H5,84113; cvdln-depflndent kinase inhibitor 3 (COK; Yjrfiosphatase,l>SPc;7M^M;S&=N; 442 

409041; AB033025; Hs.SOOai; Hypothetical protatn, XP_051860 (KIAA119; nona>TM=M;SS=M; 4.41 
45 406906; Z25437; ; gb:Rsaptens proleJn-tyrostne kinase gen; none,none; 440 

450701; H39960: Hs.2884$7; hypollveHcal protein XPJS8151 (leoclne-; none,LRRCT,LRR; AAO 

409213: U6141Z; Hs.51133; PTK6 protein tyrosine Wnase 6; SH2,SH3 1 pKnaserTM^NtSS«K; 438 

429500; X78565; Hs.2891 14; hexabrBchbn (tenascrn C, cytotestin); EGF^ftorinogau^to^n _2 l Keratin_Ti2;TM=M;SS=Y; 4.38 

448569; BE3B2657; Hs.21486; signal transducer and activator of trans; SH2^AT,8TAT ta b1nd > STATjjr(^TM==W;SS=N; 4.32 
50 423725; AJ403103; Hs.1321 27; hypotheflcal protafn LOC57822; none;TM=M;SS=N; 4.32 

411573; AB029000; Hs,70823; K1AA1077 protein; SLlfatase;™=M;SS=«;431 

40B2435 Y00767; Hs.624; Interteukln 8; HLH,PAfi > lL8;TM=M;SS=N; 431 

416738; AW38B633; Hs.6682; solute earner femlry 7, (catfordc amino; none.none; 430 
_ c 437897; AA770561; Hs.146170; hypothetical protein FU22969;2f-DHHanone;459 
55 424247; X140O8; Hs J34734 lysozyme (renal amyloWoste}; lys,lg,FAD_$ynth 1 ldh > Wh_C > plrfnase;; 429 

414821; M63B35; Hs.77424; Fcfragmantof IgG, high aflinlry la. re; te7H^Y^S«M; 429 

404996: : : Target Exon; PepMdase_C1;TM=M;SS=H; 4^9 

416539; Y07909; Hs J936B; epftheflal membrane protein 1; PMP2^Claudlri^doredj?5^N;TM=Y^S=Mi 428 

409142; AL136B77; Hs^075B; SMC4 (structural maintenance of chremoso; ABCJa^M,SMCLXSMCLC J DllF164nona; 4.25 
60 421632; AW13B207; Hs.146170! hypothetical proteai FU22959; AraiadiIto^eg,HEAT;TM=M;BS=*J;425 

424503; NMJ»2205; Hs.149609; Integrtn, alpha 5 {fibronedln receptor,; htegfiriAF&GAP;TM=Y;SS=N; 454 

414809; AJ434699: Hs.77356; tronsfemn receptor Cp90, CD71): PA;TM^YSS=rt 424 

439720; AI935202; Hs^1 161; Homo sapiens cONA: FU23230 fts. done C; none.BOF^ugarjr; 423 

437044; AL035a64; Hs.69517; differentialy expressed In Fanoonrs an; none;TM=M;SS^M; 423 
05 409956; AW103364; Hs.727; inhlbin. bste A {actfv In A, actlvtn AB a; T6Wete.TGFb4iropeptida,Tub;; 4^0 

439453; BE264974; Hs.6565; thyroid honnone receptor kitsractor 13; AAA,ABC_brarvCoeE;TM=M;SS=N; 420 

417389; BE260964; Hs.82045; mldWr>e (neurite Qrowlh-promoting factor; PTKMK;TW=M;SS^Y: 419 

407137; T97307; ; gb:ye53h{>5.s1 Scares fetal fiver spleen ; GDA1_CD39^one; 418 
_^ 419235; AW470411; Hs.2aB433; neurotrlmh; nona.nonB; 418 

/O 410290; AA402307; Hs^22844; hypomefcal protein DKFZp564A176; Sema^l„TlG^tegrin_P;TM=:Y;SS=Mi 4.1B 

456906; AF117646; Hs.156637; Cas-Br-M (murine) ectrcfteretpovtral tnzW3HC4 1 CbLriCbLN2.Ck)LN3;TM=M;S8=N; 4.17 

448775; AB025237; Hs.368; nuolx (nudeoade diphosphate linked mo'c NUDIX;TM=M;SS=M; 417 

400288; X06256; Hs.149609; totegrln, alpha5{fibronecCn receptor,; integraiJ^FG-GAP;TW=Y;SS=N; 4.14 

409799; D1192S; Hs.76845; phospTtosedne pnosphatase-llke; Hydrolase;TM^SS=N; 413 
/ 5 445417; AKDD1058; Hs.12680; a dismtegrln-lke and meteiloprotease w; tspJ.fterxcWn.Pep^M^B^propep.none; 412 

433895; AI287912; Hs.3628; mTtogen-adivated protein kinase kinase ; pkfiaso 7 zf-C4 1 CNaERM;TM=M;SS=N; 412 

424490; AJ27B016; Hs.55565; anky rln repeal domain 3; ank,pkinase;TM=M;S8=W; 409 

419121; AA374372; Hs.89626; parathyroid hormone-Jike hormone; none.none; 408 

416602; NM-006159; Hs.367895; Protein Kinase C-Kndinfl protdn NELL2; EGF,vwc,TSPN;; 407 
OU 424008; R02740; Hs.137555; putative chemokine receptor. GTP-blndtng: 7«nv_1;TM=Y^S=rVfe 407 

427747; AW411425; Hs.1 80655; serin threonine WnBse 12; pkinase;TM=M;SS^N: 406 

427490; Z951 52; Hs.178695; mltogen-acbvated protein kinase 13; pklnase:TM=M;S9=N; 403 

439738; BE246502; Hs.9596; sema domain, immunoglobulin domain (lg),; Sema,reUntegrin_B;TM=Y^S^N; 402 
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414663; AA926960; Hs.348669; CDC28 protein kinase \; CKS;; 4.02 

413166; AU077141; Hs.37454B; solute camar famfly 16 (monocarooxytlc; sugar trjTNttfiSS^M; 4.01 

41 B203; X54942; Rs.B3758; CDC2B protein kinase 2; CKS:; 4)01 

406906: Z25424; ; gtcFLsapiens protarKsertae/threonine none.none; 3.98 

450375; AA009647; rte.352537; a disfcrHBgrln and metetoprotelnasadorna; Reprotysin,PepJrt12Bj)rop^dlslntegnXRepr^ 3.98 

4106B7; U24389; Hs.65436: lysyioxldase-lke I; LysyloxHase;; 3.96 

410342; R31350; Hs.743; Fc fragment of tgE, lilgh affinity 1, rec; rTAM;TM=Y ; SS=M; 3.95 

425849; AJDDQ512; Hs.295323; senjii^glufxoorft»H regulated kinase; plunase,pkln3seLC;TM=M;SS=M; 3.95 

417433; BE270266: Ks.62128; 6T4 oncofetal bopruiblast glycoprotein; LRR.UWNT,LRRCTiTM=Y;SS=M; a95 

427792; M63928; H5.1BQ841; tumor nBcrosis factor receptor superfaml; SRP14.TNFR.c6:; 3.93 

407792: A1077715: Hs.39384; ptrtaKve secreted llgand homologous to f; nore;TWNM;3S=Y; 3.91 

424441; X14850; Hs.147097; H2A hlstone family, member X; !iistone,CBFDJ«=YB HMF;; 3.91 

415989; AI267700; Hjl3512D1; ESTs; non^nonB; 3.SQ 

423189; M59371; Hs.171596: EpbA2; fti3,pWnase l SAW,EPHJbd;TM^Y^SS=M; 3.90 
443B59; NMJJ13409; Hs.9914; foflistatfn; kazal;; 3.89 

429612; AF062B49; Hs.252587; pFtuItary turrKx-lransfarming 1 ; nonen 3,89 v 
419073; AW37217G; Hs.163918; Homo sapiens cDNA FU12797 fe, clone NT; daath.ZUS;; 3.88 
4506B4; AA872605; Hs.25333; intarieukJn 1 receptor, type II: Jg;TM*Y;SS=M; 3,68 
426450; NM.014791; Rs,184339; WAA0175 gsne product KAl lP kinBse;TM=ll4SS=N; 3,86 
413441; AI929374; Hs.753B7; Src-flk*adapter, SH2£H3;TM=M;SS=N; 3.B4 

437763; AM69369; Hs.5831; tissue inhMtor of meteloprotelnase 1 : TIMP, pld nase.DAGJP E-bl n d,R BD; 3.83 
436291; BES68452; Hs.344037; protein regulator of cytokinesis 1; none;TM=M;SS=N; 3.82 
417512; X76534; Hs.B2226; glycoprotein (transmembrane) nmb; PKD;TM=Y;SS=M; 3.81 
427647; W19744; HS.1B0059; Homo sapiens cCNA RJ20663 (Is. clone KA; none,pkinase; 3.80 
431629; AU077025; Hs.265827; Interferon, alpteHnducfote protein (do; none;TM=M;SS'Y; 3*80 
434699; AA643687; Hb.149425; Homo sapiens cDNA FU 11960 fls, clone HE: Nucleoside Jra2,none; 3.80 
43037B; Z29572; Hs.2555- tumor necrosis factor receptor supBifemi; JL2;; 3.79 
426157; AJ73B719; Hs.1 98427; hexoklnase 2; haxDtdnase,hexokfnase2,none; 3.78 

409512; AW979187; Hs,293691; melanoma dBferenfatioi associated prot; DEAD.fielicas^_C 1 CARO;TM=M;SS=N; 3.78 
417720: AA20562S; Hs.208067; ESTs; none,none; 3.77 

439237; AW406158; Hs.318893; ESTs, WeaWy similar to A475B2 &«dlgr, Furln^lke.pttlnase.RecapJjlDniaiaYLP.nonej 3.77 
449023; N28989; Hs.22891; solute carrier family 7 (caflonte amino ; aa_permeB9es;7M=Y;SS=M; 3.76 
413436; AF23BQB3; Hs.680S1; sprringostne kinase 1; DAGKc;TM=W;SS=N; 3.75 

416714; AF283770; Hs.79630; CD79A antigen (ImmunoglobtillivassoclatKj; 1gJTAM^dus:TM=Y;SS=M; 3.74 

4132B1; AA881271; Hs.222024; transwipSoTi factor BMAL2; HLH,PAS^ 3.74 

436481; AA379597; Hs.5199; HSPC150 proteh similar to itokjulluvcen; UQjccn;TM=M;SS=N; 3.74 

431890; X17033; Hs.271985; integrin, afeha 2 (GD49B, slplia 2 subuni; wra,integriiLA,FG-GAP;TM*Y;SS^ 3.74 . 

424118; BE26S041; Hs,140452; cargo selection protein (mannose 6 phosp; perish;; 3.73 

426471; M2244Q; Hs.170009; transforming grovrth factor, alpha; EGF;TM=M;SS«M: 3.72 

4224B7; AJ010901; Hs.lS82fi7; mucin 4, tracheobronchialr EGF.vwd.AMOP;; 3.72 

45012S; AA005418; Hs.158186; ESTs; aDF-N.7tm_1.none; 3.71 

427337; Z46223; Hs.176663; Fc fragment of lgG, tow affinity Mb, r; lg;TM=Y;SS^M; 3.70 

444006; BE395085; R&334762; typa I transmembrane protein Fti14; ldl_racBpVAPKD,MHCJ;TW=W;SS=Y; 3.70 

422010; AA302049; Hs.31131; Homo sapiens cDNA: FU23230fis, done C; none.SDF^ugar^tr; 3.70 

416969f W33191; Hs.28907; hypothetical protein FU20258; 3H3;TM=M;SB=N; 3,69 

415817; U88957; Hs.76S67; protein tyrcs'me phosphatase, i^r^^fn3.Y^hospbatase^arb_anliydrase;TM=Y;SS=M; 3.68 

443750; BE390B32; Ha.1 34729; FXYDdomaln-contalrAig ion transport reg; ATP161_plALMAT8;TM=Y;SS«M: 3,68 

452344; AI264357; Hs.55405; hypothetical protein MGC16212; SulfateJraiispvSTAS;; 3.66 

439625; AF0B6463; H6.5B611; ESTs; Fork>fiBd ig 1ycdytic_er^ p N^su^phjByrnri; 3.66 

426227; U67056; Hs.154299; Human proteinase acBvatect receptoc-2 uiR; 7tm_1;TM=Y;S8=M; 3.66 

452363; A1582743; Ks,94953; Homo sapiens, Simlar to complement cemp; C1q,CDllagsn;; 3.65 

447365; BE3B3676; Hs.334; Rho guanine nucteoWe exchange factor 0 SH3,PH p RhoGEF;TM=J^SS=N; 3.64 

418683; BE387036; Hs.121 1; acid phosphatase 5. tartrate resTstant; MelalIcphos:TM=M;SS^M; 3.64 

438707; L06239; Hs.6325; amino add systeroN transporter 2; porcu; AC^T t MB0AT;TM=Y^$^M; 3.64 

422596; AF06361 1; Hs.118633; 2 , -5 , ^goadenyt3te synlhelase4lke; ublqulthi:; 3.63 

44931 B; AW236021 ; HsJB53l ; Homo sapiens, Slmlbr to HJKEN cDNA 6730; none;m=M^S=N; a62 

438746; A188581 5; Hs.164727; Human rrelanoma^ssociated antigen p97 (m; tranBferrin,Guanyl^sJdn 1 PDZ,SH3; 3.62 

446291; 9E397753; Hb.14623; interferon, gamma^nduclblB protein 30. GllT;TM=lWtSS=Y; 3.62 

452696; AIB26645; Ws.211534; ESTs; AifGap.PH^KGiiaiTylBteJan.PCWHS; 3.60 

407634; AW016569; Hs.136414; UDF^GIcNAcrbetaGal beta-1 1 3- l ^acely1g(to; GalactosyLTiTl^iyi.-S^Y; 159 

423575; G18863; Ks.163443; intron of periostm (OSF-2os); Fasctcln.none; 3,59 

421391; AW3D4350; Hs.191958; Imrnunoglobulin stiperfamily receptor ban; Ig.none; 3.56 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig^nase;TM=Y;SS»W; 3.68 

419912; AF249745; Hs,6066; Rho guanine nucleotoe exchange factor (; SH3,PHRhoGEF;TM=M;88=N; 3,56 

431457; NM.012211; Ha^56297; Irrtegrln, aJpha 11; FG^3AP.wfa;TM=Y;SS=M; ZJST 

430379; AF134149; Hs.240395; potassium channel, subfamily K. member 6; loa_trans;TM«Y;SS=^ a65 

418526; BE019020; Hs.85838; solute carrier famly 16 (riujnocarboxyllc; none;TM»Y;SS=M; 355 

441362; BE614410; Hs^3044; RAD51 {6.ceievtslae) homolog (EcoS Re; none^ 3.63 

426500; NM1463B; Hs.170186; KTAA0450 gene product; C2,PkPLC-Y;TM=M^S=N; 3,53 

429556; AW139399; Hsw314807; ESTs; none;TM=M£S=N; 3.52 

449101; AA205847; Ha.23016; G protain-coupied receptor; 7tm_1;TM=Y^S=M; 3.62 

432636; AA340564; Hs.278562; daudln 7; PMP22_Clacidin;TM=Y;SS=3yt 3.51 

433470; AW960564; Hs.351316; transmembrane 4 superfamlly member 1; none;TW=Y;SS^M; 3.61 

452203; X57522; Hs.352018; transporter 1. ATP-brKflng cassette, sub; ABCLtran,ABCjrierTtor^ 3,49 
425566; AW162943; Hs.250618; UL16 binding protein 2; ldUecepLa.PKD,MHCj;TM=M;SS=Y; 3.48 
402447; ; ; C1000201:gip04416igb|AAA02627.1| (UD519; none;TM=Y;S8=M; 3,48 

431 1 B3; NM_006855; Hs.250696; KDEL (Ly*Asp-Glu-letl) endoplasmic retlc; ERJi^n_recepl;TM=M;S9=M; 3.48 

446988; Y09763; Hs.22785; gamrna-aminobutyric acid (GABA) A recapta; NaiirjhanJJD t torjjlJOT_rriemb;TM=Y:SS=M; 3.48 

415323; BE259352; Hs.949; neutrophil cytosoffc factor 2 (65xD, chr, SH3,TPR;TM=M;8S=N; 348 

425003; AF1 19046; Hs.1S4149; apurinWapy rimidinic endonucfeasefAPEX ; Troponln.Exo_endo_phDs,ia;TM=M;88=N; 3.47 

424909; S7B187; Hs.153752; cell division cycle 258; Rhodanese;; 144 

4460S1; BE048O61; Hs.37054; ephnivA3; EphrinA.deamii^snn.z-alpha; 3^13 

416641; BE243136; Hs^6947; a dfelrrtegrin and melatloproteJnase doma; dislntegrti,RBprdysra 1 PepJ«12Bj)ropep i EGF;TM^Y:S9=M; ZA2 
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417426; NM.G02291; Hs.82124; laminin. beta 1; tannin EGF,temn]OJlonnjntegrin3;; 3,42 

41 1263; BE297B02; Hs.69360; kmssln-lite 6 (mitolfc centra mere- assoc; kinesln;TM*M;S5=M; 3X2 

430044; AA464510; Hs.152812: ESTs; none.none; 3.42 
_ 425289; AW139342; Hs.tS553Q; interferon, c^ma-lnduclbte protein 16; PAADJJAPIN.HIN;; 3.39 
5 425354; U62027; Hs.155935; complement component 3a receptor 1;7tm_1;TM=Y;BS=M; 3.39 

428293; BE250944; Hs. 163556; sotute carrier family 1 {neutral amino a; elF6 ( SDF;TM=M:SS*N; 3.39 

443S48; AI085377; Hs.143610; ESTs; Fwkjiead.none; 339 

416859; AW516585; ; gb»q01d05ji1 SoaresJNHCsC^cervteel.lumo; none,RasGAP,WW 1 iQ; 3.3B 
, 432179; X75208; Hs.2913; EphB3; EPHJbd ( fn3,pkinase.SAPy!;TM=Y;SS=M; 3L3B 

1 0 41B9IB; X07B71; Hs.B9478; CD2 antigen (p50), sheep red Mood cell ; fc;TM=Y;SS=M; 338 

414368; W70171; Hs.75939? uridine monophosphate kinase; PRKCoaE;; 337 

408716; AI567839; Hs.1517t4; Homo sapiens mRNAfor K1AA1769 protein, ; UvraheJicB3e 1 RNB 1 Rim1;TM=M;SS=pJ; 3.37 
457Q01; J0325B; Hs.2062; vitamin D (1,25- dihydrracywlawn D3) re; horrrKXiejBi^zW^Meldlothlo^;TM^SS=N; 3.37 
, ^ 4222B3;AW4H307;Hs.1143l1;CDra(cdldl^^ 

1 5 421817; AF146074; HsJ 08660; ATP-blndlng cassette, sub-femly C (CFTR; Fasckln^BCJb^fi > ABC^jnerTJranB l GTP_Enil;TM=M;SS=M; 336 

400296; AAQ32279; Hs.61635: six transmembrane epithelial antigen of ; none;7M=Y;SS=W; 3.35 

42B3B5; AF112213; Hs.184062; putative RfibS-irrtef acting protein; SH2.SH3;; 3.33 

400261; ; Hs.1802; Eos Cenirol; fc,MHG l(Jbek;TM=Y;SS*M; 3.33 

410024; AW191024; Hs£5D16; hypothetical protein FU2193S; SH3;TM=M;S8=N; 332 
20 41 2584; X54B70; Hs.740B5; DNA segment on chromosome 12 (unique) 24; none.lectin_c; 3.32 

416065; BE2E7931; Hs.78996; proliferate cell nuclear antigen: PCNA.PCfiA_C;"™=M;SS=N; 3,31 

426437; BE076537; Hs, 169895; t&lquUJn-cortfugatmg enzyme E2L 6; Arniad1ltojeg,llQ_con,nonB; 3.31 

426B4Q; BE244217; hfe.172fi90; otacylfllyceral kinase, alpha (80kD); efliand,DAGJPE"bnd 1 DAGKa»DAGKc,0C1 ;TM=M;SJ^N; 3.31 
rt _ 434419; AL04O6O6; Hs.296938; dual specificity phosphatase 7; OSPc;TM=M;SS=W; 131 
25 4I875B; AW959311; Hs.172012; Hypotieferil protein DKFZp434J037; pxJnase,RI01;TM=M;SS=N; 3.31 

424779; AU046851; Hs. 153053; CD37 antigen; traiwmembf aiie4;TM=Y;SS=M; 331 

423973; AF038461; Hs. 1 36574; arachtaate 1 2-Hpw^genaaB, 12R^ype;Ipaxy9enaGe l PLAT;TM»M;SS E ;W;3.30 

421733; AL1 19671; Hs.1420; fibroblast growth factor receptor 3 (ach; Jg.pWnaseiTM^SS^M; 3.30 

449027; AJ271216; Hs.22B80; dipeplirfylpeptidase lit; PeptJdaseu>M9.EGFig.rJeLregulin;TW=M;BS=N; 3.28 
30 423778; Y09267; Hs.132821; flavin containing monooxygenase X FMO-lk^pyr _redox;TM=Y;SS=M; 3.28 

426457; AWB94667; Hs.3B0138: chlmerin (chlmaarin) 1; DAG_P&tlnd,RhoGAP,SH2;TM^M;SS=N; 3-28 

435523; T62B49; Hs. 1 1090; membrane-spanning 4-domaIns. subfamily A; rone;TM=Y;S5=M; 3.27 

431886; L77964; Hs^719B0; mltogen-acttvated protein kinase % pkina3a;TM=^SS=M; 3.27 

430397; AJ924533; He.105607; bicarbonate lrarispor*Br rotated protein ; KC03_cotransFJ\WSS=K; 3.27 
3 5 425322; U53630; Hs.15S537; protein tones*, DM A-atnTvated, catalytic; PI3J , l4jln35e 1 FAT l FATC;TM=M;SS=N; 3.26 

446006; NMJXM403; Hs.13530; deafness, autosomal dombanlS; none;TM=*tSS=M: 3.26 

444783; AK001468; Hs.62160; anlllln {Drosopblla Scraps nomdog), act; PH.none; 3.25 

422278; AF072873; Hs,1 14218; ttzzN (Drosophila) homolog 6; F2 1 Frtz2led > 7frrU;TM^Y;SS=M; 3.25 
. 405B32; ; ; CI 500fJ305:gi|380B122|gb|AACK1 98.11 {AFO; ras;TM=M;SS=N; 3.25 1 

40 400205; ; HS.8184B; Nr/j00626S*:Homo sapiens RAD21 (S. pombe); DUF173;; 3.25 

432874; W94322; He.279651: melanoma inhibitory ectivny; SH3;TM=M;BS=Y; 3.24 

412942; AL120344; Hb.7G074; mitogavacthfated protein kftase-acflvaS pltlnase;TM=M;SS=N; 3.23 

435472; AW97233Q; Hs.283022; triggering receptor ex pressed on myeloid; *^;TM=M;SS=M; 3.22 
. _ 439265; AL133916; Hs-47860; hypothetical protein FU20093; lg 1 pWnasa 1 LRR ( LRRNT f lJRRCT,non©; 3.22 
45 410434; AF051152; Hs.63668; toH-liI» receptor 2; LRR,LRRCT t TIR;TM=M;SB=M; 332 

427316; AF186DB1; Hs.175783; 2inc transporter; 23p;7M=Y;SB=r^ 3.22 

436075; SE090176; Hs.179902; transporter-Uke protein; nonefFM-Y;SS=M; 3.22 

428698; AA852773: Hs.334638; KIAA1866 protein; none;KA;«A; A22 

448BS8; AW19SE63; Hs.200242; caspase recruitment domain protein 6; CARD;TM*M;SS=N; 3.22 
50 415149; X1245I; Hs.78056s calhepsln I; PeptMase^Ct^ 351 

423393; R37772; Hs.21420; p21- activated protein Wnasa 5; pWnase,PBD;TM=M;SS=N; 3.21 

424618; 129472; Hs.1802; major hBtooornpaJibilhV complex, class ; lg,MHCJU»ta;7M«Y;8S=r^ 3.20 

438564; AA381553; Hs.198253; major Mstoccmpatiblltty complex, ctass ; ig.MHC JI_alpha,none; 3.20 
~r 456181; L36463; Hs.1030; rasiihlbhor; RA,SH2 r VPS9;TM=M;SS=N; 3.20 

55 418613; AA744529; Hs.86575; mrtogen-actJvated protein Wnase Wnase ; [Miase,CMH;TM=M;SS=N; 3.19 

440682; AW362152; Hs.27181; nuclear receptor binding bdor-2; cyrii n( hZIP;TM=M;SS=N; 3.18 

415010; KM-004203; Hs.77783; mBmbsane^assodated tyrosine- and threon; anKpMnase,UPF0O73;; 3.16 

419216; AU076716; Hs.164^1; small Inducibte cytoWne subfamily B (Cy; ILa= 3.16 

450737; AW0071 52; Ms.63325; transmembrane protease, serine 4; tzypsln.ldl jecepLa,nor»; 3,1 6 
60 42639% BE1519B5; Hs.355669; hypothetical protein FU23316; pMnase,none; 3.15 

412939; AW41 1491; Hs.75069; eukaryoBc translation etongatlon factor; nono,none; 3.15 

433376; A12493S1; Hs.74122; caspase 4. spoptosis^lated cysteine pr> CARD,ICE_p1 0,10^020;; 3.15 

410668; BE3797M; Ha. 169651; rrypxhefosl pfotan; deaJh ( TNFR.c6;TM=Y;SS^M; 3.15 

431441; UB19B1; Hs^794; sodium channel, nonvorlage-gated 1 alpha; ASC;TM=Y;SS=N; 3.15 
65 432251; AW972983; I is. 232 165; polycythemia rubra vera 1; cell surface ; none;TM=HSS=M; 3.15 

407844; AW07371 6; H3.6037; ESTs; traismembranB4,none; 3.14 

408834; AW407254; Hs.356216; calmoduroi 2 (pnosphorjlase Wnase, dell; none, none; 3,14 

423061; AJ290473; Hs.4480T; ESTs; IntegriruB.Sema.PSl.TIG.nona; 3.14 

438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZ;; ai3 
70 43123ft AV656a«fc Hsl285115; IntBneuldn 13 receptor, atpha 1; fn3;TI*=Y;SS=*/[; 3.13 

425394; AA366730; Ks323949: kangal 1 (suppression of tumorigenlchy ; trais memo rane4, none; 3.13 

429336; AB005038; Hs.199270; cytochrome P450, eubfaniry XXVIIB (25-hy; p450;; 3.13 

449230: BE613348; Hs.356392; melanomacall adhesion molecule; tgJsooni f RlbosQniaU&F^TM=Y;S&=H 3.13 
„ 429305; AF095727; Hs.287832; myelin protein zero-like 1;lg l transniembrane4:TO^Y;5S==M; 3.12 
75 419034; NM_0021 10: Hs.B9555; hemopoietic cell Wnase; SH2.SH3,pWr»ase;TM=M-^l; 3.12 

417386; AL03722B; Hs,301957; D1236©ne product NUD)X,secY,ElJehydrc^ l transkeUvnTM=Y:SS^3.11 

419138; U4B50B;Hs.8g63l; ryanodinarocBpforl (s!cdetal>;lcin.trans p SPrW 1 RVDRJTPaRyRIWR;TM^^^ 

440006; AK000517; Hs.6B44; rlALP2 protein; PY«IN-ContalnIng APAF1-H; AAA, U B- A RC,PAAD_D API N; NA; MA; 3.10 

4Q6467; ; ; Target Exon; enianrJ r AcyHran5ferase p rKKiB; 110 
oU 42295ft BE545072; Hs.122679: ECT2 proton (EpflheUal cell transforml; BRCT,RhoGEF;TWNM;SS=N; 3.10 

417771; AA804698; Hs.82547; ratJnofcacId receptor rosconder pazaro; none^ione; 3.09 

437016; AU076916; Hs^398; guanine monphoBphBte synthetase; PHD.SET^ 

CXXQEGF.anKnot^.VVW^CH.GATase^GMPjByTYL 3.09 
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441384; AA447849; HsJ88660; rellnoic add induced 3;7tfn__3 t none; 3.C9 

416636; N32536; H&42645; solute carrier family 16 (rrionocaihoxylic; none.none; 3.09 

418498; U33632; Hs.79351; potassium channel, subfamily K, member 1; ionJrans;TM=Y;S&=M; 3.09 

426106; AA622037; Ha.166468; programmed ceil death 5; DUF122;TM=r*SS=rI; 3.08 
D 414B06; D14694; Hs.77329; phosphafidylsenne synthase 1; PSS;TM=Y;SS=M; 3.QB 

4Q2233; ; ; NMJD307Wr:Homo sapiens endothelial diff; 7tmJ;TM=Y;SS=M; 3.07 

4300GG; AI929659; rfe.237825; signal recognition particle 72k0; TPR^IRCSAlCAR^synl; 3.07 

425367; BE27118B; Hs.153975; protein tyrosine phosphatase, receptor t none;TM=M;6S=Y;3.06 

434263; N34895; Hs.79187: ESTs; ig.none; 3X36 
1 O 443907; AU076484; HsJ9963; TYRO protein tyrosine Wnase bfndfrio pro; none;TM=M;SS=Y; 3,05 

409378; U42387; Hs.54426; pancreatic polypeptide receptor 1; 71mJ;TM=Y;SS=M; 3.05 

410165; BH560228; Hs.71869; apoptosls-asaociated speck-lite protein ; PAAD_DAPIN,CARD;TM=M;SS=N; 3.06 

440270; NMJH59B6; Hs.7120; cytokine receptor-like molecule 9; &i3;; 3.05 

449003; X76342; Hs.3B9; alcohol dehydrogenase 7 {class IV). mu o; adhjtfnc;TM=*M;SS*N; 3.05 
1 5 420189; AW29B380; Hs.95821 : osteoclast sHmUlatlng factor 1; Srl3.ank;; 3,05 

429732; 020158; Hs,24B8; lymphocyte cytosoJic protein 2 [SH2 doma; SH2;; 3.05 

421S41; tJM-003942; Hs.t05584; ribosomal protein 8G Wnase, 90kD, polyp; pWnase,pWnase_^TM=M;SS3N; 3.04 

415444; BE247295; Hs.78452; solute carrier family 20 (phosphate Iran; PH04,L1M:TM=M;SS=N; 3.03 

4251 1 8; AU07661 1 ; Hs.154672; methylene tetrahydrofblatB dehydrogenase; mybJDNA- 
ZD bj nd ing ,TH F_D HG_CYH,TRF_DHQ_CY H_C. CAP_GLY , AAA, LO N,P eptid ase_C9 ,bZJ P,M,X3n„iir jjsrmease ,H C03 cotransKTM=lvtSS^N; 3.03 

449048; Z45051; Hs.22920; similar to 8GB401 {catfle} glucose fnduc; Lamp;TMpM:SS^M: 3.03 

413689; NM_000878; Hs.75596; Intarieukln 2 receptor, beta; none;TM=Y;SS=M; 3.02 

442B75; BE623003; Hs.23S25; Homo sapiens done TCCCTA00142 mRNA sequ; KJetra,DUF51 t none; 3.02 

43657B; AM58213; HSJ7542; ESTs; 7tmJ.DnaJ; 3.02 
25 446269; AW263155; Hs,14559; hypotheticat protein FLM054O; none;7M=M;8S=r^ 3.02 

41BB70; AF147204; Hs.89414; chemokine (C-X-€ motif}, receptor 4 (fus; 7trru1,7trnJ2;TM=Y;SS=M; 3,01 

421 379; Y15221; Hs.1D3982: small Inducible cytokine subfamily B (Cy; IL8;TM=I^5S=Y; 3.00 

421267; BE314724; rk103Q81; ribosomal prolan S6 Wnase, 70kO, polyp; pklnase,pklnaseJ>JM=M;SS=N; 3.00 

409705; M377B2; Hs.56023; brain-demyed neurotrophic factor; NGF;; 2.99 
30 429903; AL134197; Hs.93597; cycSn-dependent kinase 6. regutatory eu; CDKBjdhfator^icna; 299 

430696; AA531276; Hs.59509: ESTs; pWnase,PP2C,none; 298 

418299; AA279530; Hs.83968; integrin, beta 2 (antigen CD1 8 (p95), r/; lntegrtiuB ( EGF p PSI;TM-Y:SS=»M: 2.97 
410026; A1S120B1; Hs.55016; hypothetical protein FU21935; nonejicne; 297 

^ _ 448733; NMJK)5629; Hs.187958; solute carrier family 6 (neurotransmHte; SNF;TM=Y;SS=N; 2.97 

3 5 432562; BE531048; Hs.278422; DKF2P586G1122 protein; zf-C2H2;TM=M;SS^H; 2.97 
453035; AW5B1943; Hs.334; Rho guanine nucleotide exchange factor {; none.none; 2,97 
427315c AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZp564N0763 ff; nona.speciHn > &H3 a PH r CH; 297 
431941; AK0001 05; Hs.272227; Homo sapiens cDNA FU2O099 fes, done CO; pldnas^Pi^ike t Re(^J^doma!n.none; 2.96 
4413B9; AF13483B; Ha.7835; endGcyCc receptor (macrophage mannose n fhifectinjciTMsYiSS^M; 2.95 

40 41227B; BE262521; Hs.73798; macrophage migration Inhibitory fector {; MIF.sugarJr.nDne; 294 
427359: AW0207B2: Hs.79881; Homo sapiens cDMA: RJ23006 lis. done U 7bu_1,none; 294 
402558; ; ; Cl00020lBiI204416|gblAAA02627.1| none;TM=Y;SS=M; 2.94 
425852; AK001504; Hs.159651; death receptor 6, TNF superfamUy member; dsa5h,TKFR_c6;TM^Y;SS=Mi 2.94 
. 442080; AW444761; Hs.72901; ESTs; ante; 2.04 

45 450447; AF212223; Ht250tO; hypotheBcri prolan PI 5-2; tfTF2;TM=M£S=N; ZB2 

444809; BE207568; H&2TJ8219; Dcubspantn; transmembrarie4;TM=Y;S&=N; 2.93 

449843; R85337; Hsi4030; solute carrier family 31 (copper transpo: none;TM=Y;SS=M: 2.93 

4161 10; Z42262; Hs^22844: hypothetical protein DKFZpS64A17B; Sema.Pa.TIG .integrin_0;TH*=Y;SS=M; 2.93 

453768; BE3a2670; Hs.19851 1; Homo sapiens mRNA; cDNA DKFZp761»77 (fr; aif,G-alpha l none; 2.92 
DU 414825; X06370; Hs.77432; epidermal growth factor receptor {avian ; Furfn-llkaplunase,Recep J^jdomatn;TM=M;5S=« 292 

421429; NMJD14922; Hs.104305; deaft effects rQamentfofrning CB<W-li; LRRPAAD J]^I^UWk,CAi^,NB-ARC;NA;NA; 2.92 

434828; AF155661; H&22265; pyruvate dehydrogenase phosphatase; PP2C,none; 2.91 

451292; AB037718; Hs.26204; KIAA12S5 protein; SK3;TM=M;SS=N; 2.91 
_ _ 422127; AW5Q4286; Hs.112049: SET binding factor 1; dDENN.OENN.GRAM.PH;; 291 

55 419508; AW99793BJ Hs.90786; ATP4jlndlng cassette, sub-famny C [CFTR; ABCjbanABCjiieiitraiie5TM=Y;SS=M; 280 
430451; AA835472; Hs.297939; csthepsln B: PeptJdase_C1,pro Jsomerase:; 290 
424046; AFQ27B66; Hs.138202; senna (or cysteine} proteinase inhibito; serpni;TM=M;SS=N; 2.89 

414907; 5C90725; Hs.77597; polo(Drosophla>4lke Wnase; RlbosomalJ^ae.pidriase^^ 289 
, 429619; AL1 20751; H&211568: euksryotfc &anslafon fnhjatian factor; Tiona.none; 2B9 

60 413879; AA1329B1; Hsi12S33; Homo sapiens cDNA: FU22572 is, ctone H; none,none; 289 

417018; M16038; Hs.&0867; v-yes-1 YamagucM sarcoma viral related ; 5H2.SH3,pWna3e:"rw=»M^S^N; 289 

422610; AF153B20; Vk1547; potassium Inwaroly-rectfrylig channel s; ]RK;TM=Y;SS=N; 289 

4055B6; ; ; homeodoinmR-interacIing protein kinase 3; trypslrr t TM=M;8S=K; 289 

423804; AW403448; Hs.1706; Interterc4vstirrujbted transcription feet IRF I zf^C3HC4JBR^RanBP;TM=»M;SSnN; 2.89 
65 425262; D87119; Hs.155418; <K3955 protein; pklnase^ 288 

422599; BE3B7202; Hs.118638; rton-rnelBstefcodls 1, proteki {NM23A} ; MDK,PH ( OxysteroL0Pn 288 
452888; AW955454; Hs.30942; epfarin-B2; Ephnn^i2;TM=Y;8S=M; 288 

4147035 BE243877; Hs.3800B3; ATPase, Na? transporltag, beta 3 potypep; NaJ<^TPwe;TW=Y;SS=M; 287 

444143; AW74799S; Hs.160999; ESTs, Moderately slmlsr to A56194thrqm; BcVZnone; 2.86 
70 413472; ^242870; rb.75379; soXite camerfemly 1 (glial high affi; SOF;TM=Y;88=M; 286 

458039; AAB358B4; Hs.130685; teukotrtene M receptor (chemoklne recep; CIDE-N.none; 286 

434417; AL1 10157; rte^843: Homo sapiens mRMA; cOKA DKFZp586F2224 {f; DSPcnone; 286 

425602; Y14838; ; chernoldne^ikB receptor 1; 7tm_1.none; 286 

403112: ; ; Target Exon; efhBnd,C2.PH,PI-PlJC-Y,R-PLD-X;; 286 
75 435563; AF210317; Hs.95497; solute carrier family 2 (facilitated glu; sugar^tr;TM a Y:SS=*N; 285 

442117; AW664964;H6.128699; ESTs; hypothetical protein for IMAGED; flonB,none; 2B4 

457819; AA057464; Hs.35406; FU20522 HypotheticB) protein FU20522, none,none; 264 

456629; AW891965: Hs.367942; histone deacetytese 3; HSP90,HATPaseLC r 2f-C2H2PHO^ione; 2B3 

408B73C AL045017; Hs.355216; calmoduhn 2 (phospharytese kinase, delt; none.none; 283 
O U 446947; AF146747; Hs^32165; polycylhemla rubra vera 1; cell surface ; none;TM=M;BB=M; 2.B3 

44B38B; AB037750; Hs.21061; KIAA1329 protein; PKD.BNRiTH^YiSS^M; 282 

427857; AL133017; Ha.288b79; hypothatical protein FU22865; myosii»Jieadja*MYr^n*=*^Se=M; 282 
407601; ACOO23O0; Hs^7129; sodium channel, ncnvoltagB-gated 1. beta; A8C;TM=Y;SB=M; 282 
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459707; AA631362; Hs. 120866; gb:npB6b01.s1 Na_CGAPJTriy1 Homo sapiens; TtnLl^one; 2.82 
422699; BE410590; Hs.1 19257; emsl sequence (mammary tumor andsqusmou; SH3,H81_rep;TM=M;SS=N; 182 
438108; AI471795; Hs.287776; varflloid receptor-related osmoilcaty a; arrt.fon jrans;TM=Y:SS=N: Z82 
422241; YQa062;Hs.170121; protein tyrosine phosphatase, recep^tWnes^^rt3,Yjru)sph8laijB;TM==M;SS=N;Za2 
5 448595; AB014544; Hs.21572; K1AA0644 gene product; LRRLRRGT;TM=Y;SS=M; 2.81 
423598; BE247600; H3.37796B; ESTs; 7tm_1;TM=Y;SS*M; 2.81 
412970; ABQ26436; 77534; dual specificity phosphatase 10; Rbodanesa.DSPc- 2.61 
414198; AW50530B; Hs.75812; phosphoenolpynivale carboxyWnaaa 2 (rait; PEPCKn 2.81 

4 _ 436729; BE621807: Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 2.81 
1 0 432314; AAS33447; Hs.285173; ESTs; XJink.nane; 281 

416207; NMJ114745; Hs.79077; Homo sapiens, clone MGG290B. mRNA, comp; none;TM=Y;8S=M: 280 

446985; AL03B7O4; Hs.156827; ESTs t Weakly sfcnllar to AUfUWMAN ALU S; SAM.SH3.HS1 jep; 2BQ 

428023; AL038843; Hs.374530: Homo sapiens cDN A; FU23602 lis, clone L; 
. _ sa^ermeases^jyn^xaLdeQbron^oman.PHD.^ 280 

1 5 4328B6; BE1 59028; Hs.279704; chromatin accessibility complex 1; none;TM=NfcSS=N; 2.80 

426006; R49031; Hs.22627; ESTs; pHnaseJBC: 2.79 

414217; AJ30S298; Hs.279896; Homo sapiens cDNA: FU23165 Rs, clone U none;NA;NA; 2.79 

411165: NM_000169; Ws.690B9;gatacuttirfase, alpha; Mellbtese;; 279 
_ _ 450056; BEQ47394; Hs.502; ESTs, WeaMy similar to S71512 hypothec; ABC_lran^C_rnemrxane,|g,MHCJI Jete,Sr^54 p prdeasoma 1 ABC_membrsre 1 ABqjtran; 2.78 
20 424291; AL120051; Hs.144700; eprmn-BI; Ephrin;TM=Y;SS=M; 2.78 

421448; AP033B5O; Hs.104519; phosphatase D2; PH,PLDc,PX;TM=M;S&:N; 2.78 

410226; AI83195B; Hs.61053; hypothetical protein; SH3,TPR;TM-MiSS=N; 2,78 

433535; AF111106; Hs.3382; protein phosphatase 4. regulatory auburn*; HEAT;TM=M;SS=N; 2J8 
^ _ 442503; AF147D78: Hs. 375 031; p53^esponsive gene 5; KJelra t toiUrajfc,rone; 2.77 

25 413900; AW409747; Hs.756t2; stiess-^uced-phosphoprdeln 1 (Hsp7WH; Tt^PDZ l WW»GuanytateJh;TM=M^S==N; 2.77 

454294; AB0OO734; Hs,50640; JAK binding proton; SH2fFM=M;SS=N; 2.77 

440188; AKD01812; Hs.7036; M-Acetylglircosamlne kinase; ROK;TM*&fcSS=N; 2.77 

449539; W8D3B3; Hs.58446; ESTs; pldi>ase.Fi»ln^e.r^eTA.I_dCTnairi,notie; 276 
_ 422667; H25642; Hs.132821; ESTs; FMCHika.FMO-tfce; 276 
30 41 501 2; MM.0043B3; Hs.77793; c-src tyrosine kinase; SH2,8B3 t rAfoase;TM=M;SS=N; 2.76 

402316; ; ; NM_013447:Homo sapiens egf-Uke module c; 7imJ?.GPS;TM=M;SS=M; 275 

425465; 11 8964; Hs.1904; protein kinase C iota; pknaae,DAG_PE-bTnd > pkjnase^aOPR:TM^M;SS^; 276 

447250; AI87B909; Us.176B3; protein phosphatase IGflormerfy 2C), ma; PP2C;TM=M;SS=N; 2.75 
* 438629; AH 67380; Hs^57170; ESTs, Weakly similar to T12515 hypothefi; TNFKjfi.none; 275 
35 451 144; AW956103; Hs.61 712; pyruvate ofehvdrogenase fe'nase, isoenzyme; HATPase_c,none; 274 

408543; N7B098; Ks44289; ESTs; none;TM=M;SS=K; 2.74 

429345; R11141; Hs.19S695; hypothetical protein; K_tetra,SAM: 274 

407722; BE252241; Hs.36041; pyridoxal (pyridoxins, vitamin B6) Unas; pfkB;TM=M;8&=N; 273 
. ^ 420602; AF060877; Hs.99236; regulator of G~p rot ein signaling 20; RGS;TM=M;SS=N; 2.73 
40 407217; AA477136; He.105584; nbosomal protein S6 Wnase, 90kD, polyp; rAinasB,pl^BSB_C;TM=M;SS=M; 273 

414135; NNL004419; Hs.2128; dual specificity phosphatase 5; Rhndanos^DSPc.Y _phosphatase;TM=M;SS=N; 2.73 

410590; BE615216: Hs.64746; chlortdaJntracellular channel 3; none;TM=M;SS=N; 273 

411125; AA151647; Hs.6BB77; cytochrome b-245. alpha polypeptide; none;TM=Y;SS*M; 2.73 
, 438Q22; AW517524; Hs.135201; N0D2 protein; lftRCARD,GTP^COC,ViraUiatoe1;m==M;fiS=N; 272 

45 420929; A1694143; rte.326248; programmed cell death 4; MA3;TM=M;5S=N; 2.72 

421155; H87879; Hs.102267; tysyl oxidase; LysyLo^ase^osejeplm^lrrerase^ 2.72 

448564; AID449S2; H&21453; inositol 1,4,5-trisphosphate 3-Wnase C; IPfQ: 27t 

449961; AW26S634; Hs.133100; EBTs; pfdnase,Furrn^lk)SvR6cep^doman.none;27l 

444633; AF11 1713; Hs.1 2264; Juncflonal adhesion mofaciie 1; ig;TM=Y;SS=M; 271 
50 412259; AI5S0292; Ka.279909: proian phosphatase 2 (formeriy 2AJ, reg; WD40;TM=M;SS=N; 2.71 

419569; A1971651; Hs.91 143; jagged 1 (AJagllle syndrome); reL,EGF.Iari™ruE<y,w«,n^tWD;TT^SS=M; 271 

452401; NM_C07115; Hs.29352; tumor necrosis factor, alphanndjced pro; XJbk,CUB;; 271 

45B190; BE561793; Hs.21446; KIAA1716 protein; ASCGalactosyLT.none; 270 
_ _ 432128; MB8S239;>ls.37196; ESTs; 7lm_1 ;TM=Y:SS=*fe 270 

5 5 42261 6: BE30O33O; Hs.118725; setenophosphete synthetase 2; AtRS ( AlRS w C;TM=t*SS=N: 270 

424717; H03754; Hs.152213; uingtsss-type MMTV Integration srte fam); wnlnone; 270 

414106; A1267592; Hs.75761; SFRS protein Jdnsse 1; enV,PKDxysterd_BP,pWnase;TM=M;SS=M; 270 

446272; BE26B912; Hs.14601; hematopoietKcel^pecrhc Lyn siiwtrat; SH3,HS1^rep;TMNM;SSnN; 270 
_ 416084; L16991; Hs.79006; deoxylhymldylate kinase {thyrrtdytats kin; none^one; 2.69 

60 4271S7; U5I166; Hs.173824; thymlne-DNA tfycosylass; UOG;TM=M;SS=N; 269 

404691; ; ; Target Era m; none.none; 269 

432581; AU076465; HsJ78441; K1AA0015 gene product; PFTOTrVWSS^ 269 

424321; W74048; Hs.1 765; ryrnprwcyt^specrte proton tyrosine kin; SH2 ) SH3,pWfiase;TM=M;SS=N; 268 

425308; M97639; Hs.155585; receptor tyrosine kJnase-fke orphan rec; tg,kitngte,pklnase.Fz:TH=Y;SS=H 268 
OD 414443; AU077266; Hs.76144; platetet-denVed growth factor receptorH Jg^klnase;TM=Y;SS=«; 268 

427274; NM_00521 1; Hs.174142; colony stimulating factor 1 receptor, fb; ig l pkhiase;TM=Y;8S=M; 268 

436856; AW69355; Hs.127310; ESTs; pWnese l rrm;TM=M;SS=N; 263 

437429; H799B1; Hs£613; Homo sapiens mRNA; cDNA DKFZp564E2222 (t; SH2,SHiBTB; 2.67 
_^ 450590; AA296896; Hs.333418; FXYD dcmaln-contalntng ton transport reg; ATPiG1_PUOtATB;TM=Y;SS=M; 2.67 
70 4520B9; AB02B949; Ws.183994; KIAA1026 protein; MeteUophos;TM=M;SS=M; 2.67 

445330; R52656; Hb_21691; ESTs; 7tm_1 l none: 267 

452698; NMJTO1295; Hs.301921; chemo^tae {OC mottf) receptor 1; 7otu1;TM=Y;SS=M; 267 

419754; H52299; Hs.308467; Homo sapiens mRNA; cDNA DKFZp5B6J0523 {f; none;TM=M;S8=N; 267 

434237; AF1 19908; Ws.235516; hypothetical protein PR02955; none^ 267 
/5 445826; BE313754; Hs.1 3350; Homo sapiens rnKMA; cDNA DKFZp586D0918 (t; ig.tsp^l.ZUS.NticleosideJran; 266 

446696: AF279265; Hs.298476; sofeite carrier famfly 26, member 6; Suh^Jbanap,STAS,xan_urjierrrease;TM=Y;SS=M; 266 

439760; AL359053; Hs.57664; Homo sapiens mRNA full length insert cDN; I^TO^C ( [WPDHJ^C8S,lnteQr^ruB 1 R^cln_BJBctln; 266 

413745: AW247252; Hs.75514; nucleoside phosphorytase; MtapJ'NP;; 266 

429083; Y093S7; Hs.227817; BCL2-related protein Al; Bd-2;TM=NtSS4J; 266 
80 449523; NMJ000579; Hs£4443; chemokfne (C-C moBt) receptor 5; 7tm_1;TM=Y;BS=M; 266 

449030; AJ365582; Hs.67100; Homo sapiens mRNA tor FU00016 protein. ; trans mem braie4;TM=Y;SS=M; 266 

434979; AI9S3054; Rs.89643; transketolase CWerrfld^Korsakoffsyndro; ASt^t^^ 266 

406137; ; ; NM_000179*^omo6aplOTS mulS (E coK> b; MutS.CPVWVP.MutS.NiTI^M^S^; 266 
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412935; BE267045; Hs.75064; bibulln-Bpacfficchapefondc; none;; 265 

408633; AW963372; Ha.222088; PRO2QQ0 prolan; bromodoma!n t AAA^tgma54_ac»val;; 266 

412617; AL037159; Hs.74619; proteasome (prosome, macropaaij 26S subn; PC_/ep;T^M;SS=N; 265 
c 452682; AA4561 93; Hs.374574; progesterone membrane binding protein; homeobax.none; 265 
J 401752; ; ; RAM binding protein 3; SH2,STAT^ATJiind 1 STATjxctfefLjransPAC k PAS.0rewn; 265 

450747: AI064821; Hs.1 29953; ESTs, Highly similar to 1816357A EWS gen: rrm,iJ-Rari8P.GAS2; 2.65 

425776; U25128; Ha.159499; parathyroid hormone receptor 2; 7tm^2HRM;TM=Y;SS=M: 2.64 

452701; NMJ3051 10; Hs.30332; g1titamlne~frwtose-6-pfmsphalB transamin; GATase_2,SIS;TM^M;5S=N: 264 

433933; AI754389; Hs.355397; Homo sapiens clone TCCCJA00164 mRNA sequ; «one;NA;NA; 2.64 
1 U 421677; H54092; Hs,3B282; ESTs; A1pp,Arma<JflICL6eg,lBB; 264 

436469; AKDD1 455; Hs.519B; Down syndrome critical region gene 2; none;; 2.64 

423198; M81933; Hs.1634; ce* division cyde 25A; Rhodanasa.none; 2.64 

435905; AW997484; Hs.5003; KIAA0456 protein; SH3 T Rl>oGAP 1 FCH;TP^M;SS=N; 2,64 

437712; XD4S8S; Hs.85844; neurotropic tyrosine kinase, receptor, ; TroporrQ^ ( pk]nase,LRRLRRCT,H^ 2.63 
X D 453946; AA00971 6; Hs.4231 1; ESTs; none.DSPc.y_phosphalase: 2.63 

447217; BE465754; Hs.17778; neuropilin % CUB,MAiaF5__F8JypB C;TM=M;SS=M; 2.63 

445462; AA378776; Hb.286649; hypotheSeal protein MGC3077; none;; 2.63 

425075; AA506324; Hs.1852; acid phosphatase, prostate: acM„phosphatTM=Y;SS=M; 2.63 

405566; ; ; NMJD00299*:Homo sapiens platophilin 1 (e; Aimadfllo_8eg;TM=M;SS^N; 263 
20 43B330; AW450572; H6.2&7316; ESTs; pWnase^f-C4,ERM,CNH l none; 263 

448243; AW369771; Ha,367688: Integrin, beta fr, lntegriiLB,none; 263 

452012; AA307703; Hs.279766; Vmeain femiry member 4A; Wr^in,DMAJnpoIsolV T K-bcw;TM=M;SS=N; 263 

412182; AA205588; Hs,73737; Splicfog factor, arginineVseBne^M;rrm,li^^ 263 

423B87; AL0BD207; Ha.134585; DKFZP434G232 protein; ABCJran;TM=Y;SS=N; 2.63 
25 417497: AW402482; Hs.82212; CD53 antigen; transmembrane4;TM=Y;SS=M; 2.62 

413407; A1355293; Hs75339; Inositol polyphosphate phosphalsse-lke ; SH2 ( SAMExo_endo_phos;; 2.G2 

41499ft; NMJJ02543; Hs.77729; oxWsed low denstfr Itooproteln (teeth; tectlruc;TM=Y;SS=M: 262 

417880; BE241595; Hb.82843; setectin L (lymphocyte adhesion molecule; EGFjectmj.ausWiTr^SS^M: 262 

429922; Z37630; Ha,226117; H1 hlstone family, member 0; llnfcerJMone;TM=M;$$=«; 262 
3U 401812;;; sorting nexh 14; AA^NBW^APSJ;inase t CTl540.cdc48_2,none: 261 

417886; AA214584; ; ESTs; BPRY l 7lm_3 1 ANF recepior/iora; 2.61 

457670; AF1 19666; Ns.23449; Insulin receptor tyrosine kinase subsira; SH3;TM=M;SS=M; 261 

428512; AW18187; Hs.375624; Human DMA sequence from ckxie RP11-243J1; none- 261 

426746; J03626; Hs2fJ57; uriome raorophoaphstB synthetase {orotat Pnbosyto.OMPDecase;TM=M;SS=N; 2.61 
D D 454042; H2257ft Hs.47860; hypothetical protein FU20093; ig l pkfnase,LRR I LRRt4T,LRRCT k nona; 261 

421077; AKD0M61; Hs.101590; hypolhetfcal protein; ofc^nase.deam.SrW.SAP.RibMomBL^^ 2.60 

420162; BE378432; Hs.95577; cydirnlependOTt kinase 4: pkInase:TM*M;SS*«; 2.60 

416661; AA634543; Hs.79440; K3F-1I mRNA-ainding proton ^KH^niain.mniTM^SS^N: 260 

417B21; BE245149; Hs,82643; protein tyrosine Wnase 9; oofifirLADF;: 260 
40 411133; AW819204; ;gb£M1-ST0283^71299<61-hQ3 ST0263 Homo; ANFjeceptor.none; 260 

40560% ;; Target Excn; pklnase;; 260 

400440: XB3957;rka 3370; nebuHn; SH3,NebuBn~ 260 

42484B; AI263231; Ha.327090; EST; SHS.PDZ.Goanylate Jdn.none; 259 

43226B; BE3U856; Hs^74230; ^phosphoajfenosine ff^hoephosulrate sf. APSJdnase,ATP^uHury1ase;TM^;S^N; 259 
4 J 452690; AI536070; Hs/15085; ESTs; pou^omBCto.rajAan.ANFjeceptor; 259 
422753; AI928995; RsJ 575; small nuclear rtbonucleoproteln 03 polyp; Srrc 259 
428028; U52112; HsJB20ia; intedeuWn-1 receptor-associated Wnsse; death J pklriasB;TM=r^SS=N; 258 

433573; AF2348B7; Hs.57652; cadherin. EGF LAG seven-pass G-typa race; 7tn\J2,EGF,«idl>er&i.lan*nln^EGF 2.5B 

422785; A1B24114; Hb.289068j heat shock 90kD proteta 1, alpha; zKaH^none; 258 
OU 4186B5; U76376; Hs.67247; haram BCL2*mteracHiig protein (con* none;TW=M;SS=M; 2S8 

452329; M36626; Hs.29106; mrtogan-acSrated protein Mnase phosphat DSPc;TM=M;SS=N; 256 

428405; Y0O762; Hs^266j cholinergic receptor, nicotinic, alpha p; NBur^arO-BO,Wauu:han^memb;T^Y;SS=M; 2.58 

421251; 228913; H5.1Q2948; enigma {L1M domain protein); UMPDZ;; 257 
_ _ 407245; X90568; Hs.172004; Btfn;mig.SGXXSG,p|una39;TM=WtS^N; 257 
Z>5 422309; U79745; H&.114924; solute carrier family 18 (monocacboxylb; sugarJnTM=Y;SS=M; 2.57 

401751; ; : RAN binding protein 3; Ore)dn.SH2 1 STAT^ATJrtndmT^iol i loiL^ 1 PAC,PAS^on^ 257 

447B87; AA1 14050; HsJ1 1610; caspase 8, apoptoas-retated cyataine pr; lCEj>10,lCE_p2aDED;TM=M;SS=N; 257 

422282; AF019225; Hs.114309; apoT^oproteJn I; MolAJExbB;TN#^;SS=M; 257 

439863; BE54783Q; Ks.375208; paired immuiogtobulin-lftB receptor beta; lpoxygeriase,PLAT 1 llpoxygenase r PLAT; 2.57 
60 425743; BE396495; Hs.159428; BCL^assoctated X protein; BcU;T!*=Y;SS=N; 2^7 
401218; ; ; eukaryorjc translation elonga^on fector; foaJrans;TM=Y^S=N; 257 
412773; H15785; Hs.74573; similar to vaccinia vkua Hlncnil K4L OR- PLDc;TM=M;SS=N; 257 

444743; AA04564B; Hs^018S7; nudix (nucleoside diphosphate linked m<£; NUDDC.sbcY^I <lBhydrog T translteLpyr:TM=Y;S5=M; 256 
^_ 429782; Nr^rjTJ575^rte.2206B9;Ras-GTPase-ac^ 
65 442994; A(026716; Hs.16954; ESTs; aik.pklnase^h r Ribosonia).S14; 2.55 

456602; AA41 1607; fe.116964; ESTs, Weakly similar to K1AA1 150 protein; noi^pklnase; 256 

422B46; BE513934; Hs.l5B3: neutrophil cytosoKc factor 1 {47kD. chr; SH3,PX;T»=NtSS^; 2.56 

441699; AW511126; Hs.127572; ESTs; noneM-tfans; 256 
„ 447912; AW576549; Hs.166728; ESTs, Weakly sirrflar to 138022 hypothetl; none,GSHFxABC_tran; 256 
70 442945; AI024649; Hs.131853; ESTa; pVnasevnone; 256 

453199; AJ336268; Hk32353; mltogen-actrvated protein kinase kinase ; pklnase;7M=M;SS=N; 256 

451477; At798425; Hs.42710; ESTs; SH3.none; 256 

415091; A1044872; Hs.77910; 3-hydra^-3HTiethy IgtlifeiykCasnzyrne A sy; HMGjDoAjsynt; 2.55 

413529; U1tB74; Hs.B46; interteuWn 8 receptor, bete; 7tm_1;TM=Y;8&=M; 2^5 
/ -> 425345; AU077297; Hs.155834; protein tyrosine phosphatase, nawecept; Y^phosphaiase > OSPc;TM=M^S=M; 265 

401321; ; ; receptor tyrosine Mnase-like orphan rec: nona;TM=M;SS=N: 2^5 

446999; AA151520; Ha^51416; hypothefical protein MGC4485; none.none; 26S 

401057; ; ; eukaryofc translation elongaffort factor, fonJrans,iaTM=Y;SS=N; 255 
n 414509; AW161311; Hs.76294; CD63 antigen (melanoma 1 antigen); tran3membrane4;TM=Y;SS=M; 255 
O U 408204; AA454501; Ha.43666; protein tyrosine phosphatase type Mft, m; Yjrosphata3e;TM=M;SS=N: 254 

424539; L0291 J; Hs.150402; Acfivln A receptor, type I (ACVR1) (ALK; pklnase, Ac1Ivin_recp;TM=M;SS=M; 254 

459060; H89244; Hs.303627: heterogeneous nuclear riboniideo protein ; irm,pkfnase:TM=M;SS=N: 254 

450167; AA446404: Hs.24563; NTF^relafed export protein 1; NTF2;TWH*SS=N; 254 
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425965: NMJH1761; Hs.1973; cycfln F; cydin,F-box,cycI]n_C;TM=M;SS=N; 2.54 

446566; K35741; Rs.17914; membrana-spfinnlng 4-domBiw, subfamily A; nonB;TM=Y;SS=M; 2.54 

412834; R77123; Hs.79881; Homo sapiens cDNA: FU23006 fis, clone U 7tmJtnone; 2.54 

457255; AL133011; Ks,25392D; Homo sapfena mRNA; cDNA DKFZp434P20i (fn nDntyione; 2.54 

431341; AA3D721 1; Hs.251531; proteasome (prosome, macropato) subunit,; prole asome;TM=M:SS^N; Z53 

417331; AW411297; Hs.81972; SHC(Src homology 2 doiTiatvconlBinirts) I; SH2^ID^^2,SCAN>WP-faino7ng 1 KRAB;TM^M;SS=K; 2.53 
414570; Y00265; Hs.76473; InsulMke growth factor 2 receptor frt2,GMR;TM=M;SS*M: 253 
444836; AV6516B0; Hs.208558; ESTs; EntegTm_AFG-GAP 1 none; 253 

422609; 246023; Hs.1 18721 ;sIarodase 1 {tysosorT^slarida»};BNR^H2 1 SH3 ( pkinase;TM=Y;BS=M;2.53 

450296; AL041949; Hs,24756: hepatocyte growth factor-ragilBted tyros; none.none; 2.53 

400702; ; ; Targe! Exon; lfgjA3n.SBPJ>nc_3 ANF_receptonTM=Y;S8=M; 253 

432336; NM_O02759; Hs.274382; protein kinase, toterferon-lndiiclble rJoir, dsrrn,pkinase;TM=M;SS=l^ 253 

442643; U82756; HU74973; PRP4/STKWD splicing factor; WWOi; 252 

452060; W26980; Hs.349069; ATP-clndlng cassette, sub-femjly F (GCN2; ABCJran,lRK,SWJB; 252 

443951; F13272; Rs356635; ferritin, light polypeptide; PMP2?_ClaudJn,none; 252 

428975; NMJM4672; KfeJ 94694; mflogen-acltated protein kinase kinase ; pklnsse;; 252 

407608; AI92B218; Hs.380063; ATPase, Na? transporting, beta 3 poJypepc none.none; 251 

414482; S57498; Hs.76252; endothelki neceplortypB A; 7tmJ;TM=Y;SS=M; 2.51 

410293; AK000047; Hs.61960; typolhefcat protein; KJetra;TM=M;BS=N; 2.51 

429663; M68874; Hs.211587; phospholbase A2 group IVA [cytaBota ; C2,PLAZ_3;TM=M;fiS=N; 251 

425424; NMJHI4954; Hs.157199; ELKL motff kinase; pKinase t UBA,KAl;TM=M;SS=K; 251 

45701 3; M0371 45; Us.1 72865; cleavage stimulation (actor, 3' pie-RNA,; WD40;TM=M;SS=N; 251 

439221; AA7371 06; Hs.32250; ESTs, Moderately similar to 178685 serin; sdhj:hDri 4 BcV2,BH4,none; 251 

405429; ; ; Target Exon; Y w phosphatase,none; 251 

443466; BE243123; Hs.321045; IKK-ietaled kinase epslton; Inducible Ik; cWnase.RlOliTM^SS^; 2.51 

4lB47B;U38945;Hs.1l74;cycUrKdep^nderrt Wnaselnhlto ank;; 250 

408056; AA312329; Hs>42331: ephrirvA4; EpMn;TM=M;SS=M; 250 

414419; F0GB29; Hs.760SO; tumor necrosis factor, alpha-Induced pro; KJeta;TM=M;SS=N; 250 

405369; ; ; NM_Q05 569*: Homo sapiens UM domain Kinas; pteiaas.lJM.PDZ;; 250 

418216; AA662240; H5.283099; AF15q14 protein; Hemagg!uKnBi l squash;TM=Y;S^N; 250 

404321; ; ; C70D1 74r:gi|2499629|sp|Q53932|MPK?_MOUS; none,none; 250 

430900; U91939; Hs.248123; G protetn-conpled receptor 25; 7tmJ;TM*Y;SS=M; 2.49 

440861; 8E2441 15; Hs.7482; KIAA0682 gene product; nrn,<^iim/lateJan;TM=M;SB=N; 249 

41 5801; R24219; Hs.Z78443; Fc fragment of IgG, tew affinity lib, re; lg;TM=Y;SS*N: 249 

416741; HB3265; H&8881; ESTs, Weakly sfonflarta S41044 ehromosom; r^r^BAcliwin_recp ) pWnase i Activln_recp; 249 

417034; NM.006183; Hs.80962; neurotensin; none;; 249 

400303; AA242756; HsJ9136; UV-1 protein, estrogen regulated; none.none; 249 

408805; H69912; Hs.4826% vscdni a related kinase 1; pklnase ;TM=MiSS=M: 249 

41S2S5; AW135405; Hs.37251; E8Ts; pklnase,none; 249 

424905: NMJJ0Z497; Hs.153704: NIMA (never in mitosis gene a>rdated k; pklnase;7M=M;SS=N: 244 

417791; AW965339; Ha>M269; ESTs; none ( fer2,FAOJ*ndlr«_5y*WJ^ C; 2.44 

453941; U39817; Hs.36820; Bloom syndrome; DEAD,hellc35e«(;HRTOTM=M^9=M; 241 

417849; AW2916B7; Hs.82733; nldogen 2; EGF.IoTjrBceptJjylhyiogfDbufin_1 ;T M=M;S$=M; 239 

40890B; BE296227: Hs,250822; sentio/UiraoninB kinase I5f pklnase;; 232 

42B513; BE22080S; Hs.1B4697; pterin CI; PSI,none; 231 

426761; AI015709; Hs.172089; PORIMIN Prc-cncosfc receptor inducing ma; none;TM=Y;SS=M; 231 

427585; 031152; Hs.179729; collagen, *ype X, alpha 1 (Schmid meteph; C1q,Collagen;; 228 

41Z723; AA64B459; Hs.335951; hypothetical protein AF301222; none;TM=M;SS*N; 228 

452461; N78223; Hs.108106; iranscriptfan factor; zf-C3HC4 4 ubJqutHn,PrD,YDG^SRA;TM=M;8S=M; 226 

429547; AW009166; Hs.99376; FGENESH pred feted novel secreted protein; nonc.none; 215 

429486; AF155B27; HsJ203963; hypottiehcal protein FU10339; SKf2Jihellcase^C;TM^M;SS«N; 216 

40148S; ; ; C4000647*^l|4758508lreflMP^004253.1| a3; none;TM=Y;SS^M; 215 

416209; AA236776; Ks.79078; MA02 (mWolfc arrest deficient yesst h; HORMA;TM=M;SS=M; 214 

424393; A1906667; Hs.348419; ABO5687:IL-aTW5-t9019M19BTO95Homo ; none;TM=I^SS«M; 2.14 

423761; NM.006194; Hs.132576; paired box gene 9: PAXfTKHftSS^N; 2.13 

439670; AF088076; Hs^9507; ESTs. Weakly simitar lo AC004858 3 UI sm; none^one; 213 

43931B; AW837046; Ks.6527; G protelivcoiipled receptor 58; 7tii^ 1 Cy^^8Bm.GPS;TM ! 'Y;SS=^ 203 

445019; A1205540; Hs.2612£5; ESTs; none, none; 200 

443211; AI1283BB; Hs.143655; ESTs; none,ROne; 158 

449446; D6073Q; Hs.57471; ESTs; nono.none; 1.92 

435243; AW232686; Hs^48932; hypotbettcal protein dJ434014^ K^rwne; 1.85 

406360; ; ; Target Exon; WD4Q;TM=M;SS=N; 1-84 

41 13B8; X72925; Hs.39752; desmocollin 1; cadhen*n;TM=Y;SS=N; 1.84 

453102; NM.007197; Hs.31664; trfezlsd ProsoqKIa) homrfog 10; F2 p Frizzted,7tm_^TM=Y;B8=M; t.79 

4191B3; U60669; Ha.89663; cytochrome P4S0, subfamily XXIV (vHamln; p4M« t.78 

420344; BE463721; Hs.97101; putete G proWrwoupted receptor; Methyltranst5;TM»Y^ ^W; 1-77 

432842; AW674093; Hs.334822: hypothetical protefn MGC4485; Rlbosomal_M;TM=M;SS=N; 1.76 

419743; AW408762; Hs.5957; Homo sapiens clone 24416 mRNA sequence; none.rvone; 1.73 

426427; M8669% Hs.169840; TTK protein tdnsse; pWnaser, 1.62 

437915; AI837993; Hs.2D2312; Homo sapiens ckme N11 NTera2D1 teratoca; nono.none; IjSB 

433336; AF017986; Hs.31386; secreted fttezted-reteted proton 2 (sir; Fz,NTH;; ISO 

434377; AW137t48; Hs.306593; tnlron of periosiin (OSF-2os); FascWIiyione; 1.47 

451592; AJ805416; Hs.213897; ESTs; none,none; 1.47 

404927: ; : Target Exon; GBlaclosyLT;TM=M;SS=Y; 1^8 

421552 AF026692; Hs.105700; secreted ftizded^ated proton 4; Fz.NTR^ 1 J7 

427335; AA448542; Hs.27B444; G antigen 7B; none; 1J5 

431608; M30703: Hs.270B33; emphiregutln (schwannom*derived growth : EGF;TM=Y;SS=M; 1,24 
447993; AW13S525; Ks.170362; ESTs; nonB.noiE; 1.21 

428182; BE386042; Hs.293317; ESTs. Weakly slmflarto GGC1_HUMAN G ANT; none;TM=M:SS^N; 1.18 
453837: NM_002569; Hs.34073; BB-protocadharm (brain+eart); cadherin;TM^Y;SS=l^ 1.14 
43B274; AI91890B; H6.550ffi^ ESTs; PAXnone; 1 .14 

453966; BE146734; Hs.63325: transmembrane protease, serine 4; trypsin^ Lrecept ajrone; 1.10 
41326B; AL039079: Hs.75256; regulator of Gorolein spgnafrng t; RGS;TM=M;SS=N; 1.07 
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429921; M526911; Hs.82772; collagen, type*, alpha 1; Cdlagen.COLFl.TSPN.IamtnhuG.CorA,'; 100 
452795; AW392655: Hs.t8878; hypothetical protein FU21620: 20G-FelLOxy;TU=M;SS*N; 1.00 

TABLE 25B 

Pkey: Unique Eos probeset tdentffier number 
CAT number: Gone duster number 
Accession: Genbank accession numbers 

Ptey CAT Number Accession 

4066B5 0 0 M18728 

418869 127B9J4 AA229762 AA230035 

425802 8884 3 AA 12 2238 AA36Q7B8 

417686 1031334J AA21DS87 D57294 AA2146B4 AA207006 D56572 

411133 107Q995J AW81 9203 AW81 9204 AW819197AYV819202 AW8192H BE158469 AW819221 BE 158473 AWS1 9235 AWB1 9207 AW81 9220 AWB1 9208 AW81 9238 
AW81919BAW819234 

TABLE 25C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gl) numbers. "Dunham I. el al * refers to the publication entitled The DMA 

sequence of human cluomosome 22." Dunham L et al., Nature (1999) 402:489-495. 
Strand: Indicates ON A strand from which exons were predicted. 
NLposrtnn: Indicates nucleotide positions of predicted axons. 



Ptey 


Ref 


Strand 


NLfloslHon 


401781 


7249190 


Minus 


832tS«3435 t B3531-B3656.8374r>83901^423 


401760 


7249190 


Minus 


28397-2B617 l 28920-29045,29l35-29296 l 2941 


401760 


9929699 


Plus 


83125^250,85320-85540,94719-95237 


402075 


B1 17407 


Plus 


121907-122035,122804-122921,124019-12416 


401747 


9789672 


Mil us 


1 16598-1 18816,1191 19-1 19244,1 19609-11976 


404996 


6007890 


Plus 


37999-38145,38652-33998,39727-39872,4055 


402447 


9798640 


Plus 


4760547729.51698*1821 ,52070-52257,5330 


405932 


7767812 


Mms 


123525-123713 


406467 


9795551 


Plus 


182212-182958 


402233 


7690102 


Plus 


90281-91477 


402558 


9863760 


Plus 


19047-19145,21133-21293,33968^4069 


405556 


1552511 


Plus 


183497-163623.164715-164968,165369-16650 


403112 


B980973 


Mnus 


113051-113195 


402316 


7527774 


Minus 


10751-10919,18817-19052,22131-22328 


404891 


7329392 


Plus 


64974-85125 


405137 


9166422 


Minus 


30487-31058 


401752 


9828651 


Plus 


144600-144794 


405588 


5002511 


PXis 


46180-48366 


401812 


7407975 


Minus 


55064-55391 


405602 


4753260 


Plus 


44647-44778 


401751 


9828651 


Plus 


13S1G5-139322 


401218 


9929301 


Minus 


40793-41031 


401321 


9863631 


Mbus 


104278-104748 


401057 


8117645 


Plus 


158303-159236 


400702 


8118956 


Mmus 


11457-1158^26311-26536,27902^8067^204 


405429 


7321905 


Minus 


51577-51723 


405389 


2078469 


Minus 


3418344357,35686-35751 


404321 


9665209 


Minus 


76594-77805 


4014B5 


7341783 


Plus 


32585-32756,36281 -36540,40791-40933.4401 


406360 


9256107 


Mnus 


7513-7673 


404927 


7342002 


PRiS 


68690-69563 



TABLE 26A: 834 GENES UP-REGULATED IN SWING'S SARCOMA COMPARED TO NORMAL ADULT TISSUES 

Table 26A fists about 834 genes up-regulated In Eudngfe sarcoma compared to normal adult tissues. These wra selected from 35403 probesets on the Affymetrfx£os Hu03 
GenaCttp array such (halt the ratio of "average* kidney cancer to "average" normal adult tissues was greater than or equal to 1.5. The "averager kidney cancer level was set to the 
75* percentile amongst Bring sarcomas. The "average* normal adult tissue lave! was set to the B5* percentile amongst non-malignant tissues. In order to remove gene-specific 
background levels of nonspecific hybrid IzaOcri, the 7.5* percentile value amongst norwnaugnant tissues was subtracted from both the numerator and the denominator before the raflo 
wagevatuflted, 



Play: Unique Eos probeset identifier nurrsber 

ExAccm Exemplar Accession number, Genbank accession number 

UrdgenetD: Unlgene number 

Undone Title: Unigene gene title 

R1: Ratio of Ewing sarcoma to normal Sssue 



Pkey • ExAccn UniGerrelU MoBneTSe rT~ 

101447 M21305 gteHuman alpha satellite and satelite 3 38.4 

115881 NMJ105756 Hs.184942 GproteirHsupted receptor 64 34,2 

110278 AF061573 Hs.19492 prmocadherin 8 3Z2 

121362 AF060147 Hs.97932 chondromodullul precursor 30,3 

101104 AWB62258 Hs.169266 neuropeptide Y receptor Y1 26.3 
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121792 AW969726 Hs.98381 ESTs, Weakly sMIar to settle protease 2AA 

121619 AA528339 Hs.178062 ESTs, Weakly similar to phosphatidyl sen 23.4 

104669 AW969769 Ks.105201 ESTs 20.2 

_ 1C6533 AL134708 Hs.145998 ESTs 16.9 

5 12400S A1147155 Hs.270016 ESTs 15.0 

110728 AA737WS Hs.32250 ESTs, Moderately srnilar to {76885 serin 14.B 

105782 H0974B Hs.579S7 B-ceM OUrynipkjrna 11 B (zinc finger pro 14.6 

102B36 U94320 HS.15B330 neuropBpBdoY receptor Y5 14,5 

„ 104691 U29690 Hs.37744 Homo sapiens beta-1 adrenergic receptor 13.7 

10 121231 AA81494S Hs.96343 ESTs, Weakly similar to ALUC_HUMAN 3UI 123 

129526 S696B1 Hs.177582 surfactant, pulrnonary-assccteted protein 12.1 

119791 AA554907 Hs.5B291 ESTs 11.7 

11G301 AW96970S Hb.293332 ESTs 112 

123300 C14187 Hs.103S38 ESTs 10.9 

15 127742 AW2934S6 Hs.18013B . ESTs 10.8 

131601 NM.007115 Hs.29352 tumor necrosis factor, afpha4nduoed pro 107 

127489 AA650250 Hs.272D76 ESTs 10.6 

115909 AW872527 Hs.59761 ESTs, Weakly similar to DAP1 .HUMAN DEATH 10.6 

^ 101063 D54745 HsJ0247 ctrolecystokinin' 10.6 

20 134570 U6B615 Hs.172280 SWl/SNF related, matrix associated, acti 10.5 

100299 D49493 Hs.2171 growth differentiation factor 10 10.1 

127987 AI022103 Hs.124511 ESTs 10.1 

131313 R962S0 Hs-336629 rfcosomal protein L44 9.2 

_ _ 126799 AW753865 Hs.74376 dfactomedln related ER localized protel 8.5 

25 125B47 AW161885 Hs.249034 ESTs 7.0 

100360 D82343 Hs. 18551 neuroblastoma (nerve tissue} protein 6.9 

114637 BE244930 Hs.166695 ESTs 6.6 

123049 BE0476B0 H&311869 dickkopf (XenopusIaevtB)homoJog 2 6.6 

129977 NMJ300399 Hs.1395 early growth response 2 {Krox-20 (Drosop 6.5 

30 127695 AA714731 Hs.291457 ESTs. Weakly slmlar to heterogeneous r 6.5 

125186 AA610620 Hs.181244 major ^compatibility complex, class 6.4 

118644 AA443241 H&33G629 ribosoma] protein 144 6,3 

119717 AA918317 Hs£79B7 B-ceB aUyrnphoma 11 B (zinc finger pro 6.3 

1G1879 AA176374 Hs.243886 nuclear autoantigenic sperm protein (Ills 6.1 

35 113003 AW292315 Hs.7215 ESTs 5.8 

126645 AA316161 HsJ61635 six transmembrane epithets) antigen of 5.7 

101050 AU077324 Hs.1832 neuropeptide Y 5.7 

116750 AW1G1357 Hs.10t174 rrtcrotuhutB-asscdated protein lau S5 

Ar . 119082 AF252297 Hs.91546 cytochrome P450 reflnold metebcTcnng pr 5.1 

40 132315 ARJ91066 Hs.44563 hyprthe&alprotoin 6.0 

126098 M7S088 gb:EST0l236 Subtracted Hippocampus. Stra 49 

126077 M78772 Hs.210836 ESTs 4.7 

126426 AA125984 gb:zn27h06.M Stratagene neuro epithelium 4.6 

. _ 131307 NWL000025 Hs.2549 adrenergic, beta-3-. receptor 4.5 

45 123619 AA602964 gb:no97c02^1 NO CGAP Pr2 Homo sapiens 4,4 

128361 AW172570 Hs.130246 ESTs 4.3 

127003 AWB16S15 Hs.173540 ATPase, aassV, type 10O 4.3 

100020 4.2 

125565 AB033064 Hs^34806 WAA1238 protein 42 

50 105316 A1671245 Hs,24B35 hypothetical protein FU 14594 4.0 

112268 W39609 Hs.22003 solute carrier famSy 6 (neurotransmltte 4.0 

106516 AL1 37311 Hs.234074 Homo sapiens mRNA;cDNA£)KFZp76lG021 21 ( 3.9 

128132 AA225632 gtaicO.Ba07.r1 NCLCGAP_Pr1 Homo sapiens 19 

129012 R61936 H&33G629 rtboscmal proton L44 3,9 

55 125447 AI5B2222 Hs.l2B686 ESTs 3.8 

134676 W2A051 Hs.87819 Homo sapiens, ctcne MGC2492, mRNA, comp 3.6 

119040 R02394 Hs.269436 ESTs, Moderately similar to PC4259 ferri 3,6 

126391 AW188326 Hs.170652 ESTs 15 

, A 123829 AF2S1237 Hs.1 12206 XAGE-1 protein 3.4 
60 123949 AA621665 Hs.208957 EST 3.4 

126872 AW450979 gb:UI-H-BI3-a!a^-12^Ul.s1 NCLCGAFLSu 3.4 

101265 L36S45 Hs.73964 EphA4 3.3 

121309 AA293834 Hs.97312 ESTs 3.3 

130637 AA356764 Hs.17109 integral membrane protein 2A 3.2 

65 125464 N71807 gfcyz29dOS.r1 Soaresjuiiit^e^sclerosls,. 3.2 

135175 M91463 Hs.95958 solute carrier family 2 (facilitated gin 3.2 

107599 AW664072 HS-60136 ESTs 3J2 

1026B1 YOB890 Hs.1 13503 karyopherin(lmportln)fceta3 3.2 

„ 131688 AB35413 Hs.3Q692 p21 (CDKNlAhacBvated kinase 2 3.1 
70 120147 AI917116 Hs.155376 hemoglobin, beta 3,1 
110343 AW136703 Hs.17268 ESTs 3.1 
127664 AA806164 Hs.116502 ESTs 3.0 
103076 NM.001034 Hs.75319 rtbonucleoiide reductase U2 polypeptide 3.0 

__ 126127 N9542B nbzb8Qd09.st Soares_8OTescariUcroblas 3.0 
75 125558 R59305 gbiyh 16c1 0x1 Soares Infant brain 1 NIB H 3.0 

100335 AW247529 Hs.6793 platetoVacDvating factor ace^hydrola 2.9 
133421 AF134160 Hs.7327 claudinl 2.3 
102581 AU07722B Hs.77256 enhancerofze5te(Drosophil3}eomolog2 2.8 
113577 A1300699 Hs578937 raOQ470 protein Z8 
80 118397 BE139479 Hs.161492 ESTs Z8 
115773 AW445044 Hs.38207 Human DNA sequence from done RP4-530I15 2.8 
128659 AW630087 Hs.t03315 binucteotide repeat containing 1 2.8 
127262 AAB28126 gbwf71a09isl NCLCGAP_Ov2 Homo sapiens Z8 
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10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



106472 


AI207162 


KsJ3815 


stathrnuvEke-protein RB3 


2.7 


125032 


T748B4 




gb:yc58dfJ2:s1 Stratagena liver {937224) 


2.7 


127315 


AF116622 




gb:Homo sapiens cIoob FLB4217 mRNA seque 


2.7 


126600 


AA699949 


Hs.191365 


ESTs 


2.7 


120325 


AA195661 


Bs.104106 


ESTb 


2.7 


127256 


At73fl6l0 


Hs.267967 


ESTs, Moderately sfmDar b AL133_HUMAN 


2.7 


117357 


N24829 




gb:yx&Bh12.s1 Soares melanocyte 2NbHM Ho 


2.7 


126735 


M69113 


Hs.226795 


glulalhlone S* transferase pt 


^l 


102745 


AW753865 


Hs,74376 


olfeclcmedin related ER focalized prolel 


27 


128040 


AW5004B6 


Hs.1B06i0 


splicing factor praUoa^utamine rich { 


16 


129706 


M443241 


Hs.336529 


ribosomal protein L44 


2.6 


107731 


AA016086 


Hs.272106 


ESTs, Weakly similar to I38022 hypothab 


2,6 


128283 


AIQ76570 


Hs.134053 


ESTs 


26 


125165 


W45350 




gbszfi81h08^1 Pancreatic Islet Homo sapl 


Z6 


111143 


AB0206S0 


Hs.77B2 


paraneoplastic antigen MA2 


2.6 


105577 


AW852257 


Hs.171391 


Oterminal binding protein 2 


2,B 


128301 


U905S2 


Hs.284283 


hutyrophifiti, subfamily 3. member A1 


2.6 


130262 


DS3216 


H3.1536B4 


frizzled -related protefn 


Z6 


132967 


AA316181 


Hs.61635 


six transmembrane epithelial anrj[jen of 


2.6 


102479 


NMJ01991 


Hs.194669 


enhancer of zeste{Drosophila) homo fog 1 


2.B 


128531 


H03721 


Hs.2953 


ribosoma) protein S15a 


2.6 


126166 


A1741B16 


Hs.l25B97 


ESTs 


2.6 


126086 


H75681 




gb:yr77g0irl Soares fetal liver spleen 


Z5 


11B9B7 


A1668670 


HSJZ1B7S6 


ESTs 


US 


120830 


A156B170 


Hs.96866 


ESTs 


ZS 


127229 


AA3t6181 


Hs.61635 


six transmembrane epHhelial antigen of 


Z5 


129428 


AA256906 


Hs.111354 


ESTs, WeaMy similar to ubiquitous TPR m 


15 


110151 


H16B35 


Hs.31608 


hypothetical protein FU20041 


25 


1313B1 


M92642 


Hs.26208 


collagen, type XVI, alpha 1 


25 


133761 


AF041430 


Hs759Z2 


brain protein 13 


2.5 


125590 


R23858 


Hs.143375 


Homo sapiens, clone 1MAGE3840937> mRNA, 


2,5 


126693 


CO 5723 




gb:CTj5723 Human pancreatic islet Homo S3 


25 


12G021 


M775894 


Hs.1 87516 


ESTs 


25 


125905 


A167B63B 


Hs.6456 


chaperonJn containing TCP1, subunit 2 (b 


2.5 


102507 


U52154 


Hs/I93D44 


potassium inwardly-rectifying channel, s 


2.5 


125743 


H17151 




gb:ym37aQ5Tl Soares infant breJn 1NI& H 


25 


130580 


N32368 


Hs.334370 


uncbaractenzed hypoQialamus protein HBE 


25 


113119 


T47910 




fib^bl5b11.s1 Stralagene fetal spleen (9 


24 


123110 


AA486256 


Hs.193510 


EST 


24 


113283 


T66813 


Hs.12947 


EST 


24 


107711 


W96141 


Hs.220687 


ESTs 


24 


128392 


HQ4150 


Hs.107708 


ESTs 


24 


10B111 


AW875398 


Hs.6451 


PRO0659 protein 


24 


129948 


A1537162 


Hs.2B3968 


ESTb 


14 


125728 


AW954565 


Hs.57987 


B-cell CLUtymphoma 11 B (zinc finger pro 


24 


116728 


F13687 


Hs.227976 


EST 


24 


103100 


NMJW5574 


Hs.184585 


UM domain only 2 (rbombotJivflke 1} 


24 


124971 


T23800 


Hs.151001 


hypothetical protein FLM4728 


24 


131019 


W28614 


Hs.306155 


cnarbrnc somatomamirtc4ropin tiarmone 1 {p 


24 


128871 


AI865045 


Hsj211586 


phosphrinoslBde^kinBse, regulatory s 


24 


111795 


A! 435437 


Hs.24567 


ESTs, Weakly srnJIar to KBF3JHUMAN KUCL 


2A 


119127 


AA708035 


Hs.12246 


ESTs 


2.4 


117602 


N35O20 


Hs.44685 


C3KC4-||ke zVic finger protein 


24 


111B98 


R38944 


Hi.183475 


Homo sapiens done 25061 mRNA sequence 


24 


131916 


AA025976 


H5.34569 


ESTs 


24 


130850 


ABO40922 


Hs.20237 


DKFZP566C134 proton 


24 


100571 


L14561 


Hs.78546 


ATFase, Ca++ transporting, plasma membra 


24 


126722 


N66148 


Hs.11125 


HSPC033 protein 


24 


123720 


AA609734 


Hs/1 12755 


EST 


24 


113609 


T93263 


Hs.16875 


ESTs, Weakly similar to S236S0iBbwir 


2.4 


131138 


ABQ33099 


Hs.23413 


WAA1273 protein 


24 


12S001 


AA443323 


Hs.107812 


BPOZproteai 


24 


133529 


W45623 


Hb.74571 


ADP-ribosyiatfoo factor 1 


24 


107593 


AI093683 


Hs.60051 


ESTs 


2.4 


123910 


AA621252 


Hs.179923 


ESTs, WeaWy simSar b S65667 alpha*1 C- 


2.4 


128B17 


BE395776 


Hs.188640 


ankyfogh, progressive (mouse) homolog 


24 


103080 


AU077231 


Hs.82932 


cycfin D1 (PRAD1: parathyra)d adenomatos 


24 


126367 


AWB11791 


Hs.150742 


ESTs 


2.4 


123729 


AL039779 


Ha.27B672 


membrane component, chromosome 11. surfa 


24 


112342 


AW410273 


Hs.92614 


longevity assurance (LAG1, S. cerevisi&e 


23 


114721 


D61939 


Hs.103B22 


ESTs 


23 


127768 


AW085002 


Hs.156187 


ESTs 


2.3 


127706 


A1V74238 


Hs.186982 


ESTs 


23 


126029 


AA704253 


Hs.169359 


ESTs 


23 


124250 


AA350256 


Hs^23B75r 


EST, Weakly Similar to 2109260A 8 cell 


23 


117265 


AA451966 


Hs.43005 


RAKMfca protein 


23 


112501 


AA972447 


HsJ68833 


Homo sapiens mRNA; cDNA DKFZp434KD87{fr 


23 


129079 


AKD00157 


H&.1065D2 


hypothetical protein FU2015D 


23 


127252 


AIQ49545 


Hb£4 


DnaJ (Hsp40) homotog, subfarrfly A. memba 


23 


129228 


U40714 


Hs.239307 


tyiosyHRNA synthetase 


23 


114092 


HB1213 


Hs.14825 


ESTs. Weakly similar to KIAA1S03 protein 


23 


109252 


BE440157 


Ha.8S944 


ESTs 


23 


127BB9 


AI147408 


Hs.144941 


ESTs 


23 
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121292 AA4018Q7 gb:rv65f1 l.sl Soares_tolaLfetU3jIb2HF6_ 2.3 

128797 NM_002975 Hs.105927 stem eel growth factor lymphocyte seer 2.3 

132385 AL045579 Hs.62113 KIAA0717 prolan 2.3 

_ 125174 W51835 H&.2310B2 EST 23 

5 125401 A1204637 Hs.337585 ESTs. Highly similar to KIAAD350 (rlsapi 23 

135278 AA399542 Ks,229571 EST, Moderately similar to PEPTIDYL-PROL 2.3 

119155 R61715 hfa.310598 ESTs, Moderate!/ smnBsr to ALU1_HUMAN 2.3 

123423 AA59B484 gb^e3BfD4.s1 Ges&ler WIms lumorHomo 5 2.3 

t _ 123258 AA490929 Hs.1 05274 ESTs, WeaWy similar to RM51_HUMAN REGUL 2.3 

10 128826 Z40313 Hs.106330 HomosapfensdonelMAGE:2337l t niRNAseq 23 

105014 AA121123 Hs.269267 ESTs, Weakly aimilar to Afl 61 361 1 HSPC 2.3 

101085 AA382524 Hs.250959 hlsteb'nl 2.3 

110S79 AA004798 Hs.108311 ESTs. Weddy similar to T00351 hypottieB 2.3 

126B79 D90391 Hs.1265 branched cha'n keto acid dehydrogenase E 2.3 

15 132317 BE26243B Hs.44592 beta-1,4 mannosyltransferase 2.3 

124691 RD5335 Hs.110153 ESTs 23 

113474 R50752 Hs,23B56 hypothetical protein MGC5297 2.3 

103175 X6SM9 Rs.792Z7 myome6ln{M-protein)2(165kOJ 2.2 

„ rt 129052 BE275031 Hs.158210 hypothetical proteii M6C2555 2.2 

20 129248 W04606 Hs.171637 rrypothefcol protein MGC2626 2.2 

100760 BE56195B H&3Q2063- InYnurioglobuBn heavy constant mil 2.2 

135416 BE281018 Hs.99969 fusion, dewed from ij 12; 18) malignant 22 

129928 AI338993 Hs.134535 ESTs 2.2 

_ _ 109319 XB3492 Hs.a2359 tumor necrosis factor rBcsptorsuperfami 2.2 

25 110258 H53947 Hs337955 RAB7> member RAS oncogene family 2.2 

120734 AA29994B gb:EST1 2544 Uterus tumor I Homo sapiens 2.2 

111777 AK001100 Hs<41690 desmocclBnS 22 

128963 J 03890 Hs.1074 surfactant pulmonary^ssocfeted protein 22 

108451 AA079195 gtorrt92h12.s1 Stratagene ovarian cancer 2.2 

30 134964 AI80351G H&272891 Kopocakta-ftB protein 4 22 

127248 AA364195 gb:EST750 15 Pineal gland 11 Homo sapiens 2.2 

125761 R68351 gb:yh99bQ3,r1 Soares placenta Nb2HP Homo 2.2 

10135B M10058 Hs.12056 astalc glycoprotein receptor 1 2.2 

^ _. 101613 M24283 Hs.1683B3 Intercellular adhesion motecute 1 (C054) 2:2 

35 107121 AB015427 H&250493 zinc finger protein 219 2.2 

11 6751 N7421 0 Hs.50454 ESTs 2.2 

128952 AL043463 Hs.6755 RaP2 Interacting protein B 22 

126581 W733C6 Hs.306668 Homo sapiens cDNA FU140B9 fls, cfona MA 2.2 

127634 AA633469 Hs,1932B3 ESTs, Weakly similar to unnamed protein 22 

40 130755 BE293520 Hs.1 8910 prostate cancer OYaraxpressed gene 1 2.2 

132867 AF2266S7 Ks.58553 CTP synthase II 2.2 

125323 N775B4 Hs.68644 Homo sapiens microsomal signal peptidase 22 

111790 AW759683 Hs.6734 ESTs, Weakly similar to S26650 DNArblndi Z2 

125549 R20215 gbys1Bb09.rt Soares infant brain 1NIB H Z2 

45 128059 AA972446 Hs,14609S ESTs 2.2 

132342 AW16275B Ha.45232 ESTs, WeaWy similar to ALUSJiUMAN ALUS 2.2 

125722 R29796 Hs. 269 622 ESTs 2 2 

106383 AA447453 Hs^7860 r^saplBnsmRMA;cOMADKFZp586M0723ff 22 

„ 127544 NB885B Hs.155101 ATP synthase, H+ transporting, mrbchond 22 

50 12B179 AW2936B9 rte.127116 ESTs 22 

133461 NML000752 Hs.334345 cytochrome P450, subfamily II A (pheno bar 22 

126962 R12014 Hs.20976 ESTs 2.2 

112369 AW956243 Ha.4243 hypothetical protein f=U 12650 22 

__ 133582 68391579 HsJ5087 Fas-activated saririefltoeomne kinase 22 

55 112276 R53442 Hs.2603a ESTs, Weakly sTmtiar to 13B022 hypothet 22 

10B743 A1560150 hSs.71074 ESTs 22 

133726 A18031BB Hs.252716 oxysterol-biriding protelrKelated pratel 2.2 

131263 AU077002 Hs-24950 regulator of (protein signel&ig 5 2.2 

109929 AA773187 H&294027 ESTs Z2 

60 129059 AW069534 Ks.279583 CG1-B1 protein 22 

110724 AW0167B3 Hs.30799 Homo sapiens cDNA FU 13471 fe, clone PL 2.2 

116962 H79677 gbryu75glOs1 Soares fetaMh/sr Gpteen 22 

119232 A1655226 Hs.1 17659 ESTs, WeaWy similar to T46481 hypotheti 2.2 

„ 106711 BE390125 Hs.143187 hypothellcai protBin 22 

65 135191 X16868 Hs.301086 cytochrome F450. subfamily I1D (debrisoq 22 

125822 K03162 Hs.268768 ESTs 2.2 

130215 BE301BB3 Ha.1 52707 gfoWastoma amplified sequence 2.2 

133363 AB96286 Hs.71962 ESTs, WeaWy sinter to B3629B profae-r 22 

^ n 126250 AL05Q391 Hs. 3 21247 Homo sapiens mRNA; cDNA DKFZp586A1B1 (fr 22 

70 103392 X94563 QfcH.saptens dbUacbp gene exon t& 2. 2.2 

129794 AF161399 Hs^3269 hypothefcal protean FU 13433 2.2 

100253 038024 H&1 57425 double hameobox, 2 2.2 

130743 AL04926S Hs.16724 Homo sapiens mRNA; cDNA DKFZp564F093 (k 2.2 

_ 125466 R08234 Hs.180461 ESTs 22 

75 122662 AA984531 Hs.159293 ESTs 22 

133347 BE2S775a Hs.71475 add cluster protein 33 2J2 

104455 AL110261 Hs.1 57211. DKFZP5B6B0621 protein 22 

116332 AA49120B Ha.62620 chromosome 6 open reading frame 1 2.2 

0 _ 131153 AAD99524 Hs.23754 ESTs 22 

80 109592 AI198059 Hs.26370 ESTs 2.2 

126721 AW403911 Hzl266175 phosphoproteln associffted with GEMs 2.1 

114046 BE01865B Hs.141003 Homo sapiens cDN A: FU21 691 fis, done C 2.1 

128434 AH90914 Hs.143880 ESTs 2.1 
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103163 AU077G18 Hs.3235 keraUn4 2.1 

112379 AK001713 Hs.17860 hypothsflcaJ proteki FU10851 21 

127507 AA249573 Hs.152618 ESTs, Moderately stmlar to ZN91J4UMAN Z 2.1 

_ 133097 W03512 Hs.6479 hypothetical proton MGC13272 2.1 

5 126353 HB5692 Hs.40730 ESTs 2.1 

122110 AI123Q00 Hs.301240. melanooorOn 1 receptor (alpha melanocyt 2.1 

100554 M95923 gb:Human 12^pcxysen3S8 mRNA, partid c 2.1 

104799 AA029703 gb:2e95hQB^1 Scares fetaUeart_NbHH19W 2.1 

132664 AI740461 Hs.54542 ESTs Z1 

10 114620 AA642974 gb:nr60hOLs1 Na_CGAPJ,ym3 Homo sapiens Z1 

115348 AA281552 Hs.292100 ESTs 2.1 

133231 AK000517 Hs.6844 hypothetical pro leln FU 20510 2.1 

133160 N5496B Hs.66309 hypothetical protein MGC1 1061 2.1 

124656 AW297702 Hs.102915 ESTs 2:1 

15 133576 M19S50 Hs.150741 Z.^-cycte nucleotide 3 r pnosphodi8ste Z1 

132676 N92589 Hb.261038 ESTs, Weakly similar to I38022 tiypothet 21 

126505 AA2628B1 Hs.190057 ESTs 2.1 

118865 AA736405 Hs.54530 ESTs 2.1 

„ 134287 AI174596 Hs.196209 RAE1(RNA export 1, S.pombe) hcmolog 2.1 

20 134104 135253 Hs.79107 mltogsn-ediv atari protein kinase 14 Z\ 

133493 AW99B046 Hs.1943B9 grgmins-glutemfc acid dlpepUde <RE> ra 2.1 

112853 T02843 gb:FB11H5 Fetal brain, Stratagsne Homos 2.1 

117457 N29682 Hs.44071 ESTs, WeaWy simitar to ALU5_HUMAN ALU 2.1 

112246 R51321 Hs.25760 Homo sapiens cDNAFUl 2252 fe.done MA 2.1 

25 134869 AL157518 HsJ9042l PR024B3 protein Z1 

128859 AA768242 Hs.80618 hypothetical pmteki 2.1 

129179 AVW69025 Hs.109154 ESTs 2.1 

104857 A192Q902 Hs.19058 ESTs, Moderately Bjmil&r to SG5657 alpha Z1 

101651 AU37111 Hs.75641 gatactosB-l-phosphateuridylyltransferas Z1 

30 129726 R15474 Hs.1 32893 tatty adddesaturase 1 2.1 

117186 H969BB Hs.42612 ESTs, WeaWy slmlarto ALU1_HUMAN ALU S 2.1 

126271 A1250773 Hs.270012 ESTs 2.1 

116925 H73110 Hs.260603 ESTs, Moderately slrnlar to A47582B-CQ 2.1 

_ 128468 T23625 Hs.150580 putative translation initiation fader 21 

35 .116031 AA4S2239 Hs.103329 KIAAC970 protein 2.1 

130724 AKC01507 Hs. 30 6034 Homo sapiens done FIB6914 PR01821 mRMA, 2.1 

121897 AA427419 Hs.229162 EST, Weakly similar to ZN91_HliMAN ZINC 2.1 

123806 AA620552 gkae58g11.6l Slratagene Jung carcinoma 21 

122333 AA625872 Ks.98977 ESTs, Moderately simitar to T34561 hypot 2.1 

40 127841 AW136558 Hs.1 25246 ESTs Z1 

100023 2.1 

113002 BE243513 Hs.7212 hypolhefcal protein PP1044 2.1 

111567 F12628 KS334786 hypothetical protein WGC1 6040 Z1 

. _ 113697 T971B3 Hs.17992 Komo sapiens mRMA; cDNA DKFZp434J 172S (f 2.1 

45 126033 A1248705 Hs.149321 ESTs 2.1 

105225 AA211777 gb:zn57dQ2sl Slratagene muscle 937209 H 2.1 

112370 AF052095 Hs.1 67344 Homo sapiens ctona 23911 mRMA sequence Z1 

132786 BE0B3422 Hs.55B51 hypothetical protein MGC2668 Z1 

113226 AIB21008 Hs.10697 ESTs 2,1 

50 117997 N52090 Hs/47420 EST 2.1 

116996 H83935 Hs.40535 ESTs Z1 

127002 AL353940 H&Z4979 hypothetical protein DKFZp761P1010 21 

122591 AI188219 Hs.99311 ESTs. WeaWy similar to HSJ2J4UMAN DNAJ Z1 

__ 10727S S57296 H 5. 323910 v-erb-b2 avian erythrohtastjc taukemta 21 

55 103B98 AA2488B4 gb:k35l7.seq.F Human fetal heart, Lambda 2.1 

110312 BE256986 Hs.1 169 6 hypothetical protein FU120B9 Z1 

127447 AA3B6192 Hs.193482 Homo saptens cDNAFU 11903 Us. clone HE Z1 

126352 AW137413 Hs.169942 ESTs 2.1 

113649 N94768 Hs.16400 ESTs, Weakly similar to K1AA1 435 protein 20 

60 128275 AJ216235 Ks.131240 ESTs 20 

125976 AA4367B0 c,bczv67d11.r1 Soares JotaUehiaJ^b2HFfl_ ZO 

120820 AA347417 Hb.96869 EST ZO 

134937 AI251449 Hs.171939 ESTs 2.0 

„ 129802 AI282193 H8.19B203 ^rc avian earoma (SctirnMt-Ruppin A-2) ZO 

65 129535 AA397972 Ha.169965 chimertn (ctfmaain) 1 ZO 
105095 AF115402 Hs.11713 ETUOoj factor 5 {ets domain transcript ZO 
126538 R44214 Hs.101189 ESTs 2.0 
105593 AA279341 Ha. 1741 51 aldehyde oxidase 1 ZO 
105788 AB00969B Hs.23955 sobte carder family 22 (organic anion ZO 
70 128148 AA91B175 Hs.126637 ESTs ZO 
125982 R98091 gb^i30e1tJl Soares fetal Iver spleen ZO 
125746 AL137506 Ks.274256 hypothetical proton FU23563 2.0 
127835 AA748762 Hs.163113 ESTs, WeaWy similar to 138022 hypothet] ZO 
__ 100661 BE623001 Hs.1 32748 Homo sapiens ribosoma] protein 139 mRNA. ZO 
75 124282 AA018408 Hs.1 10267 ESTs 2.0 
126926 AA179472 H&.B32 ESTs, Highly similar to A41029 integrin 2.0 
100221 026383 gbiHumsn mRNA for ATP synthase B chain. ZO 
126053 H64450 fl b:yu62d01.r1 Welz mann Olfactory Epilhal ZO 
100944 L07518 Ha.159593 mucins gastric ZO 
oO 125581 A127284B Hs.75309 euicaryottc translation elorvgatton factor ZO 
128604 AI879099 Hs.102397 QOT-3 for gonadotropin inducible Iransc ZO 
114612 AI124557 Hs.95456 ESTs ZO 
130453 U80735 Hs.173854 PAX transcription activation domain mte ZO 
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135060 AK001BB7 Hs.259842 protein Wnase, AMP-acthraled, gamma 2 n 2.0 

114419 AJ243D13 Hs.106532 ESTs.WeaWy similar to 138588 reverse t 2.0 

126283 N40359 HsZ71896 ESTs 2.0 

112003 AW976731 Hs.301824 hypothetical protein PR01331 2.0 

5 127391 AW380B93 Hs.11039 rrypothetkal protein MGC2722 2.0 

127717 F12209 Hs.1733B0 CK2 interacting prolan 1; HQ0024c prote 2.0 

126893 AJ252060 HsZ6320 TRABID protein 2.0 

106738 BE252749 Ks.20558 hypothetical protein FU20345 2.0 

1037B0 AA642973 Hs.163B42 ubiquifinB 2.0 

10 118922 AW206193 Hs.9lQ65 hypothetical protein DKFZp761B2423 20 

133196 AJ434760 HsZ79949 KIAA1 007 protein 2.0 

133424 AA350994 Hs20281 K1AA1700 2.0 

133765 M62194 Hs,75929 cadherin 11, type 2, QB^herin {osleob 2.0 

132347 BE271016 Hb.1B9B50 ESTs, WeaWy similar to T21 554 hypothefi 2.0 

15 126589 H13295 Hs.106135 ESTs 2.0 

114459 AW445217 Hs.103362 ESTs ZO 

12B47& AA708205 Hs.100343 ESTs 2.0 

127271 H96820 gb:yv99b03j1 Soares metenocytfl 2NbHM Ho 2.0 

_ _ 111122 N53753 H&.16492 DKFZP564G2022 protein 2.0 

20 130695 T97205 Hs.1799a ESTs,WeaMysirnilarb210926QABcell £0 

133571 BE515037 Hs.177556 melanoma antigen, family 0, 1 2.0 

119244 AW407564 Hs.275&65 ribosomsl protein S18 2.0 

127603 AI0167S8 Hs.9925 hypolhetfcal protein FU20772 Z0 

„ 113626 T9431B Hs.17359 ESTs, Moderately similar to RLM_HUMAN G 2.0 

25 128115 AM35580 Hs.130168 ESTs Z0 

117639 AA377165 Hs.44833 ESTs 2.0 

127033 AF169301 Hs.9098 sulfate transporter 1 2.0 

112411 R43Q9Q Hs.271510 ESTs, Moderately similar to ALU 1_HUMAN A Z0 

114601 AA075666 gb:zm8&f0&s1 Stratag en e ovarian cancer 2.0 

30 127573 AA594196 Hs.263464 ESTs, WasHy similar to S65657 afcha-1 C- 2.0 

125500 AW9S2654 HsZ44624 ESTs 2,0 

119416 T97188 gb^eS^Og^t Soares fetel liver spleen 2.0 

115487 AI366784 Hs.48820 TATA box binding protein (TBPJ-associsie 2.0 

126902 AA036637 Hs.1 07052 ESTs 2.0 

35 1276B4 AA668S31 Hs,32556 WAA0379 protein ZQ 

126268 AW449560 Hs.B9S76 Inner mtochondriaJ rnembrane peptidase 2 Z0 

122059 AA431737 Hs.98749 EST, Moderately similar to T42671 hypoth 2.0 

125486 AJ023895 Hs. 190667 ESTs 2.0 

128895 AW46700O H6,1069as ESTs Z0 

40 105301 AW352357 Hs.7457 MAGElprofetn 20 

125536 F0B266 H6.7784B ESTs, Weakly similar to ALU1_HUMAN ALU S 2.0 

121387 AA405BS4 gb2u66g06.6l Soares_iesUs_NHT Homo sap 2.0 

134526 NMJ0O3747 Hs.131814 tantyrasa, TRFI-iriterartlna, antyrtn-rela Z0 

126860 BE242814 Hs.323494 ESTs. Weekly similar to T27544 zinc resl 2.0 

45 102907 BE409861 HsJ202B33 heme oxygenase (dacyding) 1 Z0 

127804 AA740634 rfe.292084 ESTs ZO 

130566 RB5474 Hs.16073 ESTs 1-9 

113782 AK001567 Hs.311002 Homo sapiens cDNA FU107G5 fis, done NT 1.0 

124119 AA040123 H&2488S3 solute canterfarnily 27 (fatty acid ira 1.9 

50 132490 NMJD0129O Hs.4960 UM domain binding 2 1.9 

125494 AUD77029 Hs. 177543 antigen IdenCted by roonddonal atiBbod 1.9 

100237 D30715 11^306333 Human PAP (pancreaaUs^SBodatad prot 1.9 

1276&7 AW7723B3 Hs.300635 ESTs 1.9 

103136 ARJ67917 Hs.247936 olfactory receptor, family 1, subfemBy 1.9 

55 125704 R55094 Ha.26239 Human DUA sequence from clone RP11438B2 1.9 

126208 N22588 HsZ88548 KomosaptenBcDNAFUl236Bfis, done MA 1.9 

131902 AA180145 Hs.34348 Homo sapiens mRMA; cDNA DKFZp434P0235 (f 1.9 
128660 AA011597 Hs.1 77398 ESTs 1-9 

^ 110049 K53145 gb:yv5a09.6l Soares fetal fiver spleen 1.9 

60 134624 AF035119 Hs-BTOO deleted in Rver cancer 1 1.9 
127432 A WC 67703 Hs.170311 heterogeneous nuclear rlbcnudecprotein 1.9 
126414 AI3631S7 Hs.24755 hepatocyte growth factor-regulated tyros 1.9 
120861 AA350394 HsJS9S2 ESTs IS 
124669 AJ571594 Hs.102943 hypothetical protein MGC12916 1.9 
65 126096 FTJ62CB Hs.283844 sirdlartorattrfrjartoxylate csmar-fi 1.9 
103891 NMJM7212 Hs.124186 ringflnger protein 2 1.9 
12B727 AJ223335 Hs.50651 Janus Wnase 1 (a protein tyrosine Unas 1.9 
126831 AI929107 Hs.79933 cydinl 1.9 
125360 AWB9B892 Hs. 189741 ESTs 1.9 
70 124276 H83465 gb:ys91a11.s1 Soares retiriaN2b5HR Homo IB 

126524 Z45455 Hs. 182447 heterogeneous nuclear ribanucleoprotaln 1.9 

126647 AK000283 Hs.270502 hypothefical protein FU20276 19 
125957 H41694 gb:yo06W&i1 Soaras adult brain N2b5HB5 19 

121782 AW452957 Hs^3469B Homo sapiens, done MGG 15203, mRMA, com 19 
75 124059 BE3&7335 Hs.2B3713 ESTs, Weakly similar to S64054 hypotheti 19 
130945 U20562 Hs.2149 actrn lite protetn 19 

126346 T16243 Hs.6473 Homo saptans cDNA RJ139 92 fis, cloned 7 19 

103558 BE616547 Hs.2785 tara&nl7 19 
126982 AA211419 gbzn55g05js1 Stratagene musde 937209 H 19 

80 12ai3 AA76B957 Hb^1077 WAA0532protefri 1^ 
129601 AB032964 Ha.115726 K1AA113S protein 19 
126007 H51097 Hs.143261 ESTs 19 

123627 AA909519 Hs.112668 ESTs 1.9 
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111567 AU25867 Hs.20734 ESTs 

135231 BE613815 Hs.74280 hypothefcal protein FU22237 

128897 AW979134 Hs.10700 hypothetical protein 

_ 109591 H04757 Hs.323176 ESTs 

5 127704 AA679S09 gb:sg72cOZs1 Gesster Wilms himor Hem s 

129340 H75334 Hs.11050 Fbox only protein 9 

126502 T10077 Hs.13453 hypothetical protein FLJ14753 

129619 AA209534 Hb.284243 tatraspan NET-6 protein 

127136 R36277 Hs.7773 Homo sapiens ublquft/n conjugating enzym 

10 110536 H72868 Hs.19110 ESTs 

128862 BE250742 Rs. 105673 eukaryofo translation initiation factor 

1D46B9 AA420450 Hs.292911 ESTs, Highly similar to S60712 bami-6-pr 

130829 BE262530 Hs,2006 glutathione S-transferase M3 (bran) 

125768 AI557486 Hs.119122 rlbosomal proton LI 3a 

15 123613 AA6D9158 Rs.291166 EST 

127506 TS1039 Fte.252574 ribosoma) protein LlOa 

123546 AA608817 Hs.112597 EST 

12B51B R95872 Hs.117572 chemokina binding protein 2 

103973 AA305729 H&J8272 amino acid transporter system Al 

20 127428 AAB54756 Bs.124076 ESTs 

112339 R56570 Hs.50547 ESTs 

129101 NfcLOl3403 Hs.108665 znedin 

109442 AW296134 Hs.86999 ESTs, Weakly similar to S6S657 atpha-IC- 

„ 118103 AA401733 Hs.184134 ESTs 

25 1257S2 AW13B622 Hs.206673 ESTs 

102925 W28363 Hs.239752 nuclear receptor subfamily 2, group F,m 

133975 C18356 Hs.295944 tissue factor pathway Inhibitor 2 

134470 X54942 Hs.83758 CDC2B protein Wnase 2 

127329 AW160551 Hs.124021 soggy-lflene 

30 126659 T16245 gb:NIB1005R Normalized Infant brain, Ben 

127297 AWB29485 Hs.140720 GSK-3 binding protein FRAT2 

127640 AI5574B6 Hs.119122 rlbosomatproWnLl3a 

103409 NM»004454 Rs.43697 els variant gene 5 (etwetaied rnclecuJe 

127964 F06298 gb:HSC13F081 normaltzed Infant brain cDN 

35 122365 AA813546 Hs.99034 GTP-Wndlnfl protein Rho7 

128193 AJ224442 H £.155020 putative rnatrrytoansferase 

115173 BE612940 Hs.B8252 ESTs 

125532 AJ734146 Hs.271800 ESTs. Weakly similar to aJtenvaSvelysp 

126541 AJ271671 rls.7B54 ztne/iron regulated transporter-Tike 

40 127309 A1669765 Hs.133184 ESTs 

129062 AA452970 K&.15521B E1B-55kDa^S60cl3ledprolain 5 

126770 AI292320 Hs.81361 heterogeneous nuclear ribonudeoproteln 

127775 AA12B80B Hs,179902 tratiBporter-likB protein 

126994 AA455265 Hs.86686 ESTs, Moderately elmllarto 154374 geno 

45 130734 AW137091 Hs.18624 KIAA1052 protein 

114461 AA5311B7 Hs.125705 ESTs 

100842 U05597 gbiHuman anion exchanger 3 cardiac Isofo 

127389 T65123 Hs.12743 carnitine O-oc^oyltransiorase 

rt 125394 BE178502 Hs.173772 ESTs, Weakly similar to 178685 serin e/th 

50 107738 AA016239 Hs.60715 ESTs 

125669 R51308 Hs.333255 ESTs, Weakly similar to ALU6_HUMAM ALU 

100370 D79989 Hb. 184884 KIAA0167 gene product 

113479 A1023133 Hs.10739 ESTs 

105165 BE2B0767 Hs.16079 hypothetical protein FU 10233 

55 120602 AA80BQ1B Hs.109302 ESTs 

112399 R60920 Hs.296770 K1AA171 9 protein 

123474 AA599209 gbcag34b11.s1 Jla bone marrow stroma Horn 

134212 AAB54353 Hs.17719 EBP50-PDZ Haractorof 64 kD 

104204 AK001691 Hs.57655 hypothetical protein FU10829 

60 127464 AW971B75 Ha.292071 ESTs 

116716 AU17440 Hs.170263 tumor protain p53-bind In 9 protein, 1 

115041 AA252457 Hs.86543 ESTs, Moderately similar to T0025S hypot 

132360 AW373665 Hs.46853 ESTs 

12D0B7 AF186780 Hs.79219 RalGDS-iika flene; KIAA0959 protein 

65 116356 A1371223 HS.2BB671 Homo sapiens cDNA FU11 997 fia, clone HE 

125499 H10543 gbym04c06Jl Soarcs infant brain 1 NIB H 

128646 AA730767 Hs.286753 SCGIWIke-frotaii 

123869 AA620924 Hs.1 12923 EST 

106889 AA135722 H&61481 ESTs 

70 126528 Z24S95 gb:HSBB7F122 STRATAGENE Human skeletal m 

127629 AA293279 Hs.29173 hyp athaticat protein FU2051 5 

13D004 AA703684 Hs.245474 ESTs, Moderately similar to AU)5_HUMAN A 

130847 A16724B3 Hs.20220 Tipase protein 

__. 111620 R14853 Hs.307478 EST. WeaWy similar to 139058 hypothetl 

75 131971 BEE67100 Hs.15493B bypottiBbcBt protein MDS025 

121360 AA405635 Hs.96654 ESTs. Weakly Glmlar to DYLX^HUMAN CYTOP 

127705 AJ003322 QfcAJ003322 Selected chromosome 21 cONA 

124887 AA833902 Hs.270745 ESTs 

128698 AI221147 Hs.14508B ESTs, WeaWy similar to T15936 hypotheK 

80 126730 AA442429 gb^70g02.r1 SoaresJotalJetus_Nh2HF8^ 

127916 AI23S950 HsJ294111 ESTs, Moderately similar to B34087 hypo 

128408 A1183407 Ks.143704 EST 

128440 AW090340 Hs.14337 Homo sapiens cDNA FU14407 lis, done HE 
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gb:af19g05.s1 SoarBsJoial_fehJS_Nb2HF3_ 
ESTs, Weakly similar to S55024 neboSn, 
KIAA0865 protein 
hypothetical protein MGC517B 
KlAA0l44gene product 
ESTs 

Homo sapiens cDNA: FU2302Q fe. clone L 
ESTs 

nuclear distribution gene C (A.nldulans) 

Ran bfoc&ng protein 1 1 

EST 

ESTs, WBaWyslmfllartoPC4259fenibn 
ESTs 

KIAA1098 protein 
hypothetical protein FU20071 
OGf<19 protein 

ESTs, WeaWy similar to 178885 serfne/l 
hypothetical protein DKFZp43411916 
ESTs 
ESTs 

ESTs 

chromosome 20 open reading frame 1 
metastasis-associated Hike 1 
breast cell gVitammase 
gbza27d03.s1 Soaras fetal liver spleen 
dihydtopyrirnidinase-IRB 2 
chromosome 21 open reading frame 59 
ESTs 

gfcyn48b09.rt Scares adult brafn N2b5HB5 
gb:EST26910 Cerebellum If Homo sapiens c 
WAA18B6 protein 

Homo sapiens. Similar to transmembrane r 
transcriptional adaptor 3 {ADA3, yeas! 
hyaJurofian synthase 1 
ESTs 

eiikaryoUc translation irib'ation factor 
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dfcHomo sapiens delayed rectifier potass 
ESTs 

hypothetical prctain DKFZp654KQS22 

hypoOieh'cal protein MGC2650 

hypolheOcaJ protein FU 23221 

Homo sapiens mRHA; cDNA 0KFZp554C247B {f 

citohondrial rtbosomsi protein L17 

glloma-assoclated oncogene homotog (zinc 

cell division protein FtsJ 

ESTs 

ESTs, WeaWy slmlar to T31613 hyprineti 
gb:yf54b08.r1 Soares infant brain 1NIB H 
Homo sapiens, done IMAG&3948563, mRNA. 
gb-37e10 Hunan retina cONA randomly prim 
bypomeficat protein FU11 273 
ESTs 

solute earner famly 21 (organic anion 
protein tyrosine phosphatase, receptor t 
eukaryotic translatfon initiation factor 
Hpatl tiny fragments locus 9C 
KJAA1028 p 



1.6 

1.5 

1.5 

1.5 

15 

1.5 

1,5 

1.5 

1.5 

1.5 

1.5 

1.5 

1.5 

1J 

1.5 

1.5 

1.5 

1.5 

15 

1.5 

15 

15 

IS 

1.5 

1.5 

15 

IS 

15 

15 

15 

IS 

15 

15 

1.5 

15 

15 

1.5 

15 

1.5 

t.5 

15 

15 

15 

15 

15 

15 

15 

15 

15 

1.5 

15 

1.5 

15 

15 

15 

1.5 

15 

1.5 

1.5 

1.5 

1.5 

15 

15 

15 

1,5 

15 

15 

1.5 

1J6 

15 

15 

1.5 

1.5 

15 

15 

1.5 

1.5 

15 

1.5 

15 

1.5 

1.5 
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Table 263 

Pkey : Unique Eos prohesat identifier number 

CAT ji umber. Geno cluster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 

108451 13766_27 AA079195 AA0849S5 Ml 26305 AAD84956 

124195 2606_3 H83034H52379 

123519 371681.1 AA602964 AA609200 

125165 1852<M7 J W45350 W45406 

125324 1692163.1 R07785T85948 T86972 

126053 1601238^1 H64450 H64464 

126036 1606216J H75681 H70975 

126098 162&789J M790BB MB8221 

125464 168460J N71B07AA203399 

126499 1562B51_1 H10543R11B78 

126127 1205826J N95428W2404OAW751366 K819B7 



125546 356478J HQ9950R1B413 AA570553AW973425 

125549 1702179_1 R20215R18767 

125556 1703083.1 R593Q5R19743 

125575 1566885 J H14983R21554 

125743 50253 H17151 HH956 

125761 1744008J R6B351 R68364 

126426 110687_1 AA129984 AA127189AA065075AA070377 AA100017 



AAQ7GB91 AA1 1 3255 AA075168 AAQB2764 AAO833S0 NB4629 AA034752 AA076512 AA0851 19 AA065208 AAQ85Q45 

127155 200358J AA284S93AA47&122AA477923 

127175 16S5B05L1 R1t937 245532 

126526 1276201J Z24895 AW691336 R01294 

125957 1SB3542.1 H41694H45213 

125976 296453L1 AA436760 AW237453 BE327496 N47347 N569S7 

125982 1766315J R98091W92898 

1259BB 1365728.1 W2764B R99193 BE090398 

127245 22B662J AA323958 AA370268 

127248 227560L1 AA3641 95 AA3 25029 AW962050 

127262 231725.1 AAB281 25 AAB 34883 AA330555 

126659 1541209 1 T16245 R19694 F1 3545 H 1 0299 T66048T65279 H 18006 

128693 67363J C05723 AA018342 

127315 37938_1 AF116622A1114507AA640834AA377999 

126730 297653_1 AA442429T19477 

103898 187213^3 AA24B8B4 

127446 16001^ F13008 T75435 

126B26 127356.1 AA099764AA1 12950 

126872 142695.1 AW450979AA136653AA136656AW419381 AA984358 AA492073. BE168945AAB09054 AW23803BBEO1 1212 BE01 1359 BE011367 

BE01 1368 BE011362 BE011 215 BE01 1365 BE01 1363 

12S132 17710BJ AA225632 AI8209TO A1B2Q952 AA226472 AJ732140 AI732059 AA225307 

AA225500 

127523 351071_1 AA617637AA554963 

126982 171753J AA21 1419 AA21 1566 

128215 530345_-1 AA973310 

127704 405690L1 AA679509AA694592 

127705 9562B3 _2 AJ003322 AJ0Q3324 
12B422 1611283J T777B4TB56B1 
127697 446527J AA773681 AA773B57 
120734 208682.1 AA299B48AA299949 
100098 25117^13 AF003743 

114620 320623 AA642974AA084223 

122652 25401_-30 AA454641 

100S42 Eigr_tfr4398 U05597 

123783 genbanUVA610112 

125032 genJbankJ74884 

123808 gBnbanK_AA620552 

123864 genbanleAA620882 

118049 genbsnK_N53145 

102406 «ntrezj]43177 

116962 gBnbBnKJi79677 

134076 40321 J AF08B215W02702AA284ZBBW25655 

1258B8 266863.1 H18298K46B30 

127271 321389.1 H96820H79463 

113119 QenbanKJ47910 W910 

104799 genbanleAA029703 AA029703 

127693 790317J AA676727AA704704 

120415 flenban»U\A235810 AA235B10 

127964 135151.1 F06296R18057 

122359 6810Q3_1 AA523486 AW026780 AtB21E60 AA443898 

122420 genbankJVA446971 

12427B genbankJ1B3465 

101447 entre*JM213D5 

124540 ganbank_N63232 

124S54 genbankJJ65961 

117357 geflbanUC4829 

103305 entreO<B2279 
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103392 




119416 


gsnbankuT97186 


1D5225 


genbankJ*A21l777 


121292 


genbanl<J\A4018O7 


112853 


genbank_T02843 


121387 


9CnbanKjSA405854 


114601 


genbanK_AA075566 


100221 


entfez„D2a383 


130339 


flenbanK_AA435746 


100554 


Ugr_HT2241 


123423 


genbankjUS9a484 


123474 




123489 


genbanK.AA599708 



TABLE Z7A: ABOUT 895 GENES UP-REGULATED IN COMBINED LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 27A lists about 895 genes mat a re upregulated ti lung fibrosis (collection of IPF, HP, and NS1P) samples as compared w'rih Ihe normal 'bod/ map* samples. These were 
selected from about 59660 probesets on an Afly metrix/Eos HuD3 GeneChlp array such thai (he ratio of "averager fibrosis sample expresston level to "average* normal adutt tissues 
was greater than or equal to about 2.0. The "average* fibrous sample expression level was set to the 90* percentile amongst fibrosis samples. The "average" normal adult tissue 
level was set to the 95* percentile amongst non-malgnant tissues. In order to remove gene-specific background Savels of non-specific hybridization, the 15* percentile value amongst 
non-malignant tissues was subtracted from both the numerator end the denominator before the ratio was evaluated. 

Pkey: Unique Eos probesetMentrfler number 

ExAccn: Exemplar Accession number, Genbenk accession number 

UnigeneJD: Unigene number 

Unigene TiKe: Unigene gene title 

R1 : Ratio of fibrosis to normal body tissue 



Ffcay 


ExAccn 


Unigene ID 


Unigene Title R1 




431164 


AA493650 


Hs.94367 


Homo saplBns cDMA; FU23494 fis, clone L 


55.0 


424917 


A163620B 


Hs.96901 


Homo sapiens cDNA: FU 23049 lis, clone L 


26.5 


453310 


X7C697 


Hs.553 


solute carrier family 6 {neurotransmrtte 


25.5 


457200 


U33749 


Hs.197764 


ihyrdd transcription factor 1 


212 


414517 


M24461 


Hs.76305 


surfactant, pulmonary-associated protein 


21.1 


429272 


W25140 


Hs.110667 


ESTs 


19.4 


418007 


Mt3509 


Hs.83169 


matrix rnataJbproternase 1 flnterstrllal 


19.1 


442G06 


AW975183 


Hs .2926 63 


ESTs 


18JB 


445385 


AT7340Q9 


Hs.127699 


WAA1603 protein 


18.0 


440452 


AJ925136 


Hs.55150 


ESTs. WeakV similar to GAYP JWMAN CALCY 


17.B 


422426 


W79117 


1*5.58559 


EST s, WeaWy similar to rhcMn (Mm use 


17.4 


444929 


A1665841 


Hs.161354 


ESTs 


16.5 


440807 


AW2E9421 


Hs.128093 


ESTs 


16.3 


408826 


AF216077 


Hs.4B376 


Homo sapiens done HB-2 mRNA sequence 


14.2 


446957 


AI699629 


Hs,1567ui 


ESTs 


13.3 


417B01 


AA4173B3 


Hs.a25B2 


mtegnn, beta-Ike 1 {with EGWike rep 


12.3 


437119 


AI379921 


Hs.177043 


ESTs 


12.3 


451103 


R52B04 


Hs.25956 


DKFZP564O20B protein 


11.5 


443450 


W66045 


Hs.133529 


ESTs 


11-4 


411000 


AW872477 




gb:hm30fD3jc1 NC(_CGAP_Thy4 Homo sapiens 


11.3 


432519 


AI221311 


Hs.130704 


ESTs 


11.3 


414142 


AW36B397 


Hs.1 50042 


ESTs 


11.0 


433283 


BE04U35 


Hs.175622 


ESTs 


10.1 


4410B2 


AW444B04 


Hs.202655 


ESTs 


10.1 


452039 


A19229B8 


Hs.172510 


ESTs 


10.0 


417204 


N81037 


Hs.1074 


surfactant, pulmonary-associated protefo 


9.9 


421952 


AA300900 


Hs.98849 


ESTs, Moderately similar toAF161511 1 H 


9.6 


412372 


R65998 


HS.11B615 


ESTs 


aa 


426274 


D38122 


Ks.2007 


tumor necrosis factor (Ugand) suparferm 


9.7 


431007 


AF039564 


Hs.248211 


letooMastoma-blnding protein 9 


. 9,4 


443709 


AI0B2692 


Hs.134662 


ESTs 


9.3 


446232 


AI281648 


Hs.165547 


ESTs 


9.2 


448253 


H25999 


Hs.201591 


ESTs 


9.2 


432133 


AB033089 


HS.272567 


KIAA1262 protein 


9.1 


409238 


AL049990 


Hs^15t5 


Homo sapiens mRNA; cONA OKF2p564Gt12 (fr 


9.0 


431353 


AA828032 


Hs.189076 


ESTs 


8.8 


450060 


AJ681268 


Hs.2578B3 


ESTs 


6.8 


458194 


AW333618 


Hs.265459 


ESTs, Moderately similar to ALU2_HUMAN A 


8.8 


414968 


C16096 


Hs.297777 


ESTs 


8.7 


425664 


AJ006276 


HS.15S0D3 


transient receptor potential channel 6 


8.7 


408562 


A1436323 


Hs.31141 


Homo sapiens mRNA tor K1AA1568 protein. 


8L6 


453672 


U73531 


Ks.34526 


G protein-coupled receptor 


B.5 


429420 


AK001679 


Hs,202289 


hypothetical protein FU10376 


8.5 


421478 


AI6B3243 


HB.972SB 


ESTs 


8,4 


404916 








8.4 


444396 


T65213 


Hs^257 


ESTs 


8.3 


442275 


AW449457 


Hs.54795 


ESTs 


B.3 


437479 


R6186G 


Hs.101277 


ESTs 


8.2 


432203 


AA305746 


Hs.49 


macrophage scavenger receptor 1 


8.2 


431433 


X6501B 


Hs.253495 


surfactant, pulmonary-associated protein 


7.9 


406747 


A1925153 


Hs.217493 


anrtexlnA2 


7.B 
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445537 AJ245671 Hs.12844 EGF-lfee^omafo, rmitfiple 6 7.7 

450025 AK001875 Ha24321 Homo saptens cDNA FLJt2028 fis, done HE 7.6 

421798 N74880 Hs.264330 W-acybphKigosbeamldohydralasetacidc 7.5 

421155 H87B79 Hs.102267 r/syl oxidase 7.5 

5 446917 AI347863 Hs. 156672 ESTs 75 

42Z796 R92347 TK34574 ESTs 7.4 

426830 AA385751 Hs.160392 ESTs 7.4 

437157 BE048B60 Hs.120655 ESTs 7.4 

433231 AB040926 Hs.143552 KJAA1493 protein 7.3 

1 0 451561 N52812 Hs.177403 ESTs 7.1 

430656 AAW2900 Hs.1620BO ESTs 7.1 

44B206 BE6225BS Hs.3731 ESTs 7.1 

420209 AA256444 Hs.32295 Homo sapiens cQNA RJ1 2604 fis. done NT 7.0 

426803 AA362568 Ks.179747 eoolropJcviralintegraaonclteS 6.9 

15 427383 NMJW5411 Hs.177582 surfactant, pulmonary-^ssodated protein 6.9 

409718 DS6640 Hs.56045 src homology three (SH3J and cysteine ri 6.8 

443324 R44013 Hs J 64225 ESTs 6.B 

431924 AKOOQ05G Kjl272203 Homo sapfens cDNA FLJ20843 fis, dons AD 6.8 

427356 AW023482 Hs.97840 ESTs 6.7 

20 418735 N48769 Hs,44609 ESTs 6.7 

429945 NMJ06729 Hjl226483 diaphanous (Drosophlla. homotog) 2 6.6 

407510 U96191 fl b:HumantrophoWasthypox]a-regulatedf 6.6 

430095 AW»4988 Hs.20537 HomossptenscDNAaJ13942fl5.c1onBV7 6.6 

441835 A0O36432 Hs.184 advanced gtycosylaHon end produrispecl 6.5 

25 428506 BE2523B3 HM84668 SBBB1 protein 6-5 

438202 AW169287 Ks.225BB ESTs 6.5 

441233 AA972965 Hs.135568 ESTs 6.4 

433384 A1021992 Hs.124244 ESTs 6.3 

427043 AA397679 Hs.29B460 ESTs 6.3 

3 0 425921 KML007231 Hs.162211 solute cfrrier family 6 (neuron* nsmirle 6.3 

438909 AF0B5839 gb:Homo sapiens futl length Insert cDNA 6.3 

433365 AF026S44 Hs.293797 ESTs 6.3 

4569G4 H59846 Hs.128355 ESTs, Moderately similar to At_U7_HUMAN A 6.2 

445186 AW614544 Us. 123641 protein tyrosine phosphatase, receptor t 6.2 

35 431337 N48107 Hs.292593 ESTs 6-1 

434819 AA650099 HsJ?9t541 ESTs 6.0 

458219 H22195 Hs.31&74 ESTs 6.0 

434377 AW137148 Hs.136348 oefecttast specific factor 2 (fasctetki 5.9 

435933 AA805520 Hs-192075 ESTs 5.9 

40 436964 AA740151 Hs.130425 ESTs 5.9 

445424 AB02B945 Hs.12696 rafactfo SH3 domainrb'nding protein 5.8 

449108 A1140683 Hb58328 ESTs 5.B 

410334 AW979261 Hs291993 ESTs 5.7 

447112 HT780D Hs.7154 ESTs 5.7 

45 447700 AJ420183 Hs.171077 ESTs, WeaMy similar to similar to serin 5.7 

449208 AW2B3635 H&48643 ESTs 5.7 

445657 AW612141 Hs379575 ESTs 5.7 

421554 AW137676 Hs.97775 ESTs, Weakly similar to Testis-specffic 5.7 

435299 AI745458 Hs. 122614 ESTs, WeaHy siirtlar to apaptotic prates 5.6 

50 416769 A1339257 Hb.115436 ESTs 5.8 

433527 AW235B13 Hs.l3302O ESTs 5.6 

452771 T05477 flb:EST03366 Fetal brain, Strataoene (cat 5-6 

427585 D31152 Hs. 179729 cottager), type X alpha 1 (Schmtd rnetaph 5.5 

411514 AW85017B Hs.18995 WAA1304 protein 5.5 

55 424064 A) 940675 }fe,2Q914 Homo saptens cDNA: aJ23055 fts. clone L 5.5 

444527 NM0Q5408 Hs.11383 small Inducible cytokine strbfemiy A (Cy 5,4 

429710 AB37113 Hs.146025 Homo sapiens cDNA: FLl23594fls,ctona L SA 

432113 AA935065 Hs.182365 ESTs 6.4 

447997 HD0656 Hs.29792 ESTs 5.4 

60 449328 AI9G2493 Hs.197647 ESTs 53 

456575 W02414 Hs3B3B3 ESTs 5.3 

432009 AU37424 ; gbiHomo sapiens mRNA; cDNA DKFZp761G2123 5.3 

434088 AF116677 Hs.249270 Jiyp oihetical protein PR01 969 5.3 

444342 NMJ01430B Hs.10BB7 slmlarto ryEosome-assoclated membrane 5,2 

65 414299 AA142989 Hs.71730 ESTs 5.2 

431041 AA490967 Hs.105276 ESTs 5.2 

448104 AJ674818 Hs.178391 ribosomal protein XM 5.2 

445279 R41900 Hs^2245 ESTs 5.1 

408978 AU33617 Hs-49421 Homo saptens mRNA; cONA DKF2p434M0728 (f 5.1 

70 415094 D59513 C b:HUMO42Hl0e Cfontech human fetal brain 5.1 

428244 AI554123 Hs.42500 ADMbosylaOon factoMfte 5 5.1 

452784 BE463857 Ks.151256 Homo saptens cDNA: FIJ21 062 fis, done C 5.1 

455431 AW938484 Hs.80738 stalopliorm (gpLH^teutoslaltn, CD43) 5.1 

449416 AI851016 Hs.246311 ESTs S.1 

75 421659 Nhi_0144S9 Hs.106511 protocaiherln 17 5.1 

407636 AJ404672 ■ Hs.288693 Homo sapiens cDNARJ1 1667 lis, clone HE 5.0 

446164 AW273539 Hs. 199329 Homo sapiens cDNA: FU23577 fls, clone L 5.0 

413048 M93221 Hs.75182 rnatmose receptor, G type 1 5.0 

44660B N75217 Hs.257846 ESTs 49 

80 419807 R77402 gb^i75f1t^1 So ares placenta Nb2HP Homo 4.9 

447164 AF026941 Hs.17518 Homo sapiens cig5 mRNA, partial sequence 4.9 

442652 AJ005163 Hs.201378 ESTb, WeaWyspmllar to KIAA0944 protein 49 

429496 AA453800 Hs.192793 ESTs 48 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



429859 NMJJQ7050 

432824 AK001783 

425509 AF079363 

424717 H03754 

436061 AI24B584 

444218 AF070641 

453382 AA709285 

447033 M357412 

417235 AAai027a 

41B200 AWB29751 

427652 A1573D25 

431255 AA497043 

441143 AI027604 

452293 AI671S33 

443903 AI220547 

422352 AA76G296 

424105 AI14233S 

439759 AL359055 

428227 AA321649 

430510 AW162916 

426604 BE501698 

435347 AW014873 

446002 AI346468 

452683 XS0031 

442176 AA9B3764 

443253 AI041212 

419556 U29615 

439920 H0543O 

421502 AF111B56 

434424 AI811202 

408625 AW243323 

449299 AA299919 

450656 AAO10539 

433B15 AIG96G02 

416879 mm 

432182 AW607789 
4453B5 A1422005 
45047B AW451709 
453080 A1423D5B 
435496 AW840171 
443257 AI334040 
453921 A1824C09 
419721 NM_001650 
432316 AW973235 
435202 AI971313 
440320 AAB79294 
43B796 WS7821 
400289 

447724 AW238375 
446509 AF1G9693 
451620 AW449B88 
451963 AJ02544O 
456408 AI28B348 
425895 AB69484 
447048 AW393080 
454024 AA993527 
415929 M724373 
426625 T78300 
434334 AA912476 
43713B AI935622 
455024 AWB51309 
436246 AW450963 
416030 H15261 
459267 AJ003631 
445122 AW241832 
414812 X72755 
421160 AI03Q215 
425734 AF056209 
429208 AA44799Q 
442957 AI949952 
444050 AW138295 
444078 BE24S919 
451024 AA442176 
442832 AW206560 
423377 AU049377 
451695 T93573 
442353 BE379594 
421464 AA291553 
404043 

407055 X89211 
410008 AA079552 
410247 AF1B1721 
417461 R3B403 



Hb.225952 proteh tyrosine phosphatase, receptor I 
Hs.279012 hypolhefcal protein FU10921 
Hs.1 5821 3 sperm associated antigen 6 
Hs.1 52213 wingless-type MMTV integration site (ami 
Hs.190745 Homo sapiens cDMA: FU21 326 fte. done C 
HS.106B4 Homo sapoensctone 24421 mRNA sequence 
Hs.5997 Homo sapiens cONA FU1 3078 fiB,ckraeMT 
Hs.157601 ESTs 
Hs.24250 ESTs 

H6,206654 ESTs, Weakly slmflar to alternatively sp 
Hsj43874 ESTs 
Hs.1 15685 ESTs 
KS.159B50 ESTs 

gfcwm51h09.x1 NCUX3APJJ12 Homo sapiens 
Hs.135223 ESTs 
Hs.99200 ESTs 
Hs.43977 ESTs 

Hs.67709 Homo sapiens mRMAfull length insert cDl* 
Hs.2248 srrallnduablocyk^ne6ubf3TTihrB{Cy 
Hs.241576 hypattiBticaJ protein PR02577 
Ks.258189 ESTs 
Hs.1 16953 ESTs 
HS.1457B9 ESTs 
Hs.150318 ESTs 
Hs.126910 ESTs 
Hs.132117 ESTs 

Hs.91093 chHfnase 1 (chiWifosldase) 
Hs.144455 ESTs 

Hs.105039 solute carrier family 34 {sodium phospha 
Hs.125365 Homo sapiens cDNA: FU23523 lis. clone I 
Hs.266785 ESTs 

gh:ESTl2592 Uterus lamer 1 Homo sapiens 
Hs.18912 ESTs 
Hs.1 12757 ESTs 
Hs.42599 ESTs 

Hs.293119 ESTs, Weakly similar to ALU7_HUMAN Alii S 
Hs.1603B0 ESTs 
Hs.271200 ESTs 

Hs.23921 Homo sapiens cOMA FU124B2 lis, clone NT 
Ms. 265393 ESTs, WeaWy similar to IransfbrmatkHi-r 
Hs.11614 Homo sapens cDNA: RJ23555 fis, done L 
Hs.44577 ESTs 
Hs.288650 aquaporln 4 
Hs.293697 ESTs 
Hs.170204 K1AA0551 protein 

gb;nw86e09.5l NCLCGAP_Pr12 Homo sapiens 
Hs.109590 genethonln 1 

Hs.24477 ESTs 

He.132B92 prolocadherln 20 

Hs-257224 ESTs 

Hs^24952 ESTs 

Hs.23450 mRNA for FU00023 protein 

Hs.161427 ztneflnger protein 215 

H&.22Q320 Rorao sapiens cDNA: FU23537 fls, clone I 

Hs.16281 hypomsBcsl protein FU23403 

Hs.2953Q6 ESTs. Highly similar to unnamed protein 

Hs.171409 sorotogtealJy defined colon cancer anb'g 

Hb.116750 Homo sapiens cDNA FU13221 fis. clone NT 

Hs.271245 ESTs 

gb:IL3£T0mi702OO4J67-£11 CT0220Homo 

Hs.119991 ESTs 

Rs.21948 ESTs 

gb AJ003631 Selected chromosome 21 cDN A 

Hs.i47377 Homo sapiens cDN A* FU2359B fis. dons L 

Hs.77367 monokine induced by gamma interferon 

Hs.102301 Homo sapiens mRNA; cDNA DKFZp588J0323 (F 

H 5.1 59396 pepSdylglyclne alpha-arridatlng monooxyg 

Hb.190478 ESTs 

Hs .49397 ESTs 
Hs.135024 ESTs 

Hs-10290 US snRNP-spBrific 40 kDa protein (hPipB- 
gb2w63bOBLr1 SoaresJolaUetas_Nh2HF8_ 

Hs.253569 ESTs 

gb:Homo sapiens mRNA; cDNA DKFZp5B6H0718 

Hs.16970 ESTs 

Hs.49136 ESTs 

Hs.190086 ESTs 

gfa:H.saplens DMA for endogenous relrovir 
gkzm20h 12.al Stratagene pancreas (93720 

Hs.61345 RU2S 

Hs.13305 ESTs 
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423609 AA326348 Hs21B269 ESTs 3.8 

440444 AA8B5221 Ks. 158984 ESTs 3.8 

446254 BE179B29 Hs.179652 Homo sapiens cDNA FU 12832 fis. clone NT 3.B 

447505 AL049266 Hs.1B724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 3.8 

5 423244 ALQ39379 Hs_2Q9502 ESTs, Weakly snifter to ubiquitous TPR m 3.8 

448921 A8012113 Hs.16530 small inducible cytokine subfamily A (Cy 3.6 

444271 AW452563 HB.149B04 ESTs 3.B 

434217 AW014795 Hs.23349 ESTs 3.B 

1rt 452571 W31518 Hs.34666 ESTs 3.7 

10 423575 018863 Hs.163443 Homo sapiens cDNA FUll576fis, clone HE 3.7 

408771 AW732573 Hs.475B4 potasshim voltage-gated channel, delayed 3.7 

431322 AW97Q622 gb:EST362704 MAGE resequences. MAGK Homo 3.7 

445034 AW293375 Hs.160323 ESTs 3.7 

. 43BS42 AA827176 Hs.124316 ESTs 17 

15 424906 AI566086 Hs.153716 Homo salens mRMA for Hmob33 protein, 3" 3.7 

415025 AW207091 Hs.72307 ESTs 3.7 

420313 AB023230 Hs.96427 KIAA1013 protein 3.7 

423448 AK000776 Hs.12B753 Homo sapiens cDNA FL)207B9 te, done CO 3.7 

433492 AW805B49 gb:W^KTO24l-2OO10(M3D6^02HTO241 Homo 3.7 

20 434635 AA083764 Hs.241334 ESTs 3.7 

435747 A1079519 Hs.1343flB ESTs 3.7 

45B158 AW29677B H&300357 ESTs, Highly similar to dJ416F21. 2 [Rsa 3.7 

419261 X07B76 Hs.B9791 wingless-type MMTV Integration site faml 3.7 

410050 NM_0Q1448 Hs.56367 fllyofcan4 3.7 

25 426116 AA86B729 Hs.144694 ESTs 3.7 

409203 AA7B0473 Hs.687 cytochrome P450 } subfamily TVB, poJypept 3.7 

414253 W44633 Hs.25044 Homo sapiens cDNArFU231 31 factorial- 3.7 

406671 AA129547 Hs.265754 met pruto-oncogene (hepatocyte grnwlh fa 3.6 

„ 431889 AA521277 Hs.124946 ESTs 3.6 

30 430414 AW365B65 rte,12038a ESTs 3.6 

433426 H69125 Hb.133525 ESTs 3.6 

421764 AI6B1535 Hs.99342 ESTs, Weakly simlbr to KCG1_HUMAN CALCI 3.6 

41078S AW803341 gb:IL2^M0Q79-a903CD-O50-D03 UM0079 Homo 3.6 

__ 455235 AWB75951 gbcCM1-FTOOl3-13129WI67-f09PT0013Homo 3.B 

35 406399 NM.005426 Hs445B5 tumor protein p53-Wndlng protein, 2 3.6 

429784 MB9796 Hs.30 membrane-spanning 4-domahs, sucfamly A 3.6 

436982 ABO16305 Bs5378 spcndfn 1. (tapowEn) extracellular mat 3.6 

432231 AA33997? Hs.274127 CLST 11240 protein 3.6 

. _ 432837 AA310B93 Hs.2795t2 HSPC072 protein 16 

40 452166 AI946607 Hs.264680 ESTs 15 

458154 AW816379 gb:OV4-5T0234-18119W)35-tf)1 ST0234 Homo 15 

420362 U79734 Hs.97205 hun&igfn interacting protein 1 3.5 

424202 BE350295 Hs.15032 ESTs, Weakly similar to RAM binding prct 3.5 

41065B AW105231 Hs.192035 ESTs 3-5 

45 415457 AWDSmo Hs.7369 ESTs. WesWy similar to ALU1JHUMAN ALU S 3.5 

419503 AA243642 Hs.t37422 ESTs 3.5 

439479 AI734258 Hs.245367 ESTs, WeaWy slmftar to AUJ1JWMANAUJ S 35 

446404 BE089973 flb:RC6-BTtT70M1030fW)2^07BT0709Homo 3L5 

424268 AA397653 Hs.144339 Human DMA sequence from clone 49501 0 on 3.5 

50 420637 AW976153 gb£ST3B8262MAGE resequences, MAGN Homo 3.5 

450715 AI266484 Hs.31570 ESTs, Weakly similar to KIAA1324 protein 3.5 

426927 AA441B37 Hs*9D250 ESTs 3£ 

422544 AB018259 Ks.1 18140 KIAA071 6 gBne product 34 

431207 AA495925 Hs.9394 ESTs 3.4 

55 42450B ALO80103 Hs.149770 Homo sapiens cONAFUl365Bfia ( ctone PL 3.4 

441484 AA9394B1 H&5Q972 ESTs 34 

425916 NM.0C67B6 Hs.162200 urotensAi2 3.4 

401793 34 

„ 431169 AW971240 gb:EST383329 MAGE resequences. MAGL Homo 3.4 

60 436038 AI732629 Hs,194161 ESTs. WeaWy similar to TA2R HUMAN, BETA 3.4 

439619 AW97599B Hs5859S ESTs 34 

446577 AB040933 Hs.l542D WAA1500 prulaii 34 

450445 AW974636 Hs.194563 ESTs 3.4 

459482 AA625339 HsJ237052 EST, Weakly similar to ALU1_HUMAN ALU SU 3.4 

65 445495 BE622641 Hs.38489 ESTs 34 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA0KFZp564H1 72 (fr 3.4 

426320 W47B95 Hs.169300 transforming growth factor, beta 2 14 

432869 AW974094 {jb£ST386197 MAGE resequences, MAGMHomo 3.3 

419235 AW470411 Hs.288433 neurotrlmln 3.3 

70 429703 T931E4 Hs.26705 ESTs 3.3 

413499 BE144884 gb:CMO-HT01B2-O4lO9^O6&e1t HT01B2Homo 13 

406182 33 

417307 N99673 Hs.3585 ESTs, WeaWy similar to AF1 26743 1 DNAJ 3.3 

430140 AW298771 Hs,221999 ESTs 3.3 

75 436111 AI803062 Hs.157212 ESTs 13 

449729 R72032 Ks.29235 ESTs 33 

457520 AA602711 gb:np03h06£l Na^CGAP^Pr2 Homo sapiens 3.3 

428434 AW363690 Hs.65551 ESTs, WeaWy similar to AR72993 1 PLUNC 3.3 
cn 406554 3.3 
50 451381 BE241831 gb:TCAAP2£0011 Pediatric acute myelogeno 33 

443113 AI0406B6 HS.13290B ESTs 33 
421470 R27496 Hs.1378 annexinA3 3.3 

44S428 AW08227O H^210617 ESTs. WeaWy similar to ALU4JHUMAM AUJ S 3.3 
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435031 A1632091 Ha.1 16877 ESTs 3.3 

413136 BE066941 p>:PM0-BTO340-09 1299402-311 BT0340Homo 3.2 

429228 A1S53633 Hs.104965 ESTs 3.2 

_ 420252 AW270404 Hs, 1931 61 ESTs 3.2 

5 423629 AW021173 Hb.18612 Rwno s^teiis cDNA: FU21909 tfe, done H 3.2 

444339 T96555 Hs.31562 ESTs 3.2 

434164 AW207019 Hs.148135 ESTs 3.2 

404599 3,2 

426920 AA393351 Hs.132121 ESTs 32 

10 453736 AL11B674 Hs.3487t KIAAQ569 gene product 3.2 

406923 H73881 Hs.255435 ESTs 3J2 

430919 AA489Q41 Hs,29544B ESTs 3.2 

431622 AW979271 Hs.293184 ESTs 3.2 

433584 AW295399 gb:UJ-H-BI2-«hv4vD3WJjs1 NCl_CGAP M Su 3.2 

15 437073 A1B85608 Hs.94122 ESTs 3,2 

438394 BE379623 Hs.27693 CGt-124 protein 3.2 

446242 N56336 Ks.7360 ESTs 3.2 

452542 AW812256 gb:RCO-ST0l74-19l099^)3l-a07ST0174Hoino 3.2 

454009 AW015927 Hs233071 ESTs 3.2 

20 449765 N92293 Hs.20S832 EST, Moderately similar to ALUS J4UMANAL 3.2 

415652 T79213 rfa.272073 ESTs 3.2 

453931 AL12i278 Hs25144 ESTs 32 

439382 BE247G84 Hs.103070 ESTs 3.2 

420077 AW512260 Hs.87767 ESTs a2 

25 430437 A1765801 Hb.169943 Honw sapiens cDNA FU 13569 fe. clone PL 3.2 

446745 AW1 18189 Hs.156400 ESTs 3.1 

406398 AL033377 Hs.44197 liypothefcal protein DKFZp564O0462 3,1 

450320 AW291775 Hs.213793 ESTs 3l1 

429597 NMJ0O3B16 Hs3442 a dtehtegrin and me^ ^proteinase doma 3.1 

30 449523 NMJM0579 Hs.54443 chamoMne (C-CraoSf) receptor 5 3.1 

451110 AI9S504O HS.3015B4 ESTs 3.1 

431745 AW972448 Hs.163425 ESTs 3.1 

41D781 AI376672 Hs.16502& ESTs 3.1 

419546 AA244199 gb;nc06o05^1 NCLCGAPJ>r1 Homo sapiens 3.1 

35 444330 A1597655 Hs.49265 ESTs 3.1 

406761 AA057264 Hs23S938 ESTs 3.1 

409026 AL137554 Hs.49927 Homo sapiens mRNA; cONA DKFZp434H1720 (f 3.1 

432055 AW972359 Hs.293334 ESTs 3.1 

432441 AW292425 Hs,163484 ESTs 3.1 

40 408045 AW138959 Hs.245123 ESTs 3.1 

427191 BE221825 Ks.97691 ESTs 3.1 

416965 N26223 Hs.160436 ESTs 3.1 

441594 ALD41DB0 Hs.208765 ESTs 3.1 
Atm 406992 S82472 gb:beta-pol=DNA polymerase beta {exon a 3.0 

45 431941 AKD0O106 Hs.272227 Homo sapiens cDNAFLJ20099 fls, clone CO 3.0 

436323 A1965394 Hs.123369 ESTs 3.0 

427&9B AW9725S4 Hs.294140 ESTs 3.0 

424296 AI631874 Hs. 169391 ESTs ao 
450522 AW98839 Qtewd31f02.x1 SoatesJIFLJF_GBC_Sl Homo s 3,0 

50 407942 AA376608 Hs.5894 hypolhefical protein FU103OS 3.0 

417991 AA731452 Hs.19000B ESTs 3.0 

422589 AA312735 Hs.179725 ESTs 3.0 

437583 AA761190 Hs.244627 ESTs 3.0 

452019 AL157503 Hs.27652 Homo saptens mRNA; cDNA DKFZp586N2424 (f 3.0 

55 449494 AW237014 Ha.2B8650 aquapcro4 3,0 

444185 AB93165 H&.19175 ESTs 3.0 

400297 AI127075 K&.268381 hypothetical protein DKF^p5640127B 3.0 

410811 AW8058B7 Hs.300648 ESTs 3.0 

450584 AA040403 Hs.60371 ESTs 3.0 

60 428043 T92248 Hs.2240 uteroglobin 3.0 
436120 AJ248193 Hs.119B6Q ESTs 3.0 
442324 R63578 Hs.28426 ESTs 2.9 

446693 AW004854 H&328320 Homo sapiens cDNA: FU23537 fc. clone L 29 
„ 425555 AA35929t Ka.130767 Homo sapiens cDNA: FU23553 fa, done L 2.9 
65 431385 BE178536 Hs.11090 high affinity nruntinogtobtinn epslton rec 2.9 
40B427 AW194270 Hs.177236 ESTs 29 
4595B7 AA031956 ob2k15a04^ Soam$jjfegnanLutenJ3_NbH 29 

438128 AA904430 Hs. 122049 ESTs. WeaMy s&nlar ta U4/U6 small nucl 2.9 
406938 AA059013 Hs226D7 ESTs 29 
70 41S276 BE165S09 H&.1346B2 Homosapfens cDMA: FU23161 fis, clone L 29 
422022 AA302420 Hs.200442 ESTs 2.9 
426890 AA393167 Hs.41294 ESTs 29 
427374 AI150033 Hs.143686 ESTs 29 
„ 434208 T92B41 Hs.127648 hypolhetlcaj proteViPR02176 29 

75 446466 H38026 H3.308 arresfin 3, retinal (X^rrestln) 29 

451229 AW967707 Hs.48473 ESTs 29 
415511 AT732617 Hs.182352 ESTs 29 
408776 AA057365 Hs.63356 ESTs 29 
_ _ 421110 AJ250717 Hs.1355 cathepsInE 2.9 
80 4S3636 R67837 Hs.169872 ESTs 29 

436578 AI091435 Hs. 134859 ESTs 29 
426063 AW9&2712 Hs.126712 ESTs, WeaWy similar to AF191020 1 E21G5 29 
419231 AW46294 Hs.136245 ESTs, Weakly similar to AJ 202121. 4 tflsa 2.8 
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408171 AA301228 
445169 A1936450 
419150 T2961B 
427457 AW779105 
435082 AA664273 
446932 AA951459 
439140 WB5737 
405041 

421306 AAB06207 
427514 AA640773 
427939 T924S9 
429127 AA749382 
429590 AI219490 
433163 R4046B 
439635 AA47728S 
448015 AH58065 
456751 D59899 
457112 AW772449 
449540 AAD01713 
447020 T27308 
412610 X909QB 
433515 AA5958Q0 
424450 AL137626 
438122 A1520270 
424066 AB51010 
438885 AI88655B 
4129D3 BE0D7967 
454111 AW0815B1 
439398 AA2B4267 
449B02 AW90ia04 
434812 AA649860 
432583 AY/023624 
42B104 AA421350 
408217 AM33201 
438016 AI949638 
436396 AI683487 
430887 N68B01 
446311 AW0Q7294 
416185 AW975861 
406613 AW242086 
442510 AF150179 
433293 AF007835 
413B75 BE176776 
4044BB 

406936 AL133043 
431980 AA52369B 
43673B AW102613 
451797 AW633858 
452163 AIB63140 
452776 R7133B 
459360 AA129703 
431448 AL137517 
430733 AW97S920 
453652 AW009B4O 
453616 NMJW3462 
411905 8E265067 
406729 M195764 
450726 AW2D46D0 
447720 AL038765 
451497 H83294 
442074 C17511 
424115 AA335497 
417728 AW138437 
433BQ3 A1823593 
419247 865791 
424810 AA338648 
43B504 AW665281 
426486 BE17828S 
430417 AA481045 
438297 AW515186 
422505 AL120862 
457285 AI038858 
428657 AB75550 
431750 AA5149B6 
435575 AF213457 
413385 M34455 
403903 

407910 AA650274 
423424 AF150241 
435Q43 AW9B3B38 
435045 AW023424 
408380 AF123050 



HS.432S9 Homo sapiens cDNA FU12890 fis, clone NT 

Hs. 147482 ESTs 

Hs.89640 7EK tyrosine kinase, endothelial (venous 

Hs.1646B2 ESTs, WaaWy similar to ORF2 consensus 6 

Hs.185104 Homo sapiens cDNA FU 13803 fis, done TH 

Hs.125644 ESTs 

Hs*290B30 ESTs 

Hs.1258B9 ESTs 

Hs,209224 ESTs 

Hs.16886 ESTs 

Hs.107233 ESTs 

Hs44445 E8Ts t WeaWy slmllarto Ketch motif cont 

Hs.163582 ESTs 

Hs.94891 Homo sapiens cDNA: FU22729 fe. done H 

Hs.23196 ESTs 

Hs.127842 CGM42 

Hs.2680B1 ESTs, Weakly similar to ALULHUMAN ALU S 

gb;z4i86e0as1 SoaresJetaLUver^plaBn. 

Rg.169B6 hypothetical protein FUU046 

Hs.74126 fatty add binding protein 6, Ileal (gas 

Hs.190246 ESTs 

Hs.147472 dyneta tntemiecSafe chain 2 

Hs.129837 ESTs 

Hs.102267 lysyl oxidase 

HS.1B4987 ESTs 

Hs.135795 ESTs 

Hs.269064 ESTs 

Ha.221504 ESTs 

Hs .239*4 hypothetical protein FU20147 

Hs.1B9496 ESTs 

Hs.162282 ESTs 

Hs.191604 ESTs 

HsJZ79B60 hypothetical protefo FU2C030 

Hs.109150 8H3-domata binding protein 5 {BTK-assocI 

Ks.299112 Homo sapiens cDNA FU1 1441 fls.cbneHE 

HS.2602B7 ESTs, WbaWy similar to AUJ7_HUMAN ALU S 

Hs.149795 ESTs, Weakly similar to AUM_HUMAN ALU S 

Hs.291995 ESTs 

Hs.253987 ESTs 

Hs.249890 ESTs 

H&32417 ESTs 

9fcRC3-HT05B6-11030()-01 1-g09 HT0586 Homo 

Hs.293549 ESTs 

He J222695 Homo sapiens cDN A: FU20986 Gs, clone C 

Hs.152913 ESTs 

Hs.56120 ESTs 

gb:tz43h12xl NCLCGAPJ3m52 Homo saplBn 

Hs*5921 Homo sapiens cDNA: FU21592 fis, clone C 

gtezn92fa05.r1 Stratagerie lung carcnoma 

Hs.2903ai hypothetical protein DKFZp5640127B 

Hs.283361 ESTs 

Hs.28368 ESTs 

HsJ33B46 dyneln, aronemai, tght Intermediate pol 

gfc60H93B93F1 NIH_MGCL7 Homo sspJans cD 

Hs.72639 ESTs 

Hs.264330 N-a^tspMhgosino amldohydrolase (add c 

Hs.161304 ESTs 

H&2B4122 WnttohJbttoryfectof-1 

Hs.128430 ESTs 

Hs.293955 ESTs 

Hs.24790 KlAA1573p 

Hs.27688 ESTs 

Hs.89764 ftagle X menial retardation 1 

Hs.50334 ESTs 

Hs.224625 ESTs 

Hs.170058 Homo sapiens mRNA;cDNA DKFZp58680220 (f 

Hs.50701 ESTs 

H8.25823B ESTs. Moderately similar to ALU 1_HUMAN A 

Hs.124165 ESTs 

Hs,226780 ESTs. Highly slmllarto AF199597 1 A-typ 

H 5. 74407 ntidedar protein p40; bomolog of yeast 

Hs.233705 ESTs 

Hs.44234 triggering receptor expressed on myeloid 

Hsv840 ^nddeanune-pyrrale 2,3 dfoxygenase 

Hs.41298 flbronectin leucine rich transmembrane p 

Hs.128433 prostaglandin D2 synthase, hematopoietic 

Hs.168830 HorflO sapiens cDMA FLM2136 fis, done MA 

Hs.156520 ESTs 
Hs.44532 
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415122 D60708 
416747 AW876523 
420159 AI572490 
444361 W76027 
446609 BE3S5090 
449260 AA7411B0 
452311 AW304O29 
413802 AW96449C 
417318 AW953937 
440D28 AW473675 
437960 AI669586 
433687 AA743991 
430573 AA744550 
439737 A1751436 
453204 R10799 
436751 AA732217 
4DB165 AL137573 
431120 AA49258B 
44663S AU33063 
43B45B AW975186 
446063 AJ720140 
430499 AW969408 
450496 AW449251 
441330 AJ6929Q4 
424433 H04607 
434677 AW444575 
445779 A1263104 
444649 AW207523 
415451 H19415 
432222 A12G4995 
404288 

40B572 AA055611 
40B727 AL137259 
408728 AL137379 
410095 AW589638 
410947 AK000305 
418343 AA216372 
423401 NMJ»1992 
428637 AW979258 
429646 AB023021 
432507 BE391093 
43335B N69243 
438B51 H64600 
443830 AM2095 
446800 A1341635 
450262 AW409B72 
451343 AW975057 
461539 AA059467 
452412 AA029608 
454288 BE222648 
445745 AB007924 
424943 AUO77260 
440106 AA864968 
456429 AV646559 
415261 T4092B 
420026 AI03119O 
431806 AF1B6114 
456722 M741545 
419449 H18417 
436260 BE172762 
433644 AW34202B 
419172 AW33B625 
437982 N93486 
443348 AW873586 
417216 AA005247 
419236 AA33D447 
448030 N30714 
417203 AA408341 
449275 AW450848 
43619B AK001125 
452281 T93500 
442191 W95186 
428571 NM_O0B531 
453142 AA033648 
425657 T&9839 
452822 X656B9 
416778 M16505 
458332 AI000341 
448140 AF 14 6761 
459644 

429125 AA446B54 
448337 AW205453 



Hs.22245 ESTs 

Hs.15929 Homo sapiens cDNA FU12910 fis, clone MT 

Hs.99765 Homo sapiens cDNA: FU21245 ffe, clone C 

Hs.23920 Homo sapiens cDNA FLJ13124 &s, done MT 

Hs.1 5536 Human gene from PAC 686K2. chromosome 1 

Hs,29879 ESTs 

Hs^52744 } ESTs 

Hs.32241 ESTs 

Hs.1 2891 ESTs 

Hs.125843 ESTs 

Hs 222194 ESTs 

gbjiy57g01^1 Na.CGAPJ'rIO Homo sapiens 

Hs.136345 ESTS 

Hs/41 271 Homo sapiens mRNA ftfl length Insert cOW 

Hs.191990 ESTs 

Hs.294054 ESTs 

Hs.43143 Homo sapiens mRNA: cDNA DKF2p564A2463 (f 
gb:ng99cOS.s1 Ma_CGAP_Thy1 Homo sapians 

Rs.15783 Hdmo sapiens mRNA; cONA DKFZp434Pl 1 15 (f 

Hs.162875 ESTs. Weakly similar to ALD1J1UMAN ALU S 

Hs.151079 ESTs 

Hs^31991 ESTs 
Hs.257131 ESTs 
Hs.129354 ESTs 
Hs.9218 ESTs 
H&.130B34 ESTs 
Hs.1 69267 ESTs 
Hs.197626 ESTa 

H5.268720 ESTs, Moderately similar to ALU 1_HU MAN A 
gb:an03cO3jc1 Strelageneschlzo brain SI 

H&.22696B ESTs, Moderately similar to ALU4_HUMAN A 

Hs.47115 hypothetical protein DKFZp434D0513 

Hs,47125 hypothetical protein FU13912 

Hs,258&47 ESTs 

Hs.67fl55 hypotheOca! protein FU20298 

Hs.159501 ESTs 

Hs.1 28087 coegufctfon ffldor II (thrombin) recepto 

glxEST391378 MAGE resequences, M AGP Homo 

Hs.225945 lucosyRransrerase S [alpna (t,3) fucosy 

gb:601286042F1 NIH_MGC^44 Homo sapiens c 

Hs.192974 HomosaplenscDNAFLIi2735fi5 r doneNr 

Hs.123546 ESTs 

Hs.143273 ESTs 

Hs.156486 ESTs 

HsJ271166 ESTs, Moderately similar to AUttHUMAN A 

Hs.293353 ESTs 

Ks.218933 ESTs 

Hs.61373 ESTs 

HsJ279458 ESTs, Highly stmlar to C3B0A1. lb [H.sap 

Hs.13245 K1AA0455 gens product 

Hs.153924 dBafii-assodatedprotelq kinase 1 

Hs.127699 KWA1603 protein 

Hs.12346 Homo sapiens cDNA: RJ21399 lis. done C 

Hs,634fi ESTs 

Hs.166676 ESTs 

Hs.270737 tumor necrosis factor (Hgand) superrarni 

Hs-282B32 ESTs 

Hs.57483 Homo sapiens cDNA FU14294 fls, done PL 

H&.292710 ESTs, WeaUy similar to ALU5JHUMAM ALU S 

Hs.256112 ESTs 

Hs£2120 ESTs 

Hs.121764 ESTs, Weakly similar to testicular tokfi 

H3.57572 ESTs 

Hs.285754 met proto-oncogsna (hepatocyte growth fa 

Hs.1 351 59 Homo sapiens cOMA FU11461 fe, ctorw HE 

HSJ20161 HDCME31Pprotern 

Hs.269908 Homo sapiens cDNA FU11991 lis, clone HE 

Hs.295457 H3AA1 620 protein 

HS-30G922 Homo sapiens cONA FU10263fe.ctone HE 

Hs.28792 Homo sapiens cDNA FU1 1041 fis, dona PL 

Hs.8136 endothelial PAS domein protein 1 s 

Hs.2291 Probe hTp,737 (polycystic kidney disease, 

HaJ473 ESTs 

Hs.1l947t ESTs 

Hs.286617 Homo sapiens cDNA: FU22621 fls, done H 

Hs.79676 steroid siiftfase (rrtcrosomal), arylsuff 

Hs.220491 ESTs 

HSs20450 BCNHIke membrane protein precursor 



Hs.271004 ESTs 
Hs.3782 ESTs 
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427776 AA412323 
425371 D49441 
44B299 AA497044 
. 447610 AW296286 
5 409519 AA075368 
441006 AW605267 
440B17 AI341423 
420020 BE295866 
435395 AA729235 
10 424144 AA454033 
405494 

458145 AI239457 
408547 AA5742S1 
408941 AI452469 

15 409457 AW818081 
417137 U46265 
418950 T78517 
420756 AA411800 
42B318 AI8B0775 

20 432B96 NMJ014097 
43614B BEQ05252 
436284 AA708016 
437327 AJL353942 

^ c 442B11 BE077155 

25 456062 AI8662B6 
433014 NM_014711 
401335 

428771 AB028992 
419140 AJ9B2647 
30 454693 AW813428 
427785 X81053 
407339 AA777542 
408369 R38438 
427019 AA001732 
35 431089 BE041395 
452561 AI692181 
427878 C05766 
419752 AA249573 
430073 UB6135 
40 452401 NMJJ07115 
430345 AK00Q282 
407905 AW103655 
427660 AT741320 
422355 AW403724 
45 453049 BE537217 
438568 R98865 
453445 AU036532 
424711 NMJ0D5795 
446346 AI290205 
50 441974 AI683782 
444805 AB007899 
424027 AW337575 
419606 AW294795 
428613 A8037749 
55 434340 A1193043 
450297 AW901347 
432779 AW979241 
433650 AA603472 
_ 419086 NMJX)02t6 
60 428758 AA43398B 
430153 AW96S128 
4188B3 BE3B7036 
427669 AW451832 
400810 
65 402222 

407162 N63855 
415250 F02614 
421751 AWB13731 
428552 AW274560 
70 432658 AW973769 
434742 AA648302 
436586 A1308862 
441675 A1914329 
442039 AW276240 
75 443160 AI467915 
448764 A15S8607 
449579 AW207260 
439910 AL109710 
„ rt 413714 A1560944 
80 400289 X07820 

413384 NM_O0Q4O1 
438670 AJ275803 
419991 AJ000098 



Hs.105323 ESTs 

Hs.1 55981 mesothelift 

Hs.20887 hypolhsfcal protein FU10392 

Hs.255534 ESTs 

gb:zrn86h10x1 Stratagene ovarian cancer 

Hs7627 CGI- B0 protein 

Hs.270165 ESTs 

Hs.94382 adenosine Kinase 

Hs.1 17907 ESTs 

Hs^Jl 644 Homo sapiens cDNA; FU23D03 fis, clone L 

Hs.130794 ESTs 

Hs.57837 ESTs 

Hs-165221 ESTs 



gb:CM4*ST0276-101299-05S-b09 ST0276 Homo 
hypalhsGcfiJ protein 
ESTs 



Hs.81281 
Hs.13941 

H5.1B9900 ESTS 

Rs.98506 ESTs 

Hs.279778 PR01693 protein 

gb:CM1-BNOU6-030400-l7t-g02 BN0116 Homo 

Hs.190389 ESTs 

gb:Homo sapiens mRNA; cDMA DKFZp761L2312 

Hs.177637 ESTs 

Hs.71962 ESTs 

Hs.279912 KIAA0419 gene product 

Hs.193143 WAA1069 protein 

HSJ215725 ESTs 

gb:MR3-STOl9M1D200-21O-cO5 5T0192 Homo 

Ks.180828 coilagan. type IV, alpha 4 

Hb.132670 ESTs 

Hs.182575 solute canter family 15 (H+/pepHde tra 

Hs.173233 hypothetical protein FU10970 

Ks.283676 ESTs, Weakly similar to unknown protein 

Hs,49169 KIAA1634 protein 

Hs.181022 CGI-07 protein 

Hs.152618 ESTs 

Hs.232070 tetomerase-assodated protein 1 

Hs.29352 tumor necrosis factor, alpha-Induced pro 

Hs^3968f Irypothetical protein FU20275 

Hs.252905 ESTs 

Hs.114121 Homo sapiens cONA' FU23228 &,ctona C 

Hs.140 Immunoglobulin heavy constant gamma 3 (G 

Hs.30343 ESTs 

Hb.11135 major histocompatibility complex, class 

Hs.91453 ESTs 

Hs.152175 calcitonin receptor-llks 

gb:ql79g06.x1 SoaresJ«iHMPu_S1 Homosapi 

Ks.128245 ESTs 

Hs.12017 K1AA0439 proter; homoiog of yeast ubiqtr 

Hs.201591 ESTs 

Hs.198529 ESTs, Weakly simlar to simlar to acyl- 

Hs.186928 KIM1328 protein 

H5.1286B5 ESTs 

Hs.38592 Homo sapiens cDNA: FU233421IS, dona H 

gb:EST39135l MAGE resequences, MAGP Homo 
Hs.23456 ESTs 

H 5.89591 Kallmann syndrome 1 sequence 

Hs.98502 Homo sapiens cDNA FU 14303 lis, clone PL 

gb: ESTS 60 353 MAGE resequences, MAGJ Homo 
Hs.1211 acid phosphatase 5, tartrate resistant 
Hs.255938 ESTs, Moderately similar to K1AA120O pro 



Hs.142634 zhic finger protein 
Hs.27319 ESTs 
Ks.159153 ESTs 
Ha.129520 ESTs 
Hs.162319 ESTs 
Hs.291695 ESTs 
Hs.167028 ESTs 
Hs.5461 ESTs 

Hs.128352 ESTs, Weakly similar to p80 [Riiorveglcu 
Ws.36053 ESTs 
Hs.182112 ESTs 

Hs.134014 prostate cancer associated protein 6 
EST 
ESTs 

matrix mctalloprolfllnase 10 (stromelysln 
exostoses {multiple} 2 
Ws.123428 ESTs 

Hs.94210 eyes absent fDrosophlla) homotog 1 



Hs.B556B 
Hs.71428 
HS.225B 
H&J5334 
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459702 

414888 AL0391B5 
43B474 AW865B18 
453037 AA045175 
42A4B7 AK002121 
413930 MB6153 
422429 AA310527 
415Q63 At632GB3 
417015 M63772 
405606 

44B330 AL036449 
409719 AT769160 
423354 AB011130 
425188 AK0Q2O52 
427961 AW2931S5 
447357 A1375922 
412642 BE24459B 
453716 AA037675 
437370 AL359567 
407949 W21874 
427972 AA364870 
453313 BE005771 
420476 NMJJ03296 
424238 AA337401 
452930 AW1952S5 
424527 AW13855B 
453095 AW295660 
449161 N53431 
429586 T73510 
4237B2 AI472209 
458124 AW0D5548 
450109 AI539295 
421461 AW291023 
412222 AA528283 
416882 NNL0049S6 
441736 AW292779 
401049 

440727 AJ073991 
419751 AW195581 
445640 AW9S962B 
421379 Y15221 
422109 S73265 
410292 AA843087 
434265 AAB46811 
449695 AA164569 
429399 AA452244 
444042 NWL004915 
432343 ML002960 
436772 AW975S88 
42B784 Y12B51 
445268 AI21835B 
402481 

412608 AA247995 
416521 H60929 
416624 K69044 
419780 AA713522 
421211 AA284966 
427541 A1738963 
432013 AJ796B79 
436461 AW511956 
438002 A1560246 
440312 AW614597 
440479 AA866461 
441178 W90769 
441235 A18B4566 
443314 AW771701 
42216S AL041199 
450696 AY654223 
432S74 BE34S793 
4042)00 

435990 AK)15a52 
421309 A1222086 
45155B NM_001O89 
416642 T96U8 
406672 M26B41 
417819 AJ253112 
417355 013168 
459574 AT741122 
404274 

415086 AI597963 
418210 R54575 
419220 AA811938 
444314 AJ 140497 



Hs.77556 thyroid hormone receptor infractor 7 

Hs,6232 KTAA0764 gene product 

Hs.1 77552 ESTs 

Hs.164465 hypothetical protein FU11259 

Hs.7561 B RAB11A, member RAS oncogene family 

gb:EST181333 JurkBtT-celts V Homo sapie 

Hs,Z7179 Homosapians cDNA FU12933fl3, dons NT 

Hs.80B76 flavin containing monooxygenese 3 

H&307163 ESTs 

H8.10Q681 ESTs 

Hs.1 27436 calcium channel, voltage-dependent, alph 

Hs.155071 hypothetical protein FU11190 

Hs.1 43134 ESTs 

Hs.159367 ESTs 

Hs.809 hepBtocy te growth factor (hepapoietin A; 

Hs,152675 ESTs 

Hs-161962 Homo sapiens mRNA; cDNA DKFZp547D023 (fr 

Hs.247057 ESTs 

Hs.181304 putative gene product 

Hs.153746 Homo saptens cDNA* RJ2249Q fe. clone H 

Hs.2042 teste specific protein 1 (probe H4-1 p3 

Hs.137635 ESTs 

Hs.194097 ESTs 

Hs^67158 ESTs 

rfe.2B2756 ESTs 

Hs.47647 ESTs. Weakly slmSar to KIAA0423 (H.sapl 

Hs^fJ9153 angbpoietin-llks 3 

Hs^88369 ESTs 

Hs.124590 ESTs 

Hs.17967 ESTs 

Hs.97255 ESTs 

Hs.292737 ESTs 

Hs.89433 ATF-binding cassette, sub-family C (CFTR 
Hs.169799 ESTs 

Hs.134268 ESTs 

Hs^3121 KJAA0761 protein 

Hs,317Q4 ESTs, WeaMy similar to KIAA0227 [asapl 

Ha.103982 small Inducible cytokine subfamily B (Cy 

Hs.1473 oastriri-refeaslng peptide 

Hs.124194 ESTs 

Hs.130554 Homo sapiens cDNA: FU23Q89 fe, done L 

Hs.34550 ESTs 

Hs.16727 ESTs 

Hs.10237 ATJMfodlng cassette, sub-lamlly G (WHVT 

Hs^961 SIOOcalcujnvHidtng protein A3 

HS.250B67 zona pelluckla glycoprotein 3A (sperm re 

Hs,193470 purineigfc receptor P2X, Kgand-gated to 

Hs.178048 ESTs 

Hs^489B Homo sapiens doneTCCCTA00151 mRNAseou 

Hs.44197 hypothetical protein OKFZp564D0462 
gb^r77h05.8l Sobibs fetal liver spleen 

Hs.87752' ESTs 

H&266306 ESTs. Weakly similar to AF216312 1 type 

Hs.97951 ESTs 

Hs.162102 ESTs 

HSJ293261 ESTs 

Hs.2fl1648 ESTs, WesMy slmnsr to 2N4?_HUMAN ZINC 

Ha.72475 ESTs 

Hs.208161 ESTs 

Hs.153976 ESTs 

Hs. 135570 Homo sapiens cDNA: FU 21268 8s, clone C 

Hs.54646 ESTs 

Hs.1481 Ns Wins decarboxylase 

Hs.1 6026 Hcmo sapiens cDNA: FU23191 lis. clone L 

gMit70g02.Xl NCl_CGAPJ_u24 Homo sapiens 

Hs.1 31793 ESTs 

Hs.270449 ESTs, Moderately similar to ALU1J1UMAN A 

Hs.26630 ATP-blntSng cassette, sub-family A (ABC1 

Hs.226313 ESTs, Weakly sfortar to ALUIJtUMAN ALU S 

Hs.1 98253 major histocompatibility complex, class 

Hs.133540 ESTs 

Hs.62002 enJolhalfri receptor fypeB 

Hs.101810 Homo sapiens cDNA F Li 14232 fc, done NT 

Hs.1 16726 ESTs 

Hs, 13337 ESTs, Weakly similar to unnamed protein 
rk291759 ESTs 

gfccw76b09-s1 SoaresJelaIJver_6pleen_ 
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45105O 
417412 
428414 
412S25 
438192 
410976 
406673 
449677 
449321 
418557 
416320 



AW937420 
X16B95 
ALD49960 
A1089319 



R36Z07 



414140 
419520 
446999 
457447 
451099 
407366 
410048 
4008B0 
418092 
426780 
431067 
432803 
4121 04 
422819 
454359 
424806 
434445 
442994 
410371 
450232 
417924 



431814 
417543 
444642 



434803 
451623 
452465 
402046 
434927 
436192 
401987 
423119 
427112 
414464 
447829 
449679 
405472 
413621 
432212 
404289 
415362 
427739 
427772 
430B44 
434335 
436052 
442773 
446799 
450221 
455673 
46B624 
405095 
447207 



AA002O71 

AA001150 

BE140602 

H47B67 

AI472078 

AA281279 

AB009303 

AA151520 

X7B261 

R52795 

AFD2S942 

W76467 

R45154 

AJ478578 

AW574623 

AA5S539S 

AW205197 

AL122084 

N71277 

AA382523 

AI349306 

AI026718 

AA0844B2 

BE300815 

AU077231 

BE018217 

8E256242 

AAM3820 

AJ161293 

AW974640 
K77818 
N84636 

H46612 
W93847 

AA322201 



AI870175 
AW33Q29 
AJ823951 

A180864B 
AW137742 

F06735 

AW19B755 

AA412289 

T94960 

AA63O10? 

AJ021983 

AB037722 

AW978373 

AA328102 



447233 
447197 
431087 
405064 
427558 
426457 
438118 
427821 
452114 
448782 
403937 
416402 
452416 
451609 



A! 362790 

AA442233 

AA8B6530 

AA806526 

AW246333 

R36075 

H12723 

AA062954 

D49493 

AW894667 

AW/53311 

BE621182 

N22687 

AL050295 

NMJMD715 

AAQ2B115 

ALD46019 



Rs.69662 ESTs 

Hs.82112 Interteukin 1 receptor, type ) 
Hs.184216 DKFZP564C152 protein 
Hs.179243 ESTs 

Hs. 1 6B0B ESTs. Weakly similar to paraptegfevllke 
Hs.25092 ESTs 

Hs.1 98253 major WstocompalfoiBty complex, class 

gb:zhB5d0l.8l Scares Jete(Jwer_spleen_. 

Hs.132937 ESTs 

Hs.246645 ESTs 

Hs,34024 ESTs 

gb:y85h03jt1 SoaresJ^SF_FB_9W_OTJVU^S 

Hs.23317 ESTs 

Hs.297790 Human done 23734 mRNA sequence 
Hs.279525 hypotfiefcat protein PRO2605 
Hs.272177 H.saptens mRNA lor TRE17 ff extremity an 
Hs.25954 Lnterteukin 13 receptor, slpha 2 

gfeHonio sapiens rig33 mRNA, partial sequ 
Hs.274550 proline oxidase homotog 

Hs.106604 ESTs 

Hs.50636 ESTs 

Hs.200413 ESTs 

gb:nM1f01.s1 NCLCGAPJ5C2 Homo aspens 

Hs.240951 ESTs 

Hs.121073 hypothetical protein FU10466 

gb:za36e03.s1 Soares fetal liver spleen 

H3.1056B9 ESTs 

Hs.11782 ESTs 

Hs.16954 ESTs 

Hs.115850 ESTs 

Hs^01326 ESTs 

Hs.62932 cyclln D1 {PRADt: parathyroid adenotnatos 

Hs.183528 ESTs. Weakly similar to Bem464ike prate 

Hs^70847 deHa-lubufoi 

Hs.110153 ESTs,WaaWy simnartoBCGFJiUMAM B-CEL 

Hs.S46B62 ESTs, Weakly svniler to Kl AA0525 protein 

gb:EST3B6744 MAGE resequences, MAGM Homo 
rfe.268991 ESTs 

Hs.29664 Human DMA sequence from clone 682J1 5 on 

H&293815 Homo sapiens HSPC285 mRNA, partial cds 
Hs.24139 Homo sapiens cDNA: RJ23137 fis. done L 

Hs.131976 EST 

Ks.290951 ESTs 

Hs.13957 ESTs 

Hs.164104 ESTs 

Hs396668 Homo sapiens cDNAFU11846 fe,ctane HE 

Hs.184156 ESTs 
Hs.293451 ESTs 

gtrKSCUBOSI rannaTized Infant brain cDN 
Hs.38105 EBTb 
Hsl9B123 ESTs 

gbrye3Bd07,rt Slratagene lung (937210) H 
Hs.213220 ESTs 
Hs37l432 ESTs 

Ks,B707 Homo sapiens mRNA; cDNA DKFZp434N1 131 [f 
Hs.49221 ESTs, Weakly simitar to zinc finger prot 
Hs.24641 cytoskBTeton associated protein 2 

gtxRC3-BT03l9-l001D(W)t2«11 BT0319 Homo 
Hs.18ia01 ESTs 

Hs.17731 hypothelica! proton FLH28S2 
Ks.168912 ESTs 
Hs-130277 ESTs 

Hs.17901 Homo sapiens cDNA: FU2l974ffc r cbrui H 

gfcryh&8c01.Bl So ares placenta Kb2HP Homo 
Ha.290791 ESTs 
Hs.J41&83 ESTs 

Hs.2171 growfii dtfferenfetion factor 10 
Hs,169955 chtmerin (chmaerin) 1 
Hs.259415 ESTs 

Hs.179882 Homo sapiens cDNA FIJI 2437 fis, done NT 
Hs.8236 ESTs 
Hs.301550 WAAD758 protein 



HSv1012 complement component 4-Undlng protein, 
Hs.1 14777 ESTs 
Ks.209276 ESTs 
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43S934 R19382 Hs.1 17869 ESTs 2.1 

445158 AI992108 Hs.127206 EST* 21 

407930 AA045847 Hs.188361 Homo sapiens cONA FU 12807 te, clone NT 2.1 

_ 439335 AA742697 Hs.62492 ESTs, Weakly similar to S59BS5 collagen 21 

5 443949 AW827419 Hs.235070 ESTs 2.1 

429716 R256B5 Hs.211933 collagen, type XIII, alpha 1 2.1 

415B17 UBB967 tts.78857 protein tyrosine phosphatase, receptor-t 2.1 

438676 AA613745 Hs/123446 ESTs 2.1 

40584B 2.1 

10 416940 N75S20 Hs.43157 ESTb 21 

442351 AH 85136 Hs.48660 ESTs 2.1 

420036 R60336 Hs.52792 Homo sapiens mRKA; cDMA DKF2p586l1823 [f 21 

436252 AJ539519 Hs.120969 Homo sapiens cDNAFU 11562 ns. dona HE 21 

413450 299716 Hs.75372 r^acetytgalactosamlnldaBB, alpha- 2.1 

15 428572 AQ037783 Hs.17fl623 hypothetical protein FU 11183 2.1 

439425 ARJ8E244 Hs.1 14658 ESTs 2.1 

421 16B AF182277 Hs,1350 cytochrome P450, subfamily I IB (phenobar 21 

449611 AJ970394 Ha.197075 ESTa 2.1 

404548 2.1 

20 416734 HB1213 Hs.14825 ESTs 2.1 

435B65 AA883552 Hb.16810 ESTs 2.1 

439072 AFOB5930 Hs.269123 ESTs 2.1 

447482 AB033059 Hs.18705 KIAA1233 protein 2.1 

457292 A1921270 H*214178 Homo sapiens cDMAFU 1425 1 fts, clone OV 2,1 

25 444974 AI2O3500 Hs.1516i2 ESTs 21 

456034 AW450979 9bAil-H-Bl3da-a-12-0-Ul.»1 NCI^CGAP_Su 21 

430634 At860651 Hs.26885 ESTs 21 

426782 R146U Hs.191254 ESTs 20 

452943 BE247449 Hs,31082 hypothetical protein FU10525 20 

30 445326 AI220072 Hs.165B93 ESTs 20 

421247 BE391727 Hs.1 02910 general transcription factor 1IH, polype 2.0 

409994 D86864 Hs£7735 acetyl LDL receptor, SREC 20 

44326B A1800271 Hs.129445 hypothetical protein FU1 2496 20 

455226 AW9021O3 gb;QWNm02242O5rjO-220-c07KN 1022 Homo 2.0 

35 417321 N6B722 Hs.1913fi8 ESTs 20 

423778 V09287 Ha.132821 flavin contamlng monooxygenase 2 20 

404323 2.0 

448133 AA723157 Hs.73769 folate receptor 1 {adutg 2.0 

421047 AW514772 Hs.104473 ESTs 20 

40 425497 AA524596 Hs.186844 ESTs 20 

444523 AI1B3B29 He.202111 ESTs 20 

412303 AW936336 gb:Ov4^0021-M1299-070-g11 DT0021 Homo 2.0 

433563 A1732637 HsJ779Q1 ESTs 20 

405485 2.0 

45 428330 L22524 Hg.2256 matrfr metal bp rotanBse7 (matrirysta, 2.0 

455B07 BE141140 gb:MR0-HT007 502 1299406^07 HT0O75 Homo 20 

425465 L1B964 Hs.1 904 protein kinase C, tote 20 

449424 AW44B937 Hs.197030 ESTS 20 

427940 AA417812 Hs.38775 ESTs 2.0 

50 411502 AW946605 H*250t54 HomosaprenscDNAFUl2973fia r c!oneNT 2.0 

411365 M76477 Hs276242 tubulin, alpha, ubiquitous 20 

412369 KS0456 Hs.285243 Homo sapiens cDMA: FLI22029 fls, dona H 20 

452959 AI933416 Hs.189874 ESTs 20 

416580 T61572 Hs.79385 Human done 23574 mRNA sequence 20 

55 428775 AA434579 Hs.143691 ESTs 20 

420000 AB036063 Hs.180726 Homo sapiens cDNA FU13543 fo, done PL 20 

408321 AW405BB2 Hs.44205 corustatin 2.0 

410011 AB020841 Hs-57fl5S PFTAIRE protein kinase 1 20 

411050 AW814902 gb:MR1-6T020S-12O4DO-022-frj8 ST0206 Homo 20 

60 452453 AI902519 gb:QV-9TO09-t0l 1 98-051 BT0Q9 Homo sapten 20 

428978 AA442784 Hs.125445 ESTs 2.0 

458582 N34128 Hs.145268 ESTs 20 

425527 AL162032 hte.15B253 Homo sapiens mRNA;cONA DKFZp434B1 272 (f 20 

403760 20 

65 424368 A3037766 HS.146D85 KIAA1345 protein 2.0 

421229 A1056590 Ks.7086 Homo sapiens cDNA: FLJ23000 fe, ctona L 20 

435304 AA339622 Hs. 108887 ESTs 20 

453498 BE181412 Hs.23245 Homo sapiens cONA FU11767 ns, done HE 20 

„^ 439018 AW3008B7 Hs^fi83B ESTs, WeaUy similar to unnamed protein 2.0 

70 4532B0 AL15747G Rs.32913 Homo sapiens mRNA; cONA DKFZp7B1C0B2 (fr 20 

420193 AI460080 Ha.202869 ESTs 20 

444610 AI1747B3 gb:HA2501 Human fatal liver cDNASbrary 2.0 

401575 2.0 

419092 J05581 Ffe.89603 mucin 1, transmembrane 20 

75 430129 BE30170B Hs.233955 hypolhefcel protein FU20401 20 

410763 AF279145 Hs.896B tumor endothelial matter 8 20 

414783 AW0695S9 Hs.75839 iinc finger protein 6 (CMPX1) 2.0 

411492 T46848 HsJ0337 lrrMmmogbbullnsurjerfamlly l mambar4 20 

nrt 409963 2.0 

oU 418378 AW962D81 gb:EST374154 MAGE resequences. MAGGHomo 20 

420831 AA28C824 Hs.190035 ESTs 20 

424152 AU33591 rte.301405 Homo sapfens mRNA; cONA DKFZp434N079 (fr 20 

424641 AB001105 Hs,151413 glia maturatiorj factor, beta 20 
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427616 


AI698684 


Hs.98028 


435115 


AI821726 


Hs.116603 


437536 


AA764781 


Hs.291844 


438295 


AI394151 


Hs37932 


439430 


AF124250 


Hs.6564 


445328 


AI925280 


HS.236B42 


447101 


N72185 


Hs.44189 


448795 


AA147B29 


Hs.33193 


44S623 


C00719 


Hs.1 20440 


450159 


AJ702416 


Hs.200771 


456613 


R19992 


Hs.105620 


457233 


AI355009 


Hs-221698 


457384 


AA5Q1760 


He,18Q75 


457471 


AW971364 





ESTs 
ESTs 
ESTs 
ESTs 

breast cancer and- estrogen resistance 3 

EST 

ESTs 

ESTa, Highly sSmtlarta ACQ07228 3 BC372 
ESTs 

ESTs. WeaMy similar to CAN2J1UMAN CALPA 
Homo sapiens done 23950 mRNA sequence 
ESTs 

chromosome 9 open reading frame 3 
gb:EST3B34S3 MAGE resequences, MAGL Homo 



2.0 
2.0 
ZO 
2.0 
2.D 
2.0 
2.0 
2,0 
ZD 
2.0 
2.0 
2.0 
2,0 
2.0 



TABLE 27B 



Pkey: Unique Eos probes st idenbHer number 
CAT number: Gene cluster number 
Acoession: Gen bank accession numbers 



Pkey 


CAT number 


Accession 


409467 


1132521J 


AW818081 AW392B87 AW514700 AW3928B1 


409519 


113722J 


AA075368AA075369 


410008 


116812J 


AA079552 BE142525 BE142527 


410785 


1221055 1 


AW803341 AW803265 AW803403 AWB03466 AW803402 AW80341 3 AW803268 AW803396 AWB03334 AW803355 


411050 


123D330J 


AW814S02BE156656BE156667 BE15659Q9E1 56441 BE156447 


411880 


1263110.1 


AW872477BE0fl8t0l T05990 


411905 


12651B1 1 


BE265067 BE264970AW87542O 


412303 


128B130L1 


AW936335AW936339 


413136 


1350379J 


BE066941 BE066911 BE066979 BE066929 BE066925 


413499 


1373910.1 


BE144884 H97942 


413B75 


1396766 1 


BE176775H85072 


415094 


1622103.1 


D59513 D59515 D80174 D59514 


415362 


1534980.1 


F06735R55B96 R12110 H0B697 


416624 


1604694 1 


H69044 T47567 H75691 T50292 


418378 


174656.1 


AW9620B1 AA218925 AA354237 


419546 


185766 1 


AA244199 AA244272 H57440 


419807 


188252.1 


R77402 AA2B2462 AA25098B RQ6794 


420637 


195241J 


AW976153 AA278945 AA747691 


422429 


216469.1 


AA310527 AW962295 244665 H08641 


423377 


22769.1 


AUM9377ALO7993OAL047223AW8B5968AA3B5235 


4253B4 


266211 1 


AI472078 AA377209 AA865607 


426637 


293660J 


AW97926B AA878419 AA431342 AA43162B 


430153 


313709.1 


AWS6B128AA468102AA46B165 


430644 


324570 1 


T94960 AA487679T95013 


431120 


328264J 


AA49258B AA49249Q AA492571 


431169 


328799.1 


AW971240AA493843AA493723 


431322 


331543.1 


AW970622 AA5Q3009 AA50299B AA502989 AA502806 T92188 


432009 


34025J 


AL137424 BE007148T52277 


432222 


343347.1 


AI204995 AW827539 AW969908 AW440776 AAE2B756 


432507 


34B711 1 


BE391093 AA551334 B6389643 


432779 


354024.1 


AW979241 AA565006 AA847102 


432803 


354267 1 


AA58538B AW894Q72 H97930 


432869 


355475J 


AW974094 AA569074 AA602574 


432974 


356950.1 


BE348793 AA5731 18 N79366 


433492 


367934 1 


AW605849 AW262898 N41060 AA594652 


4335B4 


3704C0 1 


AW295399 AW207772 AW300641 AW070290 BE348854 AW1703B3 AA6C096B AA77B832 


433687 


373061.1 


AA743991 AA604B5ZAW272737 


434603 


393471.1 


AW974640 AA64S616 M75826 


436148 


415Q0J 


BEOO5252AKD0078B 


437327 


43610.1 


AL353942AW994305 


43B309 


45684.1 


AF0B5839 R6&137 AW188786 R69254 


440320 


491930.1 


AA079294N67538AW74541 


444314 


600667.1 


AI140497 AW749B25 AW749626 AW749B44 


444610 


612257.1 


A1174783R83569R12271 


449346 


67354$_1 


AJ290205AW235762AI661268 


447197 


711623_1 


R36075 A1366546 R38167 


448404 


761515.1 


BEO89973AI498612AWBO5032 


449299 


B0436.1 


AA29991B AW957012 AA0O1107 T83631 BE1563B9 


449540 


80945.2 


AA001713HG3aaS 


449677 


81270 1 


AAQ02071 AAO02232T99209 


450522 


837264.1 


A169BB39 AI909260 A!9092S9 


451024 


65565.1 


AA442176AA2591B1 


4513B1 


867770J 


8E241831 AW249135 BE548B47 AW250245 


452163 


902QB7 1 


AJ863140W8O7O3R43474 


452293 


909195 -1 


AI871833 


452453 


918300.1 


A19Q2519A190251BA1902516 


452542 


92141Q.1 


AW812256 AWB12257 AI906423 AJ906422 


452771 


930983 1 


T05477TO7855A1917711 


454359 


113067O 


N71277AW390764 
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454693 


12291 32J 


AW813428 AW81 3444 AW81 3367 AWB13368 AW613429 AWB13424 


465024 


1249196 1 


AW8513D9 AW850B68 AW851419 AWB51412 AW851299 


455228 


1262534.1 


AWS02103 AW869012 AW869139 


455235 


1265634J 


AW875951 AWB75S50 AW875936 AW875948 AWB75939 AW875957 


455673 


1349655J 


BEC65939 BE066079 8E065956 


465807 


1370914 1 


BE141 140 BE14I139 BE141 105BE141143 BE141127 BE141202 BE14110B 




456034 


142696 1 AW450979 AA136553 AA1 36656 AW419381 AA9B435BAA492073 8E168946AA^W054AW238038BE01 1212 BE01 1369 BE011367 






BEO11360BEOt1362BEO112l5BEO11365BEO11363 


45747i 


340916.1 


AW971364 AA525021 AA570759 


457620 


371514.1 


AA502711 BE078290 


458154 


491768J 


AW816379 AA88B2B2 AA879Q46 AAS79195 


459267 


966605.1 


AJ003631 AJ003650 AJCQ3651 



TABLE 27C 

Pkey: Urtque number corresponding to an Eos probesel 

Ftef: Sequence source: 7 digit numbers In this column era Genbank Identifier (Gl) numbers. "Dunham I. et a!,' refers to the publication end lied The DNA sequence of human 

chromosome 227 Dunham I. el af ., Nature {1999} 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposflion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposHmn 


400610 


9887671 


Minus 


1 17606-117928.1 24040-124147 


400680 


993*121 


Plus 


29235-29336,36363-36580 


401049 


7232177 


Plus 


149157-150692 


401335 


9684881 


Phis 


15736-16352 


401575 


7229604 


Minus 


76253-76364 


401793 


72638B8 


Minus 


102945-103063 


401987 


4406829 


Minus 


72893-73021,75938-77049 


402046 


8072415 


Plus 


166394-166556,168167-168395 


402222 


9958106 


Plus 


3261-3834,3939-4269 


402481 


9797406 


Plus 


87B91-88991 


402629 


9931216 


Phis 


336^1-33775,34182-3437^36003^6084,40343-40612 


403760 


7712202 


Minus 


45910-46260,47563-47824 


403903 


7710671 


Minus 


101165-102597 


403937 


7711761 


Minus 


12809-12773 


404043 


9558573 


Plus 


29042-29135,46597-46699 


404200 


6010176 


Minus 


706&7210 


404274 


98B51B9 


Plus 


104127^104318 


404288 


2769644 


Pius 


3512-3691 


404269 


2769644 


Plus 


15049-15286,30267-30457 


404323 


9719753 


Minus 


31913-32219 


404488 


8113286 


Minus 


64835-64994 


404548 


8570305 


Minus 


63896-84162 


404593 


9944086 


Minus 


74922-75788 


404599 


6705107 


Hus 


110443-110733 


404916 


7341826 


Plus 


91057-91188 


405041 


7547195 


Plus 


121230-121714 


405095 


8072599 


Plus 


138877-139066 


405472 


8439761 


Rub 


106297-106447,108462-105596 


405494 


8050952 


Minus 


70284-70518 


405646 


7651609 


Minus 


2B135-2B244 


405963 


8247786 


Plus 


405MG99 


406182 


5923650 


Minus 


2825626905 


4064B5 


7711305 


Plus 


125036-125422 


406505 


7711374 


Minus 


6843-8077 


405554 


7711566 


Plus 


108956-107121 


406594 


8248611 


Minus 


85543-35B45 



TABLE 28A: ABOUT 796 GENES DOWN-REGULATED IK LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 28A tots of about 796 genes that are dcwnregulatad In lung fibrosis (collection oflPF, HP, and NSIP) samples as compared with normal 'body map* samples. These were 
selected from about 59680 p robes ete on an Affyroetrix/Eos Hu03 GeneChlp array such that the ratio of 'average' fibrosis sample expression level b "average" normal adult tissues 
sample expression was less then or equal to 0.1. The "average* normal lung tissue level was set to the 75* percentile anongst normal lung tissues. The 'average" fibrosis 
expression level was sat to foe 95* percentile amongst fibrosis samples. In order to remove gene-specific background levels of non-specific hybridMon, the 1 5 th percentile value 
amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnlgenalO: Umgerte number 

Ungane True: Unpens gene tide 

Rl: Ratio of normal bug to fibrosis 

Pkey ExAccn UtiigenelD Unlgene- TitJe R1 

414002 NMJ05732 HsJ5678 FBJ murine osteosarcoma viral oncogene h 18.18 

42121B KWJMD499 Hs.72912 cytochrome P450, subfamily 1 {aromatic c 9.39 

404518 AI8156Q1 Hs.79197 CD83 antigen (activated B lymphocytes, I 8.30 

4047S5 5,56 
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403211 5.46 

417957 BE244373 Hs.1 119 nuclear receptor subfamily 4, group A, ni 5.43 

4004B9 5.19 

425571 AJO07292 Ks. 15830 6 ephrin-A2 5.19 

5 406357 5.08 

407979 M0463O6 Hs,62927 ESTs 5.0B 

452378 AA025855 Hs.19597 ESTs 4.7B 

4O80S3 AW139474 Hs.246B62 ESTs 4,62 

421770 AA374192 Hs.108124 nbosomal protein L41 AJSl 

10 425126 N32759 Hs.1 72944 chorionic gonadotropin, beta polypeptide 4.49 

402366 4.39 

402448 437 

448245 A1923551 Hs.170643 ESTs 431 

413778 AA090235 Hs.75535 myosm, fight polypeptide 2,1691^1^ 4.29 

15 419968 XD4430 Hs.B3913 interleuKIn 6 (Interferon, bets 2) 4.24 

4477BB X8640D Hg.19520 FXYDdomslci-contaiwngkxi transport reg 4.21 

405163 4.19 

437120 A1356125 Hs.157767 ESTs, WeaWy similar b human H0XA2 4.19 

409020 AA062549 Hs.21162 ESTs 4.09 

20 431073 BE25447D Hs.249188 cone-rod homeotxK 4.07 

433495 AW3737B4 Hs.71 alphe-2-9lycoproteJn 1, ziic 4.06 

403716 3.99 

424969 AW960928 Hs.153998 creatine kinase, mitochondrial 1 (ubiqui 3.94 

404348 3.90 

25 407070 Y10209 QkH.uapiens mRMAt6rCD80tprotBtn 3.82 

412919 A136868Q Hs.816 SKY (sex determining region Y)-box 2 3.B1 

402409 3.80 

456150 Z423D8 gb:HSC0FBl21 normalized Infant brain cDN 3.79 

427030 AA397B00 Hs.97531 ESTs 176 

30 42632B AWB31296 gb:hhB3c09.y1 NCI_CGAPJ3U1 Horno sspiana 3.74 

429307 AU076592 Hs.19B951 Jun B proto-cncogene 3.71 

400172 3-70 

431227 X637S5 " Hs.2743 keratin, cuBcIb. ultrahigh sulphur 1 3.68 

433883 A1925688 Hs.222312 ESTs, Weakry snular to B24264 proline-r 3.68 

35 446B50 R71245 Hs.174303 ESTs 3.67 

405147 3.64 

408821 AA977896 Hs,12B873 ESTs, Hghty similar Co AlFAjHUMAN FRUCT 3.57 

402782 3.55 

401496 3.50 

40 421201 AW241940 Hs.102500 hypothetical protein FU20481 3.50 

402911 3.49 

425330 025216 Hs.155650 KIMO0 14 9 ene product 3.49 

438004 AA7749B4 Hs,220649 ESTs, Weakly slmlarto FCE2 MOUSE LOW A 3.46 

448165 A1633040 Hs.17Z730 ESTs 3.46 

45 433367 AA584930 Hs.269451 ESTs, Wea% sknilar to XAP-54lke prate 3.43 

416596 H67669 Hs.38564 ESTs 3.41 

400545 3.39 

418464 R87560 gfrysnB9h07.r1 Soares adult brain N2b4HB5 3.37 

„ 426507 AA380265 gb:E5T93491 Supt cells Homo aap'iens cONA 135 

50 . 403479 3.34 

4060B2 S47833 Hs.82927 adenosine monophosphate deaminase 2 (isa 3.34 

401919 3^3 

449031 AI667S02 Hs.271462 ESTs 3.33 

400116 3.31 

55 401S90 3.29 

401007 3.28 

404810 K5S589 Hs.35156 Homo sapiens cONA FU1 1027 fis. clone PL 3.25 

408641 AW245207 Ks.5555 rtomo sapiens cDNA RJ13170 fis. clone NT 3.25 

4071S6 D11747 Hs.177415 RnkeJ-Btekfe*1tell[y muiii* sarcoma vtru 333 

60 410258 X52638 Hs.739 6-pbosphofnji^2«nase^ctose-^6-bi 3,23 

433232 AI658B21 Hs.127769 ESTs 3.23 

457937 AW976930 Hs.128760 ESTs 3.23 

406101 3.1B 

407080 238133 Hs.1 13973 myosin, heavy polypeptide 8, skeletal mu 3.18 

65 419947 AW298744 Hs.118894 ESTs 3.16 

421905 A1660247 Hs.32699 ESTs, Weaty similar to UV-1 protein [H 3.16 

454019 D31846 Hs.37D25 aqgaporin 2 tcoMng duel) 3.16 

426674 AA431734 Hs.1 04915 ESTs 3.14 

402056 3,06 

70 4251 82 AF041 259 Hs.1 55040 zinc fhger protein 217 3.06 

425393 NI\*_0Q0218 Hs.156115 potassium vctege^gated channel KQT-Ilk 3.06 

433657 A1244368 Hs.6124 PH domain containing protein in retina 1 3.06 

40215B 3.03 

404938 3.02 

75 403376 3.01 

418B28 AF020774 H6.BBB44 Homo sapiens hair and skin epWerrnaMyp 3,00 

402423 Z99 

416253 BE250659 Hs.15463 ESTs 2.99 

„ 435265 AA779958 Hs.185932 ESTs 2.99 

80 425655 BE614551 Hs.158675 iftosomai protein L1 4 Z98 

428704 AA432007 Hs.249484 ESTs Z98 

425439 D3B024 Hs.157425 double Irameobox, 2 29? 

445613 BE560B89 Hs.158491 ESTs 297 
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402714 296 

403526 296 

403606 295 

_ 441852 AB028968 Hs.7989 KIAA1 045 protein 2.95 

5 417629 T76945 Hs.64211 ESTs.WeaWyr similar to sitrrilar to acyt- 2.94 

447744 AA313230 Hs.19413 8100 caldum-Wndlng prdeih A12 (calgra 291 

419821 AW9674B6 Hs.189119 ESTs 290 

446993 AJ570S64 Hs.164267 ESTs 289 

„ 414580 BE3B6918 gb:60t275385F1 NIH_MGC_20 Homo sapiens c 26B 

10 423379 A1985349 Hs.157492 Homo sapiens cDNAFU 14079 Is, clone HE 2BB 

440206 Ar762232 Hs.46794 ESTs 28B 

402212 AW502761 Hs.30909 WAA0430 gene product 287 

406059 286 

423548 AF007194 Hs.129782 mucin 3A. totestfnal 2B6 

15 402051 285 

415196 AK000150 HsJ8165 MAXrlike bHWZIP protein 285 

455446 AW947749 c#RCG^TO005-1303OO-031-bO1 MTO0Q6 Homo 285 

44242S BE4649B8 Hs.29B302 ESTs 284 

403247 283 

20 404825 283 

459164 L3S001 Hs.95669 ESTs 2.83 

402966 282 

417575 R003B2 Hs.191199 ESTs 282 

404668 2B1 

25 420619 AF130255 Hs.99430 tefrtis zinc fnger protein 2.81 

447241 BE38283B Hs.19322 ESTs 280 

446793 AIB64581 Hs.215477 ESTs 279 

453014 AI937242 Hs,17559D ESTs 279 

_ _ 446775 A1792B36 Hs.232273 ESTs 278 

30 455075 AWB54850 gb:CI^CT026V2Dl09M11-h03Cr0261 Homo 2.78 

406704 M21665 Hs.929 myosin, heavy polypeptide 7* cardiac mus 275 

457546 AA5684B4 Hs.153632 ESTs 275 

410197 NM.00551B Hs.59B89 3-h^roxy-3™ihyblu!a^Coeiv2ymeAsy 274 

433677 AI791912 Hs.190885 ESTs, Moderately slmBarb ALU 1JHUMAN A 274 

35 405703 2.73 

40B840 AW277132 Hs^54880 ESTs 273 

413958 BE277913 Hs.172364 Homo sapiens mRNA tor FU0QO86 protean, 273 

454421 BE409759 Hs,59S63 Homo septens mRNA for FLJOCOO? prutem, 273 

406702 Z20656 Hs_278432 myoshi t heavy polyp eptide 6^ cardiac mus 272 

40 40B664 R56362 gb:yg93cfJ7.r1 Scares Infant brain 1NIB H 2.72 

402457 271 

403612 271 

407049 X72632 {NONE} 271 

41S423 AA164743 Ks.187617 Homo sapiens cDNAFU 13941 ketone Y7 270 

45 402862 269 

403540 269 

431465 AW293178 Hs.180086 ESTs 269 

406563 260 

417003 ALQ3B170 Ks.B0756 betafoe-toniocystetne matoyl transferase 2.6B 

50 426220 AI3B3475 Hs.171697 ESTs. WeaMy similar to Immiinoglobldln s 268 

446707 A1591214 Hs.1S6336 ESTb 268 

447557 AW028BQ9 Hs.229570 ESTs 268 

413529 U11874 Hs.846 . frrterieitol 8 receptor, beta 267 

403997 266 

55 408704 AA056635 Hs.6366 Homo sapiens cDNA: FU21522 lis, clone C 266 

407005 U20230 gb;Human guanyl cyclase C gene, partial 265 

405075 264 

430728 AW968522 gb:EST38059B MAGE resequences, MAGJ Homo 2.64 

405327 263 

60 409419 BE207219 Hs.20474 ESTs, Highly simllarto S17112 ir&cfsro 263 

434300 AA740944 Hs.1 16295 ESTs 263 

405895 262 

431929 AW294163 Hs.146127 ESTs 261 

405217 260 

65 437569 AA760S49 Hs.294052 ESTs 260 

419822 AW968B64 H&255780 ESTs 259 

445918 AW014139 Hs.145656 ESTs 259 

446149 BE2429BO Hs.203181 ESTs 259 

„ 457829 AI742291 Hs.210843 ESTs> Wea% similar to d J 1039K5.2 [K sa 258 

70 404282 253 

409778 AW499705 gb:UFHF^R0p^M>45-0-lJLr1 NIH_MGC_5 253 

445353 BE551465 Hs.175211 ESTs 253 

458764 BE619386 gb:G 01 473204 F1 NIH_MGC_6B Homo sapiens c Z53 

402195 252 

75 404247 2.52 

427584 BE410293 Ks.179718 v-myb avian myeloblastosis viral oncogen . 252 

402588 2.50 

432301 U34249 Hs.167075 ring finger protein 9 250 

424958 AA984420 Hs.283559 ESTs 249 

80 442197 AW837912 gb:CrV3-LTOM8-2601 00458^02 LT004BHomo 2.49 

415003 M11437 Hs.77741 WnJnogen 248 

420767 AF072711 Hs-99918 cwbaxyl ester lipase {bile salt-Simula 2.48 

4228B5 BE244088 Hs.121544 InterfeuWn 12 receptor, beta 1 247 
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440424 

402153 

432152 

454414 

401603 

408493 

408513 

409826 

400672 

430713 

449748 

453756 

400824 

403125 

406118 

402165 

416902 

425515 

402951 

427886 

447173 

448703 

426344 

401840 

403731 

405378 

405555 

416559 

438216 

448427 

451588 

423011 

451172 

401015 

414705 

439394 

446305 

453512 

418556 

457197 

457275 



AJ991125 Hs.189109 Homo sapiens cDNA: FU2145Bfis, clone C 

Hs,272790 Homo sapians cDMA FU20238 fis. done CO 

Hs.164675 ESTs 

Hs,46Q39 phosphoglycerate muiase 2 (muscle) 

Hs.103118 ESTs 

Hs.34467 hypothetical protein FU23412 

Hs.2642 euteryoUc translation efongaUon factor 

HsJ32043 ESTs 

Hs.61906 ESTs 



AK000245 
R55574 

BE206854 
AW206468 
AW501112 

AA351647 

H23963 

AW139415 



J05401 
W26609 

AA417083 
AW449385 
BE613942 
H41821 



Y09306 

A1039195 

Z83952 



414075 
430210 
442614 
402538 
439891 
440056 
406150 
426880 
447129 



AW072057 
NM.000683 
AW2Q6465 

BE464157 

AA853077 

AW270149 

AL040160 

T02850 

AB016092 

AA463422 

AW183618 

U11862 

AL15742G 

A1269030 

A1389940 



458778 
401728 
404139 
414095 
432037 
451955 
41676B 
427586 
454108 
429749 
434507 
430652 
437433 
401GBB 
441748 
453072 
400835 
417176 
427856 
454886 
458232 
4DB922 
423686 
440338 
403115 
409125 



AA4534S2 
AW014123 
BE161733 
A1458309 



Ha.80691 creatine kbase, mitochondrial 2 {ssrcom 

gb:35f12 Human retina cDNA randomly prim 

Hte.104789 ESTs 

Ha.157294 ESTs 

Hs.170890 Homo sapiens cDNA: FU21129fc, clone C 

Hs.1 69393 IranscrlprJonal activator of the o-fos p 



Hs.30148 homaodomain-lnteracllng protein kinase 3 

Ks.128060 ESTs, Weekly similar to cDNA ESTyk481g5 

H3.252B15 ESTS 

gb:6013l1 130F1 NIH_MGC_44 Homo sapiens c 
gb:ws58g05.x1 NCLCGAP Bm25 Homosapten 

Hs.299B47 ESTs, Highly similar to A2AD.HUMAN AlPHA 

Hs.207423 ESTs 

Hs.291455 ESTs 

gb:NHTBDaBD3a05f1 Normal Human Trabecule 
Hs.254515 ESTs, Moderately Blmflarto AF24B953 1 g 
Hb2D9542 ESTs, Weakly dmfer to B ceB linker pr 

gb:FB12A9 Fetal brain. Slratagene Homo s 
Hs.1 971 1 4 RKA binding p rote h; AT-rich element bm 
Hs.209431 ESTs 

H3.1BB417 ESTs, Weakly similar to ZnT-3 [tisapfens 
Hs.75741 amHorfde binding protein 1 {amine oxtda 
Hs.235390 Uamo sapiens mRNA; cDNA DKFZp761B101 (fir 
fl b:nj73c12x1 NCLC6AP_Kid3 Homo sapiens 

Ks.109968 ESTs 

Hs.13323 hypothetical protein FU22059 

gb^x47al1/i SooresjestlsJ'IHT Homo sap 
Hs.1 61402 ESTs 

HS.972B3 ESTs, Weakly similar to ALU1 J1UMAN ALU S 
Hs.117406 ESTs 



8E293546 

AW450592 

AA021163 

AA363733 

AAGC9661 

AA161071 

Ate85l74 

AW511138 

AA724843 

R74016 

R14439 
BE251845 

AW974475 

IWL001971 

AW837053 

BE217672 

R8738B 

Y10148 

R62431 

R1726B 
A1971975 



413811 
442962 
403921 
413140 



AI025315 
T06607 



gbc601186671F1 NIHJAGCL15 Homo 

Hs.300459 ESTs 

rT*22287 ESTs 

Hs.1092 regenerating teteWertved 1 alpha [pane 

Hs.190592 ESTs 

Hs.71465 squaleneeporidase 

Hs22293 ESTs 

rfc256S81 ESTs 

Hs.168824 ESTs 

Hs.121581 ESTs 



H&209194 ESTs 

Hs.221516 ESTs, Weakly similar to letraspan TM4SF 

Hs.143467 ESTS 

Hs21 elastase 1. pancreatic 

flWaV1-LTQ037-15020CW)69^0B LT0037 Homo 
Hs.279537 ESTs 

gb:ym38gD4/1 Scares adult brain N2b4HB5 
Hs.131138 neurotensin receptor 2 
Hs.12758 ESTa 

Hs30l560 ESTs 
rte212B92 ESTs 

gkQV1-HT0517-02O4OO-U5-tO4 HT0517 Homo 
Hs.131615 ESTs 



Hs.6845 hypothetical protein FU13055 
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421996 AW5B3807 Hs.1460 glucagon 2.14 

436130 AA341497 Hs.31403 ESTs 214 

407243 AA058357 Hs.74466 cadnoemhryonlbaniigefweiatedcellad 2.13 

407708 AFQ19968 Hs.37936 suppressor of variegation 3-9 (Dnosophtf 213 

5 442792 AI352340 Hs.131194 ESTs 2.12 

454406 AA213605 Hs.267861 ESTs 2.12 

424648 AA344576 gb:EST5047B Ball bladder t Homo sapiens 2.11 

433963 A1218B08 H5.187776 ESTa 2.11 

, _ 40073B 2.10 

10 406343 210 

409702 AI752244 Hs.285749 Human DNA from chromosome 19-specifte Co 210 

432092 AF13S02S gbrHcmo sapiens kalltkraln-llfco protein 2.10 

44191S A156611S Hs207066 ESTs, Weakly similar to FOG jMinusculus] 2.10 

453147 M733098 HsJ279909 CGJ-05 protein 2.10 

15 415604 Z44177 Hs. 170434 Homo sapisijscDNAFL1 14242 fis, done OV 208 

422927 AW2473B8 Hs.301423 cdcum binding protein 1 (caJbrara) ZOO 

401211 AJ004832 Hs£038 neuropathy target esterase 2.07 

413608 J00287 Hs.182183 caTdesmon 1 207 

„ 414433 BE407755 Ks.169100 Homo saptens cDNAFUl 2529 EB,ctana MT 2.07 

20 421973 AJ243662 Hs. 110195 NlCE-1 protein 2.07 

431204 F28341 Hs.250760 cytochrome c oxidase subuntt Via polypap 207 

433505 AI378012 H&.147953 ESTs 206 

4493B3 AW444712 Hs.196573 ESTs 206 

45SB52 BE064675 gb:RC1-BT03i3^0l 299451 24i 1 1 BTO313 Homo 2.05 

25 402382 204 

407282 AI345597 Hr254727 ESTs 204 

457273 AI1S7145 Ks/1 65538 ESTs ■ 204 

459073 AW96fl616 Hs.296234 ESTs, Highly similar bmltogen-acfitfate 204 

402394 203 

30 428875 AW451624 Hs.178202 ESTs 203 

456634 AAB09911 Hs.109012 ESTs 203 

434352 AF1 29505 H8.BS452 sma* muscte protein, X-rinked 202 

439281 AA100766 Hs.48485 ESTs 202 

444153 AK001610 Hs.10414 rr/polneliDBl protein FU10748 202 

35 401122 201 

444340 AI143198 Ha.143561 ESTs 201 

465104 BE064863 flb:RC1-eT0313-110300-015-f06BT0313Homo 201 

415011 AW963085 gb:EST37Sl58 MAGE resequences, MAGH Homo 200 

440144 AW0B2297 Hs.B8523 ESTs 200 

40 4031B3 1.99 

409802 AW500732 flb:UmF^N04kri>*-07-0-Ul.r1 NIKJUGC 50 1.9B 

430144 AJ732722 HsJ 87694 ESTs 1.98 

4445B0 AI168365 Hs-268663 ESTs 1.98 

401704 1.97 

45 401810 1.97 

424473 AK001405 Hs.14B5B4 Homo sapiens cDNA FU10543 lis, done NT 1.37 

438673 AW135084 Hs2S98fi5 ESTs 1.97 

412921 BB009345 Hs.128S42 ESTs 1.98 

crt 422233 AB002D58 Hs.1 13275 purinerglc receptor P2X4iks 1, orphan r 1.96 

50 425352 NNL000939 Hs.1897 prcoplomelarwccrtin (adrerraccrtwrtropln 196 

410285 AAOS3609 gb^iriS3d05j1SMlagena1lbrobla3t(937 195 

414323 NH.014759 Hs,239500 K1AA0273 gene product 194 

4281 19 AW29B21 1 Hs255737 ESTs 1 .94 

424510 AK001B41 Hs.149707 hypothefcal prcieto FU 10979 192 

55 4252B0 U31519 Hs.1872 phosphoenolpyoivate carboxykinese 1 (sol 192 

429705 HB2114 Hs.301769 ESTa 192 

437344 R90921 Hs.6846 hypothetical protein FLJ 13055 1.92 

451619 AJ819096 HsJ249260 ESTs 1.S2 

459060 H89244 Hs.79625 IreterogenetrtB nuclear rtbonucteoproWn 192 

60 422664 AA315933 H 5.1 20379 ESTS 191 

432247 AA531Z87 Hs. 105805 ESTs 191 

453820 R77494 Hs.754t6 DAZ associated protein 2 191 

400675 190 

^ 405558 Y09306 Hs.30148 homeodomaMntaracting protein kmase 3 190 

65 407099 M94B91 H&27B423 pregnancy specific beta- 1 -glycoprotein 4 1,90 

440297 BE565553 K&2054SO Homo sapiens cONA: FU22570 lis. dona H 190 

443104 AA088470 H&J8313S p53-responslw gene 6 190 

444329 W73753 Ha.5B330 ESTs 1.90 

„ 402690 1.89 

70 432354 AW137262 Hs.192713 ESTs 189 

427811 M81057 Hs.180884 cafooxypepEdaseBt (tissue) 188 

443322 A1825B17 Hs.143272 ESTs 1.88 

45B185 A1762757 Hs.129869 ESTs, Weakly similar to AF1 13685 1 PRO09 186 

459072 AI81S978 Hs.160427 ESTs IBS 

75 402534 187 

4096B9 AA078492 gbc7PD4D11 Chromosome 7 Placental cDNA L 1.87 

416931 D45371 Hs.80465 adipose most abundant gene transcript 1 187 

430176 AL161995 fe234775 neurturtn 187 

0 _ 43QS31 AJ003147 Hs.278464 olfactory receptor, family 1, subfamily 187 

oO 433114 AA121579 gtazn77t02r1 Stratagene HT2 neuronal pr 187 

439254 US7352 Ha.6517 anuloride-sensifivB caGon channel 1, ne 187 

448461 AW166358 Hs. 124979 ESTs 187 

450675 AA010662 Hs. 188639 ESTs 1B7 
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401767 1.85 

449891 N64867 Hs.37648 ESTs 1.85 

400527 1.B4 

428581 AA430570 Hs.104881 ESTs 1B4 

5 443647 AVB53846 Hs. 126261 Homo sapiens Chromosome 16 BAC clone CIT 1.84 

444765 AV651441 Hs.282475 ESTs 1.84 

449566 AAD0177B Hs.2BBl56 Homo sapiens cDMA: F1J21 819 fis. done H 1.84 

436752 AW29fl529 Hs.255774 ESTs 1-B3 

. _ 437405 AA338837 Hs.42547 Homo sapiens cDNA FU13975 fis, clone Y7 1.83 

10 449174 765136 Hs.12880 ESTs 1.83 

449BB7 AWQB0B43 Hs.200275 ESTs 1.83 

453261 AA034116 Hs.118494 ESTs 1.B3 

454243 AW241901 H6.2506B3 ESTs 1B3 

„ 459188 AA2163B2 Bs.30002 SH3^nlairang protein SH3GLB2 1.83 

15 424334 AA393460 gt>zt7le05ur1 Soares_teB«s_NHT Homo sap 1.82 

432150 AK000224 Hs.272789 hypothetical protein FU20217 1.82 

406123 AW163377 gb:aU94s02.y1 Schneider fetal brain 0008 1.81 

428722 U76456 Hs.190767 Hssuetohibitcrcf melallopratefosBe 4 1.80 

442196 AI902646 Hs.31844 Homo sapiens cDNA FU12586 Cs, clone NT 1.80 

20 421419 M99587 H*U04134 ruxrxx> box (H6 family) 1 1.79 

405420 1.78 

405737 1.78 

414016 AA134594 Hg.71528 ESTs 178 

41W44 AW964S50 Hs.279307 ESTs 1.7B 

25 420375 AF 182077 Hs,97244 gtaoma tumor suppressor candidate region 1.7B 

426322 J05QS5 Hs.2012 Iranscobalamin 1 (vitamin B1 2 blndng pr 1.73 

421592 AF009U01 Hs.105941 bagpipe homeobox (DroBOphfe) homolog 1 1.77 

401743 1.75 

405187 175 

30 442763 AKH7037 Hs.131121 ESTs 1.75 

451521 AIB7914B Hs,26770 fatty acid binding protein 7, brain !75 

413248 T64B58 Hs.21433 ESTs 174 

423913 NMJM6436 Hs.301O55 hepatocellular carcinoma-assocfeted and 1.74 

439999 AA115B11 Hs.6836 res homotag gene family, member E 1.74 

35 440185 AW104546 Hs.270929 ESTs 1.74 

450462 AI697844 Hs.221720 ESTs 1.74 

413972 BE273548 Hs.162717 ESTs, Weakly similar to HPPDjiUMAN 4-BYD 1.73 

420476 AW575863 Hs. 136232 ESTs 1.73 

42B74B AW593206 HaS878S ESTs 1.73 

40 431148 AA502553 Hs38B21 ESTs 1.73 

447205 BE617015 Hs,t1006 ESTs 1.73 

4S5S94 BE179190 gb;RCO-HT0613*210300-032flJ7HTOB13 Homo 1,73 

401039 1.72 

403251 1.72 

45 4097B2 AW498884 Hs.257970 ESTs 1.72 

4409t4 AA909552 Ha.l43BB4 ESTs 1.72 

448507 AL133109 Ks.21333 Homo sapiens mRNA; cDNA DKFZp566r*1 B47 rT 1.72 

409505 AW444477 Hs^5B507 ESTs 1.71 

441212 AW242447 Hs.14B182 ESTs p Weakly similar to lactase phtoizl 1.71 

50 445624 AW140103 Hs.78880 UvB (bartend eceblaclate synth3se)-l 171 

45B51S AAB72064 Hs.301218 ESTs,WeakVsirrtlartolJni™wng9n8p7D 1.71 

401969 1.70 

403327 1.70 

407245 XS0568 Hs.1 72004 tibn 170 

55 417361 NM0Q0275 Hs 82027 ooUocutaneoys albinism 11 (pink-eye tH 1.70 

436034 AF2B26S3 Hs.150185 Inflarrenafon-rdBied G protem-ccuplBd r 1.70 

442682 AI014545 Hs.231027 EST 170 

458494 AB809Q6 Ks. 158436 ESTs 1.70 

4046B2 1.B9 

60 407402 AF035303 gbrHorno sapiens clone 23943 mRNAsequenc 1.69 

409368 AA071Q59 gb:zm66a10.r1 Stratageae neuroeplfoelkim 169 

440362 AA8B3812 Hs, 125508 ESTs 169 

44B8SB BE297743 Hs,284203 myogenic factor 3 1.69 

402201 16B 

65 426230 AA367019 Hs.241395 protease, serine, 1 (trypsin 1) 168 

403188 167 

409543 AW410200 gfclhD5b12.x1 NIH_MGC_17 Homo sapiens CD 167 

443672 AA323362 Hs.9667 buiyrobataine {gamma), 2-oxoglinarale dl 1.67 

450391 AIB94522 Hs^02260 ESTs 167 

70 408919 AV«295352 Hs.251836 ESTs 166 

416136 H45027 Hs.181770 ESTs 166 

416865 H97863 Hs.42456 ESTs 16B 

419582 H13139 H&J2282 pared-Uke rramecjdorram transcription fa 166 

__ 437237 BE513073 gk601 1 71 43SF1 NIR.MGC J 5 Homo sapiens c 166 

75 429134 AA446953 Ha.99004 ESTs 165 

445041 T64183 Hs.11398 ESTs 1.65 

453240 AI969554 Hs.264249 Homo sapiens cDN A: FU22334 fis, clone H 165 
405243 ' 1.64 

„ 426039 BE265133 Hs.217493 armexjnA2 164 

CO 430135 NM.000035 Hs.234234 aldolase B, frudose-Usphosphats 164 

439942 R0B2B5 Hs.191215 ESTs 1.64 

448106 A1800470 Hs.171941 ESTs 164 

408591 AF015224 Ks.46452 mamrnaglobfo 1 1.63 
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410881 AWB09157 gb:RCD^Ol1B-041099-03l-c07j ST0118HO 1.63 

417743 R1473B H&£312 ESTs, WeaWy similar to AF17Q723 1 prcte 162 

430632 AC004597 Hs.24aQ88 olfactory receptor, family 10, subfamily 162 

448651 8E246440 Hs.93728 pre-&-cell leutemla transcription factor 1,62 

5 453718 ALU9317 HS.1203BQ phc«pho1lpaseA2, group VI {cylosolic.c 162 

459499 AW4026S3 HsJ28355 Homo sapiens cDNA: FU22402 fis. clone H 1.62 

412374 X01388 Hs.73849 apofipoproleinCMII 161 

419113 AI446586 Hs,21835 ESTs 1.61 

426795 A181Q474 Hs,196945 ESTs 1.61 

10 426998 BE274360 gb:6D1 1 21 C6BF1 N1H_MGC_20 Romo sapiens C 1.61 

428407 MM 003963 Hs.1 84194 traisrrKanbrane 4 superfemfly member 5 1.61 

444475 C75671 gb:C75571 Human pancreatic Islet Homo sa 1.61 

453399 Z70295 Hs.32965 guanyl ate cyclase aerator 2B (uroguany 1.61 

456275 AW976183 Hs.88414 ESTs. Weakly similar to dJ512E2.1 [H-Sap 1,61 

15 4140BO BE246327 gb:TCBAP1E1967Pediatacprc-Boe1acirt 1.60 

418004 U37519 Hs.B7539 aldehyde dehydrogenase 8 1.60 

42B651 AF196478 Hs.188401 aruiexinA10 1.60 

443853 AI0BS064 H&23D644 ESTs 1.60 

407007 U22981 gb:Human mRNA done with similarity to L 1-59 

20 412067 N45697 gb:yy7ed01.r1 SoaresjmuWple^cteroEia_ 1.59 

419080 AW150835 Hs.18878 hypolhabcal proteh FU21620 1.59 

44B619 A1B67182 Hs.202255 ESTs 1.59 

403665 1-58 

407524 X649B5 gb:K.3BpertS mRNA HTPCRX1 1 for olfactory 1,58 

25 424286 AA3382&5 Hs.90744 prolewoma {proBoma, macropain) 26S subu 1.58 

412056 T28160 Hs.776 guariyiats cyclase acllvatorlB (retina) 1.57 

430218 AW99BB65 Hs.186703 ESTs 1.57 

4318B2 MWL001426 Hs.271977 engrailed liomoJog 1 1.57 

450797 AI761930 Hs.205127 ESTs 1.57 

30 455366 AW947563 . gb:RC0-MT0004*l403OMJ31-fl11 MT0004 Homo 1.57 

408421 AW193734 Hs.253067 ESTs 1.56 

421907 BE01655S Hs.109356 ATPase, Class V,!ype1QB 1.56 

432742 AA564453 Hs.162339 ESTs l.SS 

436624 T64297 Hs£24l fatty ackJWndlrvg protem 1, Ihfer 1.56 

35 439543 W75935 Ks.146063 ESTs 1.56 

443317 AtO51601 Hs.2€0191 ESTs 1J56 

449097 BE27170B Hs.95110 ESTs, WeaWy shilarto PF6_HUMAN 1-PKO 1.56 

457127 AA194554 Hs.183434 ATPase, H+ transporting, lysosomal (vacu 1.56 

407387 AB000895 gbrHomo sapiens mRNA for cadhsrin FIB1 1.55 

40 416837 U4B263 Hs.89040 prepronocJoepUn 1<G5 

436749 AA584890 Hs-5302 lectin, palactosWa-feiriding. soluble, 4 1.55 

458475 AI650322 Hs.143249 ESTs 1.55 

402561 1.54 

411187 AWB21291 gb:PI^T03Q7-24128^2-103ST0307Homo 1.54 

45 419224 NM.012189 Hu.252716 fforouBheatttm II 154 

414657 AA424074 Hs.76780 protein phosphatase 1, regulatory (inhfr 1.53 

415426 Z41991 Hs.23197 ESTs 1.53 

421428 U26726 Hs.1376 hydroxysterdd (11-feeta} dehydrogenase 2 1.53 

426300 U15979 Hs.1 69228 deWhe homoJog IDrosopWIa) tJ» 

50 428469 A1&07459 Ks.98532 ESTs 1.53 

43772B AA766719 &txoa39c0aa1 NCLCGAP.GCB1 Homo sapiens 1.53 

407124 R0816O Hs.268857 ESTs, VVealdy similar to AU)1_HUWSAN ALU S 1.52 

414932 C14S77 Hs.1 9451 7 ESTs 1.52 

433500 AF064255 Hs.1 11401 very long-chain acy!-CoA synthetase homo 1,62 

55 439688 AW445181 Hs.209637 Homo sapiens cDNA RJ12921 fe, clone NT 1.52 

453391 AW600302 Hs.232655 ESTs 1*52 

424688 AA216267 Hs.1 81 5 myosK t^M polypeptide 3, alkali; ven 131 

436895 AF03733S Hs.5338 carbonic antiydraseXn 1.51 

443012 A1568813 Hs.13227B ESTs 1.51 

60 415824 042039 Hs.7BS71 mesoderm riewotopment candidate 2 1.50 

445152 AI2M667 Hs.283597 ESTs 160 

455941 BE160011 Hs.12999B Homo sapiens cDtJA FU 14267 fe, clone PL 1.60 

457889 AL035864 Hs.69517 ESTs,KTgKyami'larbi£fferen6al|ye 1.50 

458503 AL133933 Hs.64310 Intertaufan 11 receptor, alpha 1.50 

65 400694 1-49 

420837 AW966719 Hs.1340 coRpase, pancreatic 1.49 

426752 X68490 Hs.172004 ttOn 1.49 

426784 U03749 Hs.172216 chromogranin A (parathyroid secretory pr 149 

428874 W32133 Hs.1 943 66 transthyretin {prealbumin, amybtdosis t 149 

70 444287 AM33077 Hs.t0755 d&ydopynirtdhiase 149 

450684 AAB72605 Hs.25333 Irrtenaukin 1 receptor, type II 1.49 

425747 Al 457620 HsJD5360 ESTs 1-48 

432378 At493046 Hs.146133 ESTs 148 

447999 AW138840 Hs.201778 ESTs 1.46 

75 453B88 AW4S0670 Hs.252819 ESTs 1.48 

406667 W12523 Ks.75442 albumin 147 

41B129 X52997 Hs.1144 glycoprotehi IX (pfeteteO 147 

426309 AI912555 Hs.157195 peptide YY T 2 (seminelptasmfri) U7 

426755 BE253469 gb:601108143F1 NtH_MGCJ6 HomosapTensc 1.47 

SO 414258 AA2032B5 RsJ94l41 ESTs. WeaHy similar to (U733D15.1 [Hsa 146 

417421 AL138201 Hs-82120 nuclear receptor suMamity 4. group A, m 1v46 

420562 A13455&9 Hs.190D46 ESTs 146 

425011 T519B6 Hs.283106 hamogtoben, gamma G 1.46 

325 



WO 03/042661 



PCT/US02/36810 



443050 AI6127SB Hs.132348 ESTs, WeaWy similar to diaphanous 1 fH. 1.46 

411074 X60435 Hs.68137 adenylate cydase activating polypeptide 1.45 

434680 T1173B Hs.127574 ESTs 1.45 

454771 AW819939 Rs.273629 ESTs 1.45 

5 415672 N53097 Hs.193579 ESTs 1.44 

418141 AWB45738 Hs.171118 Homo sapiens mRNA for FUQ0026 protein, 1.44 

406706 X03740 Hs.231581 myosin, heavy pdypepWe 1, skeletal rnu 1.43 

418197 AA214253 gbrzn58g02,r1 Straagane muscle 937209 H 1.43 

431821 AW4522S6 Hs-271221 hypothecs) protein FU20064 1.43 

1U 455433 AW939463 gb:QW-IJr0072-31010<H>5&g02 DT0072 Homo 1.43 

407743 AW81411B gb:MR3-ST0203-1511994l1-d09 ST0203 Homo 1.42 

418888 AU076801 Hs.83436 cadherln 17. llcadherin (Bver-lntestin 1.42 

434001 AW950905 Hs.3697 serine {or cysteine} proteinase in hi hi to 1,42 

441031 All 10684 Hs.7645 fibrinogen, B beta polypeptide 1,42 

15 452456 BE080763 gb^l-BTDTO1-15Q2DQ-D71-f09 BT0631 Homo 142 

456535 AA305079 Hs.1342 cytochrome c oxidase suburdt Vb 1.42 

40B349 BE546947 Hs.44276 homec box C10 1.41 

420391 AA456891 Hs.79123 KIAAO084 pfoteln 141 

_^ 421126 M74587 Hs.102J22 insuKn-Uke growth fectofbndmg prate 141 

20 449329 AW752783 OML3-CT0219-22119942&.F03 CT0219 Homo 1.41 

453615 AA195712 Ks.132596 ESTs 1.41 

417296 L36198 Hs.8iaB4 suhotransferase family, cytosollc, 2A, 140 

420287 AA740907 Hs.B8297 ESTs 140 

„ 427583 MB2952 Hs.179704 meprin A, alpha (PABA pspHtfe hydrolase) 140 

25 416787 AW286134 Hs.869SS ESTs 1.39 

422072 AB018255 Hs.111138 K1AA071 2 gene product 139 

425988 BHM56S7 Hs.274454 ESTs 1.39 

42B087 M100573 Hs.182421 troponin C2, fasl 139 

438136 NM-002390 Hs.6088 a disintegrin and metaltoprcteinase doma 1.39 

30 455579 BEO11320 gb:P\&BN0218-090HMH)02-dOgBN0218 Homo 139 

402316 138 

417084 H0837O Hs.33067 ESTs 13B 

423276 ACO03034 Hs.126261 Homo sapiens Chromosome 16 BAG clone CfT 13B 

_ c 433787 AM72951 Hs.1736B8 ESTs 138 

35 413830 BE263439 Hs.13144 HSPC160 protein 1.37 

423576 NMJ3003B3 Hs. 129829 autoimmune regulator {autotiranmune potyen 137 

401BB6 1.35 

412688 AW583062 Hs.74502 chyrnotrypslnogen B1 1.36 

AfK 401238 1.34 

40 421511 AA488940 Hs.105216 hypothetical proton FU1 1125 131 

422440 NMJXM812 Ha.116724 aWo-teto reductase family 1, member B11 134 

■ 425450 U14755 Hs.157449 UM bomsobox prateln 1 134 

427333 AF067797 Hs.176658 aquaponnS 1,34 

430937 X53463 Hs.2704 gJutaitiioo© peroxidase 2 (gBStrointestin 131 

45 445204 AW135523 Hs.245B53 ESTs 134 

452030 AL137578 Hs.27607 Homo sapiens mRNA; cDMA DKFZp564N2464 (f 1.34 

456379 W22206 gb^E10HmranreUnacDNATspS09l-cleav 134 

457416 BE142052 9txCM3-HT01 37-150999-01 1-M5 HT0137 Homo 134 

415741 A1902761 Hs.272087 ESTs 133 

50 422260 AA315993 Hs. 105484 ESTs, WeaWy slmlar to IITB_HUMAN UTHO 133 

429188 AB011171 H8.19B037 KIAA0599 protein 133 

442776 AW9594SB Rs.8709 ctymotrypsln C {catoecrfn) 133 

454748 AW862014 gb:RC3^347-1602(XM)13-r»9 CT0347 Homo 133 

__ 437744 AW290905 Hs.300288 ESTs, WeaJdyslmlar to CGHU2E collagen 1.32 

55 451997 AA021351 Ks.1 58497 KIAA0724 gene product 132 

452340 NNL002202 Hs.505 ISL1 transcription factor, UMmcmeodoma 1.32 

411879 BE145354 Hs.27375B Homo sapiens cDN A: FU231 1 2 fis , clone L 131 

424304 NM.001395 Hs. 144879 dual sp^dfidtyphosphatess 9 1.31 
£g% 401442 1.30 
60 403942 130 

443687 F13040 Hs.182937 pepBoyproly1i6onr)6raseA(cydojiMin 130 
401624 1.29 

411885 AA452636 Hs.13105? ESTs, Moderately similar to CRGDJfUMAN G 1.29 

418575 AA225313 Hs.222886 ESTs 1J29 

65 419B1B AB57122 Hs.301931 ESTs 1.29 

429845 AB020337 Ha.225943 UOP^^tatacNAcbetalS-galactosyltr 1.29 

447586 AJ0B19B0 Hs.285829 soiuta carrier family 25 (mttochcncVtal 129 

407013 U35837 gkHuman nebulln mRNA, partial cds - 1.28 

„ 428470 AC002301 Hs. 184507 Homo sapiens Chromosome 16 BAC ctone CIT 1.28 

70 429780 AL13751B Hs30Q388 ESTs 12B 

45353S AW731B86 Hs.95196 ESTs, Weakly slmlar b T2QB1Z3 fC.deg 1.28 
400846 1.27 

420257 AA257035 Ha.190042 ESTs 127 

ntz 429184 AF095735 Hs. 198003 saroosinB debyorogenase 1,27 

/5 437389 AL3595B7 HS.2715B6 hypothetical protein DKFZp762M1 15 1,27 

444412 AI147652 Hs.2163Bl Homo sapiens clone HH409 unknown mRNA 127 

451139 AW293316 r!s.2D5558 ESTs 1.27 

431284 AA570148 Hs.1 26783 Homo sapiens cDNA: FLI22610 fis, clone H 125 

431968 AA366217 Hs.2879 carboxypBp&Jase A1 (pancreatic) 126 
80 406158 1.25 

419B4B T73661 Hs.91877 ESTs, Highly eJmilar to THH _HUMAN THYRO 125 
430681 AW959675 Hs. 29 1232 ESTs 1.25 
434880 U02388 Hs.101 cytochrome P450, subfamily |VF, po&pept 125 

326 



WO 03/042661 



PCT/US02/36810 



436217 T53925 Hs.107 flbrinagen-like t 1.26 

4400B9 MS 64468 Hs.135646 ESTs 1-25 

446787 US7167 Hs315 mucin 2. frlesMflracheal 1.25 

_ 44B207 AW75490 Hs.1 70577 ESTs 1.25 

5 454B69 AW83B0Q4 gb:PMO-LT0D19-t7020CM]O1-d11 ITOOWHomo 1.25 

413271 AA127873 Hs.114949 ESTs 1.24 

422819 AA313322 gb:EST1 85218 Cok*i cardnoma (HCC} caU 1.24 

42273B AW897265 gbXM^NR0057-150400-335-aQ4 NN0057 Homo 1.24 

427530 AA405093 Hs.126519 ESTs 1-24 

10 437727 AA76B707 H3.153039 ESTs 1.24 

426435 AI827946 Hs.189118 ESTs 123 

426429 X73114 Hs.169849 myosfn-bfoding protein C, slow-type 122 

407964 AW130334 Hs.28111t ESTs 1.21 

430B28 AT763257 Hs.86327 Homo sapiens cDNA: FU22431 fc, clone H 1.21 

15 432029 D31628 Hs.2899 44ryctoxypheny1 pyruvate ^oxygenase 1.21 

457843 AW138211 Hs,128746 ESTs 1.21 

413242 BE074165 flb:PM3-BT0564-W0300-002-el2 BT0564Homo 1.20 

44B057 AW20227 Hb.149358 ESTs 1-20 

447198 D61523 Hs.283435 ESTs 1.20 

20 449513 AI653232 Hs.195059 EST 1.20 

415566 F12119 g>.HSC35H091 irormalizfld infant bran CON 1.19 

423315 R541D9 Hs.26096 ESTs 1.19 

455817 BE142384 ob:CM2-HT0144.210999^1lKl04HT0144Tlorno 1.19 

„ 459354 BE514778 gb:G013l7O94Fi NIH_MGC_9 Homo sapiens cD 1.19 

25 408432 AW195262 gbOT67bG5.x1 NCLCGAPJML1 Homo sheens 1.18 

414275 AW970Z54 Hs.889 Charot^eyden crystal protein 1.18 

419251 NM0Q14B6 H3.89771 glucoMnase (rtexokinase 4) regulatory pr 1.18 

456702 AI584534 gbwa72f10.x1 SoanesJff^GBCLS^ Homo s 1.18 

458009 AI2214C9 Hs.144983 ESTs 1.18 

30 410193 AJ132592 Hs.59757 zlra Anger protein 281 1.17 

417779 AAS29526 Hs.124977 ESTs 1.17 

435101 AJ7431S6 Hs.131064 ESTs 1.17 

445360 A179B776 Hs.156029 ESTs 1.17 

414150 BE257021 gb:601H7426F1 NIHJtfGCJ6 Homo sapiens c 1.15 

35 418078 AA52126B HS.8650B ESTs 1.15 

425133 NMJJ02613 Hs.154729 3^hosphdnosfSde dependent protein kin 1.15 

437935 AW939591 Kte.5940 hypothetic^ protein FU2DD63 MS 

446377 AW014022 Ha.170953 ESTs 1.15 

Arx 420097 AA7Q0127 Hs.1 90504 ESTs 1.13 

40 446591 H44186 Hs.15456 PDZ domain containing 1 1.13 

451477 A179B425 Hs.42710 ESTs 1.13 

459197 BE244587 gkTCBAP2E0851 PedbMc pra-B call acut 1.13 

428934 AF039401 Hs.194659 chloride channel, catcfom activated, fam 1.12 

JJ _ 431191 AW972118 Hs,10D0D2 HSPC1 62 protein 1.12 

45 424403 F05183 Hs.1799 CDlDatiligaM polypeptide 1.11 

433546 A1075B77 Hs. 125461 Homo sapfeos cDNA FU11539 fie, done KE 1.11 

451179 W054B9 HSv318lB ESTs 1.11 

400302 N48056 Ks.1915 folate hydroJassB (prostete-specrfic memb 1.10 

420774 AA2B02D9 Hs. 165270 ESTs 1.10 

50 428BB7 AA437009 Hs5e9B4 ESTs 1,10 

430582 A1215509 Hs.143964 ESTs 1.10 

453642 AI370S3B Ks. 34074 dlpepfidyfcepfldase VI 1.10 

406690 M29540 Hs.220529 cardnoembryonJc anDgerwalated cell ad 1.09 

417996 AW967420 nb:EST379495 MAGE resequences, MAGJ Homo 1.09 

55 456387 W28876 gbc52h7 Human retina cDrJA randomly prima 1.09 

427965 D00306 H3.1B3864 elasla»3B 1,08 

44738B AW630534 Hs.78277 ESTs, WaaWy stoma/ to TB2 IHsaptons] 1.08 

413841 M34276 Hs.75576 plasminogen 1.07 

429201 X03178 Hs. 198246 group-specific component [vtemin D bind 1.07 

60 433313 W2012B Hs.296039 ESTs 1.D7 

439450 R51613 Hs.125304 ESTs 1.07 

453963 A1701393 Hs-276728 Rad and Gem-ralBted 2 {rat homotog) 1.07 

405161 1.06 

- _ 408741 AA058357 hie .7446 6 carcinoembryonte antigen-related call £d 1.06 

65 424294 BE299311 gb:801119256Fl N1HJ/GC_17 Homo sapiens c 1.0B 

424544 M8B700 Hs.150403 depa decaiboxylaSQ (aromatic L-amlno aci 1.06 

4446S7 AW972108 Hs.135107 ESTs 1.06 

444754 T63911 Ks.1188t 1ris^raembiane4siipBrfarnUymarnber4 1.06 

„ 421243 AW873803 Hs.102876 pancreatic Dpaae 1.05 

70 .444290 AA262496 Hsrf92B0 ESTs 105 

407984 AW134708 Hs.243569 ESTs 1.04 

43970B AW872527 H5.597B1 ESTs 1.04 

402194 1.03 

__ 427506 AXD00134 Hs.179100 hypotJiBtjcsT protein FU20127 1.03 

75 428819 AL135623 Hs.193914 KIAA0575 gene product 1.03 

434590 T47232 gb:ybB4b0&s1 Stratagene ovary (937217) 1.03 

416378 AW044467 Hs.73708 ESTs, WBaWy arnSar to A57291 cytoWnd 1.02 

431912 AI660552 Hs.154903 ESTs, WeaVly slmTtar to A56154 AW subst 1.02 

or . 443316 AM78463 Hs.1 8443 ESTs 1.02 

SO 42B585 AB007B63 HB.165140 WAA0403 protein 1.01 

400440 X83957 Ha.83870 nabuTki 1.00 

404619 BE514535 Hs.77171 mlnfchromosome maintenance deffclant (S. 1.00 

407168 R45175 gbcyg40f01^s1 Soares 'mlstA brain 1MB H 1.00 

327 



WO 03/042661 



PCT/US02/36810 



408052 AW501117 Hs.283585 ESTs 1.00 

409187 AF154B30 Hs.50966 caitamqyli)hos|*atesyntiiela5fl t, mitoch 1-00 

409327 L41162 Hs.53563 collagen, type IX, alpns 3 t.00 

410234 NMJJ03837 Hs.61255 fructosfr-1.6-fcisphosphelase 2 1.00 

5 410319 R23413 Hs.71935 puMve zinc finger proteto from EUR0IM 1.00 

411D0O N40449 Hs.201610 ESTs. WeaWy similar to SEB4B [H. sapiens 1,00 

412035 AI493054 Hs.158968 ESTs 1.00 

412446 AT763015 Hs.92127 ESTs 100 

412537 AA1 15097 Hs3fi13l3 ESTs 100 

10 413147 BE067271 flb:PM2-BT0349-161299-001-b05BT0349Womo 1.00 

413597 AW3028&5 Hs.117183 ESTs 1.00 

414117 W88559 Hs.1767 pcoteoUpid protein (Mzaeus^enrbache 1.00 

414523 AUD76533 Hs.76353 seme (orcystefae) proteinase inhibifo 1.00 

417074 249879 Hs.81131 guatfdlru) acetate N-methyHrafisferase 100 

IS 418390 AF133820 Hs.B4665 fifci Immunoglobulin domain protein (myo 1.00 

419768 T72104 Hs.93194 apoprotein AJ 1.00 

420182 Z44245 Hs.22999 ESTs 1.00 

420923 AF097021 Ha.273321 differently expressed in hanelopotetl 1.00 

421100 AW351839 Hs.124660 Homo sapiens cDMA: FU21763 te. dora C 100 

20 421204 AW081587 Hs.165051 ESTs 100 

422189 AF252292 HM12933 Tax Interaction protein 40 1.00 

422792 AI9S154B Hs.135163 ESTs 100 

423371 AU076819 Hs.1650 solute carier family 25. member 3 100 

^ 42420B AW563123 Hs.143113 pancreatic irp3se-refated protein 2 ■ 100 

25 424922 BE386547 Hs.217112 ESTb. We^dy similar b Similarity to Ya 100 

425206 NM_002153 Hs,155109 hydroxysteroid (17-beta) dehydrogenase 2 1.00 

425545 N98S29 Hs.158295 Human mRNA for myosin Rght chain 3{MLC 100 

425983 AK0C0226 Hs.165619 mudn aidcadherin-Ike 100 

426004 AWB00300 Ha.124123 ESTs, Weakly elmter to syncollin [Rjwt 1.00 

30 427627 R&7582 Hs.179915 guanine iwdeo&dB binding protein (G pr 100 

428846 NML0DO230 Rs.1 94235 lepSin (murine obesity homctog) 100 

429027 AL022314 Hs.194750 Human ONA sequence from done 1170K4 on 100 

429231 AA613214 gfcaj32s09.s1 SoaresJesfcLNHT Homo sap ICO 

429441 AJ224172 Hs204096 Ifpophilin B (uteroglobin faulty member) 100 

35 429930 A] 52 C 809 Hs.99569 ESTs 100 

429970 AKO00O72 Hs.227059 chloride channel, cstcaim activated, fern 100 

430418 R98852 H&J36029 heart and neural crest derivatives expre 1.00 

431B45 AA51B469 Hs370654 ESTs 1.00 

433084 M1B079 Hs.282265 fatty arid binding proteta 2. Intestinal 100 

40 433839 F35430 Hs.146070 ESTs, Weakly airrnlar to ALU1_HUMAN AUJ S 100 

434452 AA634333 Hs.116822 ESTs 100 

435499 RB9344 Hs.14148 ESTs 100 

43B433 AB018274 Hs.6214 KIAA0731 protein 100 

442403 AW207724 Hs.129516 ESTs 100 

45 442803 A187529B Hs.199917 ESTs 1.00 

443266 A1277101 HsJ25890 ESTs, WeaWy similar to traredudn [Has 1.00 

444656 A1277924 Hs.145199 ESTs 100 

445573 AI439545 Hs.157494 ESTs, Weakly similar to KIAA0676 protein 100 

446163 AA0268&0 H&25252 Homo sapiens cDNA FU13S03 fe, done PL 1.QD 

50 447359 NMJH2093 Hs,1826B adenylate kinase 5 1-00 

447551 BE066634 Hs.929 myosin, heavy polypeptide 7, cardiac mus 100 

448657 BE147857 Hs.2fl3B41 ESTs. Weakly similar to KIAA0672 protein 1.00 

449236 AA428229 H&35524 miisde-spedfc RlNG-fn^er protein homo 1.00 

450085 AW293791 Hs.60162 Homo sapiens cDMA: FU2152B fis, ctone C 100 

55 450390 N93227 Hs.98403 ESTs 100 

451681 Z28564 Hb.2S9950 EBTs, Weakly similar to AA84_KUMAN 64 KD 1.00 

452093 AA447453 Hs.27360 Homo sapiens mRNA; cDNA DKFZp5B6M0723 (f 100 

452528 AA742457 H&291479 ESTs 100 

_ ^ 452624 AU076606 Hs.30054 coagufeflon factor V (proeocelerin. lab) 1 .00 

60 453754 AYVS725BG Hs.172753 ESTs 100 

453991 AW014915 Hs.273741 ESTs 100 

454517 AW803340 gb:IL24JM007^90300-05(H»2 UM0079 Homo 100 

459367 BE148877 gb:CmHT024^1111994MO4)12 HT0244 Homo 100 

40B021 AW137133 Hs.245B67 ESTs a99 

65 417435 NM_0051B1 Hs32129 carbonic anhydrase III, musde spedtlc 0,99 

437206 AW975934 Hs.263382 ESTs, WeakV similar to Protein sequence a99 

422390 Z43784 Hs.78713 solute carrier family 25 (irfbcberidriaj a$8 

425878 AW964806 Hs.38085 ESTs, Weakly similar b putafive fltyclne 0.9B 

„ 441888 A1733306 Hs.1 28071 hypotheGcd protein FU21302 0.98 

70 42306B M25679 Hs.123107 kalikreln 1, renal/pan creasfeaiWajy 0.97 

453534 NM.014796 Hs.33167 K1AA0748 gene product 0.97 

457787 AA6832B8 gb:aa92b04^1 Stretageneschlzo bramSI 0.97 

4212B5 NMJW0102 Hs.1363 cytochrome P450, subfamily XVII (steroid 0.96 

422069 AJ010D63 Hs.111110 Kfj rvcap (telethonin) 0.96 

75 425260 U7726 H&1870 phenylalanine hydroxylase 0.96 

41B406 X73501 Hs.84905 cytoterafin 20 0.95 

425670 AW9B853B H&.190146 ESTs 0.95 

416373 M195845 Hs.73B80 ESTs, Weakly dmftar to AF1 9B455 1 epfth 0.94 

„ rt 452243 AL355715 Hs.28555 programmed cal death 9 0.94 

80 411908 L27943 HsJ2924 cyDdine deaminase 0.93 

415067 Ar264969 Hs^29 myosin, heavy polypeptjde 7. cardiac mu& 0.93 

437156 A1916600 Hs.121194 Homo sap'ens cDNA FU21569 fis, clone C 0.93 

450685 115533 Hs.423 pancreaKfe-assodated protetn 0.92 
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KIAA0626 gene product 
sucrase-lsorrsitase 

nuclear receptor subfarrily 1, group K, m 
cefaclor required for Spl transcrlpHona 
chromosome 12 open reading frame 3 
Homo sapiens cDNA FU20338 fe, done HE 
Homo sapiens mRNA full length insert cOM 



ESTs 
ESTs 
ESTs 

ESTs, Highly similar to Ca2+ ATPase off 
phosphosenrie aminotransferase 
Homo eaptens cONA; FU23378 (is, ctone H 
adenylyf cydase-associBted protein 2 

ESTs 

Homo sapiens mRNA; cDNA DKFZp434H1235 (f 
ESTs 

UDP glyrjostf Iransferase 2 family, polype 
ESTs 

bsla-itreidopTDpionBSe 
steroidogenic acute regulatory protein 
neuronal pentraxfn II 

myosin, heavy po!ypep?de 2, skeletal mu 
ESTs. Weekly simlar to PQ01 09 Purkinje 

ESTs 
ESTs 
ESTs 

saroomeric muscle protein 

Homo sapiens cDNA: FU 21934 ns, clone H 

ESTs 

prostaglandin E receptor, 2 (subtype EP2) 
heparin-bindng grow& factor bining pr 
fibroblast growth factor 1 (acidic) 
similar to proline-rtch protein 40 
ESTs 

mutS (E. coli} homotog 6 
ESTs 

estrogen receptor 1 

gb:HSPD1 841 4 HM3 Homo sapiens cDNA done 
ESTs 

adenytyl eyebse-assodated protein 2 



0.91 
0.91 
0.90 
0.89 
0,09 
0.89 
0,89 
0,89 
0.B8 
0.86 
0.88 
0,87 
0.87 
0.87 
0.87 
0.B6 
0.86 
0.86 
0.85 
0.85 
0.84 
0.84 
0.84 
0.84 
0.83 
0.81 
0.81 

o.ao 

0.80 
0.79 
0.78 
0l77 
0.76 
0.76 
&75 
0.73 

a?i 

0.71 
0.71 
0.71 
0,70 
0.69 
0.67 
0.65 
0,65 



TABUE28B 

Pkey: Unique Eos probeset fdenffiier number 
CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 

407743 1G12151J AW814118AW814257ATrV072376 

403123 1040435.1 AW 163377 Am 60393 

40B432 105B667J AW195262 R27868AW811262 

4086B4 1073340J R56362 AW248096 R071 62 R07285 

406922 109017_1 RB73B8 R84328 AA05691 6 

409368 112377_1 AA071059 AA065201 AA085020 

409543 U38723.1 AW41 0200 AW409705AW41 1433 BE2967B6 BE270309 

409689 114633_1 AA07B492 AA076333 AA077450 AA077746 AAD76896 

40977B 1154205J AW499705 AW502537AWS03016 

409B02 1155179J AW500732AW504061 

410285 119128JI AA0B3609AAOB379OAA1 12048 

410851 1225682^1 AWB09157 AW812181 AW812175 AW812172 AW812161 AW812165 

4111B7 1235032_1 AW821291 AW821264 AW821287AWB21290 AW8212B5AWB21280 AW821259 

412067 1275641 J N45897N45540AW890595 

413147 1350637^1 BE057271 BEO67256BE0672B6 BE067278BEOS7299BE087286 

413242 1355323.1 BE074165 BE075001 BE075009 

413811 1391117J! BE16&&28 6E168830 BE168B23 BE16892B BE168B20 BE168B26 

414060 1413697J BE245327 BE244704 

414095 1416521 J BE293546 BE249B48 

414160 1422273_t BE257021 BE258316 BE257099 

414580 1463848_1 BE38a91B BE408B33 BE3B5437 

415011 151326 J AW963085AA159005AW963073 

415566 1S39861J F1 21 19 245475 T64B32 

4157D2 1547874 J F2B877F35687 

41799B 171375J AW967420AA210915 AA236991 AA210916 

418197 1728&4J AA214253 AA214259 Z28472 Z28861 Z17B26 

418464 1759038„-2 R87580 

41B555 1767886_-1 T02850 
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£dl9Ul 1 








9/IQJ7 1 






426328 


TRAam 1 

iD4au l_ I 












77T577 O 




















aeon/ 1 






437237 


43506 -2 


437728 


441520J 




AitrrWi i 

4/o/dcLi 






443614 


547073_1 


444475 


607874J 














452456 


918391J 


454517 


1221063.1 


45474o 




WWW 


1Z0O1iJ/_1 


454886 




430Uf0 




455104 


lZ3o/i5/_J 








l_l 


455446 




455579 


1333944_1 


455552 


1348736.1 


455817 


1371986L1 


455994 


139B737_1 


455150 


1574395J 


456379 


1B39113.2 


456387 


1842730J 


455702 


219191 1 


457416 


334503.1 


457787 


407235J 


458764 


73207J 


459197 


924229.1 



AA313322 BE408282 AA4B5612 BE073382 

AWB97265 AW897274 AL1 19504 AW697275 AWB97270 AW89731 2 AW89731 8 AW897317 AA317240 AW96136 1 T06241 AA326794 AU381 30 

AW407975AW999277 

BE299311 AA33B954AA33846BAW960907 

AA393460 AA338940 AW966277 AA419006 

AA344576 AA732430AA344605 

W26609 W27360AA35881B 

AW631296AA3754B4 

AA380285 AW934727 AW934914 

BE253469 BE176417 BE176415 AA384133 

AA4534B2AF012388 

BE274360 

AA81 3214 AI936567 A1743529 AA448279 AA994476 AIB07452 AI21818D AA97285B 

AW9BB522AA486112 AA485162 AW96869B 

AF135026AA563906 

AA121579AB005217 

T47232AF147365T47231 

BE513073 

AA766719 AA767041 AW977440 
AA853077AA852175 

AWS37912 AW837934 M984475 AW997490 
A1269030 A1204085 A1004047 
C75571 A11504G9T10778 
BE395260 AW291036 A1500420 
AW752763 H38266 AA0O1 166 
AW072057AJ225096AA018702 

BEO80763 T96B99 BE081 1A5 AI9Q2630 H491B2 AI9O4021 AI902697 
AW803340 AW8032B0 AW803275 AW80341S AW603343 AWS03422 

AW8B201 4 AW858740 AW858735 AW81 8542 AW65B765 AWB62027 AW858775 AW85B771 AWBS8763 

AW836004 AW8360B7 AWB36163 AW836162 AW836085 AW836064 AW836079 AW8360B3 AW8360B2 AW836086 AWB36088 AW636166 AW836164 
AWB36002 AW63607S AW836161 AW852135 AW&36165 AW836003 
AW8370S3 AW9358B2 AW935957 
AW3S485QAW85484B 

BE064853 BE1 53698 AVtfB 56751 BE153820 BE064737 BE1 53674 BE064730 BE065062 BE1 53536 AW656622 BE155079 BE064651 BE153665 
BE064650 BE064691 

AW947563 AW947543 AW947553 AW947549 AW94771 7 AW902859 AW902B27 BE011 032 
AW939463 AW9394 64 AW939480 AW939459 AW939546 AW939593 AW939548 AW939595 AW939106 
AW947749 AW947746 AW947754 AW946636 AW946674 

BE011320BE006381 BE006361 BEO1t180BEO11328BE011325BEO11l57BE006384BE0O6387 BE005385 BE0t11fiOBE0H3l9 BE011346 
BE006370BEOQ6386BE011173 BE0D6389 BE006376 BE006375 BE005364BE011321 BE006379 
BE054675BE064761 BE064BO9 BE0B4673 BE054672 BE064674 
BE1423Q4 BE142367 

BE179190 B£179206 BE179162 BE17918S BE179186 BE17S194 

Z42308H23514 

W22206 W2249BW26922 

W28B76W26158 

AIS84534BE262411 AA314031 AW752724 
BE142052 AW25558B AA506741 
AA683268 8E002S03 BE002672 
BE6193&6AA300687 

BE244587 AW93B6B4 AW76490 AI9401 02 AW844995 AW93B670 AI90S650 AI909B85 AI940079 A1909873 ' 



TABl£28C 

Ptey: Unlqus number corresptwidlng to en Eos probeset 

Ret Sequence flauira. Hie 7 digit numbers fn this column are Gen bank tienfifisf (Gl) numbers. "Dunham 1. et aL" refere to the pubJicaiion entitled The DMA sequence of 

human chromosome 22/ Dunham I. el a!., Nature {1999) 40248&-495. 
Strand Indicate* DNA slrand from which exons were predicted. 
NLposftion: indicates nucleottde positions </ predicted axons. 



Pkey 


Ref 


Strand 




400469 


8954013 


Phrs 


13M75-13I652 


400627 


97966B6 


Plus 


160750.161007 


400545 


9800107 


Minus 


124618-124881 


400624 


7228177 


Minus 


94097-44756 


400635 


8567750 


Minus 


102800-102932,107482-107669 


400672 


8118724 


Minus 


148067-148503 


400675 


B118750 


Plus 


11223-11816 


400694 


8116802 


Plus 


942B844442 


400736 


8116985 


Plus 


143447-143651 


400B46 


9168605 


PhiB 


39310^39474 


401007 


8117333 


Minus 


14OB2M41050 


401015 


8117441 


Plus 


72260-72369 


401039 


7232177 


Plus 


6588^864 


401122 


8570296 


Plus 


68256-68444 


401238 


9954455 


Minus 


4947349644 


401442 


B346725 


Minus 


85674-85910 


401496 


7381769 


Minus 


82790-63002 


401590 


99E6320 


Minus 


33547-33649 


401603 


7688963 


Minus 


116659-116780 


401624 


6575907 


Plus 


168318-168444,172964-173647 
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Ol J400D 
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0£r 1 1 / -0<i.y Co 


Z"l47/3 
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9990J12 


Dine 
rlUS 


1 wai7T_i wqoi 1 •;7 , yM_t >\7*5 w 


HVltHU 




Plus 




401840 


7HJWTQ7 


Pine 
r IUS 




SU 1 UuD 


/ zzyy ia 


Minus 


t if*. 1 3- / iW3 0 




yoVW400 


Dine 

rlUS 


R7«?W_fi7ftf?ft 
Df DJO-D/ OOD 




Jl ZD/ / / 


Plus 


ilRRlA'ilfifi 


4UZU31 


OUtfAuu 


Minus 


ladlO- jyTOU t «JUHT-ZlJ I ia 


4u2Uob 


oUa42<J4 


rlUS 




4fl*M£12 


047R70 

©44/P/9 


Minus 




4fl*J4CD 

4U2ioa 


RC4 CIrc 
t»lD Ids 


Minus 








Minus 






Rf~7C4 1 1 

00791 lO 


rlUS 


70017 7l1q1 
/ waif m l 1131 


4U2iyo 


7689776 


Minus 


14i3U l-IluOO** 


4JJ22U 1 


DO (Oil 3 


nus 






702/7/4 


Minus 


4J17C-1 1RQ1Q 4flR17 IQfV;') "JOIH OQTOfl 


4U2JoZ 


Sd9D5i4 


Minus 




jfn*>"lQR 

4U2oab 


9799769 


rlUS 


zzutjy-zdoiw 


402394 


9923690 


Plus 




402409 


9796255 


Minus 


QC71 innfii 


4U24Z3 


y/ytKwi 


Minus 


COX07 AOftAJ 
DZ4Of-t>20O4 


402448 




Plus 


1 1 /a4*~ 1 1 dUWJ, 1 14 oU<> 1 14DZ 1 


402457 


979q702 


Minus 


toalo- it»77,ioooO-lDydb 


4U20J4 


mini nfti 




aoyo9-oy40f 


402538 


GorM -» m 
9oU113f 


Minus 




4U2oo 1 


yoq457D 


MUS 


r2sbf-Mibo 


402588 


9900948 


Minus 


35/yi7 concA-coiog 
OOU27sJO l o J.oyUW-oa lao 


402690 


8346058 
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4 T3.EC 1 1QOQ 


402714 




MlnU6 


1QQ1 < 4D4fW£. iOMa iQtOC_1Q7CA 

laa 1 1- looocjy lUo-1 yj/o.lyozCH iy (M 


402762 


9230914 


Minus 


123290-124000 


402 OOZ 




Minus 




4fV~l*H 4 


7203904 


Plus 


1 il ICflO -4 MQ7Q 

14£D09- i4zy r y 


402951 


9WB717 
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/c2o2-7o«J2y ( / Jf 1 tw oflf r / ozi f-/bz3y,/ai3i>- fowl 


402966 
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iKJQao-!Xjy<4 


403047 


3D4U1 W 
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oUfwsjyybb 
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403115 


7331404 
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1 42tto2-i4oU 1M ,1 4Mf 4- 14C0 W p 140^^-140443.10201 


403125 


9iau990 


Minus 


407040 1D7710 
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iUyyjU-lluu/4 


403166 


9838287 


Minus 


1 lrold-1 i/ooo 


403211 


7630841 


Minus 


4C004 4 


403247 


7O0tX333 


Minus 


ITO2D-f/14U 


403 251 


7677983 


Plus 




403327 


o4 jinnee 
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Minus 


17il^-l4 47^1^ r:1 17/Sft7 47Z7nR 17K0Q 17CC3Q'J 
1 *4ol 1-1/4431,1 1 400/- i /4f U0.1 *03*<>1 r3:fiU 


403376 


9369545 


Minus 


108o98-10883U 


403479 


7329292 


Minus 


1 4o Jb»- 14iibda, 1 5U b7tt-l 50o D 9 


403526 


8017144 


Plus 


oooo/-b5433 


40354ti 


6077057 


Minus 


5bJlO-D04oU 


403605 


6862654 


Phis 


CH Ol J CH71Q 


403612 


8469060 


Minus 


94723*94859 


403665 


/24927a 


Plus 


COTV17 fctVX7K 

byu2/-byd/o 


Arm AG 
4037 lb 


7239669 


Plus 


OCfiOO 07100 

abbyy-of 122 


403731 


7543752 


Minus 


4 /I JIWV4 A AM O 

1 44000- 14401O 


403740 


7ooU0o2 


nUS 


OK]U4-br22f 


403921 


7711990 


Minus 


9287*9990 


403042 


7711825 


Minus 


99 606-09757 


403997 


77U0O19 


□ Inn 

rius 


ld442/-*04byj 


Af\A4ia 

4U4139 


CHMQ44 9 


Plus 


7D>/Uf'fbobl 


404247 


7400723 


Moub 


□ IOi<Q QAn-i A HAW) aJjMC Q44QQ D4C77 OAOTO DC4 *>4 

di$94*042,14,o4ol 2-0441 D,a44yu-B4b/ 1 JLvfat a-ool 14 


4U42aZ 


2270J11 




D10VS3-022U9 


AHA? A a 

4U4J4B 


7630858 


Minus 


23895-29062 


4U4WJ0 


9797204 


Minus 


4-4 4 i lR4ft 44RAJ 1974ft 
1 1 002-1 J 040, 1 2004-1 2/1 0 


4U4oB2 


9797231 


Minus 


4Uy77-41lOV 


SU4/i» 


4825439 


Phis 


147CA1 4477RA 

14/001*14/ /pu 


404625 


6476944 


Plus 


21t>JB2-2it>434 


404936 


7381806 


Minus 


4cxd*3Q ifl roc n 
lo3a3U-lB595U 


405 075 


7770506 


Minus. 


4O4C0n 41CQ04 

1^400 0-1 25321 


405147 


9438278 


Mm us 


15898 6-1 5S557 


•W0101 


iJirtlOZw 


Pine 

nus 


1A7Rn7 1*i77(m 


405163 


9966267 


Minus 


161171-161299 


405187 


7229826 


Plus 


117025.117170,118567-118736 


405217 


7239551 


Plus 


32646-33138 


405232 


7249042 


Plus 


125904-126063 


405243 


7249201 


Minus 


22312-23197 


405327 


6094661 


Minus 


120550-120750 


405378 


6491714 


Plus 


91139-91440 


405420 


7211837 


Minus 


13426-135B2 


405703 


4240386 


Minus 


15850-16061 


405737 


9943984 


Minus 


104275-104508,104755-104877 


405895 


7677903 


Minus 


6699067484 


406059 


9103984 


Minus 


13856-14004 
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406101 


9124019 


Plus 


125325-125831 


40611B 


9143818 


Plus 


53997-54629 


406150 


9806026 


Minus 


59331-59701 


4D6158 


7144874 


Plus 


62393^6301 6,65012-65578 


406343 


9255974 


Plus 


17284-17440,18489-18646,18917-19004,19384-19638 


406357 


9256093 


Minus 


77181-77415 


406563 


7711604 


Plus 


34401-34538 



TABLE 29A: 2286 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO NORMAL BODY 

Table 29A lists about 2286 genes that are up regulated In Idiopathic pulmonary fibrosis samples as compared wtfr normal 'body map" samples. These vvere selected from about 
59660 probesels on an Affymetrix/Eos Hu03 GeneChlp array such that the ratio of "average" ftflopafthlc pulmonary fibrosis expression level to "average' normal adult tissues sample 
expression was greater than or equal b about 2.0. Hie "average" fibrosis sample expression level was set to the 90* percentie amongst idiopathic pulmonary fibrosis samples. The 
"averager normal adult tissue level was set to the 95* percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 
15 th percentile value amongst non-mafignent tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Phey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UncgenelD; Unlgene number , 

Unlgene Title: Unlrjena gene titte 

R1 : Ratio of IPF to normal body tissue 



Pkey 


ExAccn 


UrigenelD 


Unlgene Title 


R1 


427383 


NkL0054l1 


Hs.1 77582 


surfactant pulmonary-associated protein 


211.8 


442275 


AW449467 


Hs.64795 


ESTs 


189.7 


431433 


X65018 


HS.2534SS 


surfactant, pulrnonary-assodated protein 


134.1 


441835 


AB036432 


Hs.1 84 


advanced grvcosylHlimi end produces peel 


130.4 


417204 


N81037 


Hs.1074 


surfactant, pulmonary-associated protein 


116.8 


421798 


N748B0 


Hs.264330 


K-acyrsphlngostne arrtdohydiotase (node 


92.1 


406964 


M21305 




gb:Human alpha satellite end satellite 3 


80.7 


443709 


AI0&2592 


HsJ34662 


ESTs 


67*1 


431164 


AA493650 


Hs,94367 


Homo sapiens cDWA: FU23494 fis, clone L 


61/4 


445537 


AJ245671 


Hs.12844 


EGT^lke-domaln, mulcts 6 


57.4 


418007 


M13509 


Hs.83169 


matrix metalloprctainase 1 (oilersStial 


54.6 


457200 


U33749 


Hs.1 97764 


myroki transcription factor 1 


44.9 


432519 


A1221311 


Hs.1 30704 


ESTs, Weakly slm9arto BCHUtA S-100 pro 


4Z7 


443324 


R44013 


Hs.1 64225 


ESTs 


39.8 


414142 


AW368397 


Hs.1 50042 


Homo sapiens cDMA FU 14438 fo, clone HE 


27.3 


442005 


AW975183 


H&392663 


ESTs, Weekly similar to 872482 hypotheti 


27.1 


444527 


NMJ0540B 


H&.113B3 


small Inducible cytokine subfamily A (Cy 


27.1 


453310 


X70697 


Hs.553 


solute canler f amity 6 {neurofransmitte 


26.9 


424084 


A1940675 


Hs.20914 


hypothetical protein FU23058 


22,2 


421659 


MMJ514459 


Hs.1 06511 


protocadherln 17 


21.0 


450478 


AW451709 


H 3.271200 


ESTs 


20.2 


444342 


NM1439B 


Hs.10887 


sknBsr to tysrao trie-associated membrane 


19.7 


447033 


A1357412 


Hs.157601 


ESTs 


19.4 


445885 


A1734009 


Hs.127699 


WM1603 prolan 


18.9 


411880 


AWB72477 




gb:hm30f03jt1 Ma_CGAPjTry4 Homo sapiens 


17.9 


432437 


W070B8 


Ks.293665 


ESTs 


17* 


424105 


AM2336 


Hs.43977 


Human DMA sequence from clone RFM 1-196N1 


17.3 


431941 


AKC00106 


Hs.272227 


Homo sapiens cDNA FU200S9 fts, clone CO 


17.2 


440807 


AW2S9421 


Hs.128093 


ESTs 


16,7 


424917 


AI636208 


Hs.968Dl 


hypothec protein FU23049 


16.4 


433365 


AF026944 


Hs.293797 


ESTs 


1ft4 


445279 


R4190Q 


Hs^2245 


ESTs 


16.4 


417801 


AA417383 


Hs.82562 


Intagrin, beta-Ska 1 (with EGF4ike rep 


16.4 


405554 






16.1 


449328 


At982493 


Hs.197647 


ESTs 


15.1 


449494 


AW237014 


Hs.315369 


Homo S3 pi arts cDNA: FL) 22075 fe, clone L 


15.7 


406826 


AF216077 


Hsv48376 


Homo sapiens clone HB-2 mRNA sequence 


15.5 


417728 


AW136437 


l Hs.24790 


K1AA1573 protein 


15.0 


440452 


A1925136 


Hs.55150 


ESTs, Weakly similar to CAYPJHUMAN CALCY 


14L8 


452039 


A1922988 


Hs.172510 


ESTs 


144 


4GB771 


AW732573 


Hs475B4 


potassium voHage-gated channel delayed 


K3 


421464 


AA291553 


Hs. 190066 


ESTs 


14J 


421554 


AW13767B 


Hs.97775 


ESTs 


13LB 


431889 


AA521277 


Hs.124946 


ESTs, Weakly similar to A46010 Xtlnked 


13.2 


434424 


AI811202 


Hs.325335 


Homo sapiens cDNA: FU 23523 fe, done L 


13.2 


431924 


AK0O0B50 


Ks.272203 


Homo sapiens cDNA FU20S43 fa, done AO 


tZfl 


459702 






12.7 


421110 


AJ250717 


Hs,1355 


calhepshiE 


12.6 


407638 


AJ404672 


Hs.334483 


hypothetical protein FU23571 


12.6 


423575 


C18863 


Hs.163443 


Homo sapiens cDNA FU1 1576 fis, clone HE 


1Z5 


423244 


AIS39379 


Hs.209602 


ESTs, Weakly similar to ubiquitous TPR m 


122 


427565 


D31152 


Hs.179729 


collagen, type X alpha 1 (Sclimid metaph 


12.1 


436982 


AB018305 


Hs.5378 


SponrSn 1, (tapondin} exlracetlutar mat 


12.1 


451561 


N52812 


Hs.177403 


ESTs 


12.0 


4240B6 


AI351O10 


Hs-102267 


tysyt oxidase 


12.0 


435299 


AI745458 


Hs.1 22614 


ESTs, Weakly similar b T20593 hypotheti 


1Z0 


429496 


AA453800 


Hs.192793 


ESTs 


11.9 
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432365 


ttlMJU 1 1 Uu 


Hk 9744 1Q 


hunnfrip)r*ej nrntnin PI 11(1944 


11.9 


403637 






tl.2 
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447207 


AA442233 


Hs.17731 


451353 


N21043 


Hs.42932 


437075 


M743748 


HS.4075B 


410505 


AW752139 


H8.314323 


449746 


AI6B8594 


Hs.176588 


426116 


AA858729 


Hs.144694 


415716 


N59294 


Hs. 179662 


436298 


AW293495 


Hs.180138 


417718 


T86540 


Hs.193981 


435772 


AW97S688 


Hs.7417Q 


401045 






40B767 


AA057279 


Hs.211928 


407303 


AAG16296 


Hs.165200 


432583 


AWD23624 


Hs.1622B2 


451623 


H77818 


Hs.268991 


450063 


A1661509 


Hs.277133 


416734 


H81213 


H5.14825 


419276 


BE1659C9 


Hs.3056B1 


433132 


AB026264 


Hs.284245 


436149 


AJ75430B 


Hs.159452 


422667 


H25642 


Ha.133471 


443486 


NMJ003426 


Hs.9450 


458219 


H22195 


Hs.31874 


443613 


AI079356 




439610 


AL109710 


H&.85568 


436578 


AKJ91435 


H&.134B59 


415598 


AW33165 


Rs.9856 


425087 


RE2424 


KS.126059 


454111 


AW0816S1 


Hs^69064 


409719 


AI769160 


Hs.1086B1 


452465 


N84635 


Hs.29664 


424962 


MM_0122B5 


Hs.153954 


435B23 


R07856 


Ha.16355 


440533 


A)1406&6 


Hs.263320 


429334 


D63078 


Hs.188180 


444743 


AA045648 


Hs.301957 


430039 


BE253012 


Hs.153400 


417461 


R3B403 


Hs.13305 


424051 


AL110203 


Rb.138411 


419140 


A1982647 


Hs.215725 


415652 


779213 


Hs.272073 


430140 


AW2S6771 


Hs.221999 


446 B9B 


T15767 


Hs.22452 


422165 


AL041199 


HS.14B1 


4177D6 


TS0797 


Hs.268623 


424296 


A1631874 


Hs,1 55140 


450522 


AJ698S39 




446619 


AU076643 


H&313 


449729 


R72032 


Hs.29235 


414700 


H63202 


H&36163 


440899 


AW449445 


Hs.12002t 


433335 


AA742697 


Hs.62492 


408625 


AW243323 


Hs.266785 


421987 


AI133151 


Hs.2B6131 


418915 


AJ474776 


Hs.110977 


410224 


M55513 


Ha.150208 


429B46 


ABO23021 


HG.225S45 


442849 


R10099 


Hb.269805 


427151 


BE221825 


HsS7691 


407942 


AA378606 


HSL5894 


437030 


AA742577 


Hb^03781 


427940 


AA417812 


Hs3fi775 


443054 


AI745185 


Rs.0939 


449679 


AI823951 


Hs.129700 


425937 


HMJH3240 


Hs.163846 


458563 


AV658444 


Hs.280776 


456443 


AW967500 


Hs.133543 


439957 


AI453184 


Hu.66357 


446999 


M151520 


Hs.334822 


426414 


AU0499BO 


Hs.184216 


455170 


AWBS0972 




41B379 


AA213940 


Hs_137516 


419720 


AA249131 


Hs^3777B 


443564 


AIB07036 


Hil267245 


416165 


AW975861 


H5/47357 


417235 


AA81027B 


Hs.24250 


441720 


AI346487 


Hs.28739 


451421 


W16522 


Ha.237689 


417355 


D13168 


Hs.82002 


449321 


AA001150 


Hs.132937 


424808 


AA362523 


Hs.105689 


452336 


AW60B920 


Hs.29159 


409248 


AB033035 


Hs-51955 



hypothetical protein FU12892 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to CP4YJHUMAN CYTOC 
ESTs 

nucteosome assembly protein 1-like 1 

ESTs 

ESTs 

melallolhlonein 1E (fimctknai) 
ESTs 

ESTs, Weatiy simitar to A56194 thromboxa 
potassium channel TASK-4; potassium chan 
ESTs 
ESTs 

ESTs. Weakly similar to KIAA1503 protein 

MSTP043 protein 

hypothetical protein IMPACT 

ESTs 

ESTs 

zinc finger protein 84 {HPF2) 
ESTs 

gh:oz39b095l Soares_NhHMPu_S1 Homosapl 

EST 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar toT42689 hypothec 

Homo sapiens brato tumor associated pro! 

hypothetical protein DKFZp664B052 

TRAM-like protein 

ESTs 

ESTs 

Homo sapiens cDNA: FU23038 fis, clone L 
nudix (rwcteosWe diphosphate linked mo? 
ESTs, Weakly similar to ALU IJiUMAN ALU S 
ESTs 

Homo sapiens mRNA; cONA DKFZp588Jl922 (f 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA far K1AA1737 protein, 

hisboTne decarboxylase 

ESTs 

casein kinase 2, alpha 1 polypeptide 
gtewd31K)2.)rt SoflresjgFU_T_GBC_S1 Homos 
secreted phosphoprotefo 1 (osteopcntn, 
ESTs 
ESTs 

DKFZP434I092 protein 
ESTs, Weakly similar to B39066 proline-r 
ESTs 
CGT-101 p 
ESTs 

potassium voltage-gated channel, shaker- 
fucosytlransferase 9 {alpha (1,3) fueosy 
ESTs 
ESTs 

hypothetical protein FU 10305 

EST 

ESTs 

yes-associated protein 65 KOa 
toliokMiket 

potaflve N&DNA-methyltransferass 
tHnkyrase,TRF14nteractlng ankyrin-iBla 
ESTs 
ESTs 

hypothetical protein MGC4485 
DKFZP564C152protefn 

gb:QV0-CTO3B7-180300-1674i07Cr0387 Homo 
fldgeMkel 

hypothetical protein FU1 1068 

hypothetical protein FU14803 

KIAA1785 protein 

ESTs 

ESTs 

Homo sapiens cDNA FLM3539fis, clone PL 

erdofoeln receptor type B 

ESTs 

MSTP031 protean 

zJnc finger protein 75 {D8C6) 

KIAA1209 protein 
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421037 A1684808 
427088 AA398QB5 
420637 AW976153 
420026 AI831190 
5 429419 AB02322S 
447410 AI470235 
404274 

416320 H47B57 
412642 BE24459B 
10 431716 D89053 

446025 AW305075 
450458 AA0D9926 
423039 NM_0O2837 
438257 AW474419 
15 440S87 AI799488 
454693 AWB1342B 
432169 AA527941 
40B687 AL110280 
407726 AA435679 
20 436026 A1349764 
448776 BE302464 
452293 A1B71833 
428330 L22524 
443268 AI600271 
25 429208 M447990 
45B429 AV646559 
404476 
405846 

438209 AL12Q659 
30 403937 

437918 AI761449 
432408 N39127 
437641 AA811452 
439635 AA4772B8 
35 446102 ATAM8BC67 
41B384 AW1492B6 
425403 AUD23753 
432030 A19Q8400 
446453 AV658469 
40 452055 A1377431 
440B01 AA906366 
432779 AW979241 
4408B6 AW511032 
401049 

45 449424 AW448937 
418076 RB138& 
423035 AW449E79 
435463 AA682507 
438016 A1949638 
50 455201 AW947B&4 
433293 AFO07B35 
456538 AW1359B5 
428679 AA431765 
414400 X06948 
55 435344 AA700326 
445056 AB014530 * 
449444 AW31B436 
442652 AI005163 
423121 AWBB4846 
60 449540 AA001713 
425734 AF056209 
426409 AW117207 
431087 H12723 
426920 AA393351 
65 4276B7 AW003867 
437583 M761190 
421599 AA293655 
433687 AA743991 
421B63 A?952677 
70 430499 AW969408 
451531 AA018311 
457620 AA602711 
410658 AW105231 
427865 AM16931 
75 453390 AA862496 
419933 W5S956 
454600 AW810001 
427718 AI798690 
416548 H62953 
80 420361 D50&40 
410908 AA121666 
442080 AW444761 
406685 M1872B 



Hs.197853 ESTs 
Hs,142390 ESTs 

gb£ST3B8262 MAGE resequences, MAGN Homo 
Hs.168576 ESTs 
Hs.202276 KIAA1QQ9 protein 
Hs,172698 EST 



Ra.34024 
Hs.B09 
Hs.268012 
Hs-180948 

Hs.1 23641 
Hs.224794 
Hs.1 35905 



Hs.301152 

H6.88594 

H9.217081 

Hs.30057 

Hs.304609 

Hs.2256 

Hs.129445 

Hs.190478 

Hs.12346 



ESTs 

hepabcyte growth factor (hapspotetln A; 
fal^-acfd-Coerrcyrne AUgaae. Ions-chain 
K1AA0729 protein 

gbd07eO5/1 Soares^fatalJhrer_spJeerL 
protein tyrosine phosphatase, receptor t 
ESTs 
ESTs 

gb:MR3-ST0192-fl1020(WlO-c05 ST0192 Homo 
gbn*3Oc04^1 NCLCGAPJ'tf Homo sapiens 
Homo sapiens mRNA; cDNA DKFZp434F053 {fr 
ESTs 
ESTs 

MRS2 (S. careVblaaHke, magnesium bom 
ESTs 

matrix metalloprotelfiase 7 (matrirysin, 
hypothetical protein FU12496 
ESTs 

Homo sapiens cDNA: RJ21399 tts, dons C 



Hs.61 1 1 aryt-hydrocarbon receptor nuctear Iranst 

Hs.121629 ESTs 

Hs.332557 ESTs. WeaWy similar b A46010 5Wlnted 

Hs^91911 ESTs 

Ks.94891 hypothetical protein FU 22729 

Hsl252956 ESTs 

Hs.25130 Homa sapiens cDNA FLH4923 lis, clone PL 

Hs/156406 Human DMA sequence from clone 1198H6 on 

Hs.143789 ESTs 

Hs.188646 ESTs. Weakly simftorto ALU1_HUMAN AID S 

Ks.141 693 hypothetical protein MGC10858 

Hs.190535 ESTs 

gb:EST391351 MAGE resequences, MAGP Homo 

Hsl190S16 ESTs 

Hs-197030 ESTs 
Hs.6724 ESTs 

Hs.156739 H haptens XG mRNA (clone PEPtl) 

gfczj1BK)8.s1 Srares_fetBUveUipleen_ 
H 3-336546 EST 

gb;PM1-WTO010-2DO30{MJ01-g0a MT0010 Homo 
Hs.3241 7 hypothetical protein MGC4309 
Hs.257859 ESTs 

Sh:n« 80c03.s1 SoaresJesfejWT Homo sap 
Hs.697 Fc fragment of IgE, high affinity I, rec 
Hs.1 90599 ESTs 
Hs.12289 KIAAQ63D protein 
Hb-23590 solute carrier family 1 6 (morrcarboxyllc 
Hs.201378 ESTs, WeaWy similar to T12545 hypotheB 

gb:PM2-Sr4001B-29030OC03-c09 SN001& Homo 
gkzha6e08.5l SoaresJeta\Jvarjspleen_ 
Hs.159396 pepSdylglycweal|*a-anildalhBmonDOxyg 
BS.9B523 ESTs 
Hs.290791 ESTs 
Hs.132121 ESTs 
Hs.1570 histamine receptor H1 
Hs.244627 ESTs 
Ha.97293 ESTs 

gb3iy57g01.s1 NCLCGAPJVIB Homo sapiens 
HM0B972 Homo sapiens mRNA; cDNA DKFZp434P22& {fr 
Ks.231991 ESTs 
Hs.114762 ESTs 
Hs.336753 EST 
Hs.192035 EBTa 
Ks.126065 ESTs 
Hsi8482 ESTs 

Ks.94030 Homo sapiens mRNA; cDNA DKFZp586Et624 (f 
gb:MR4^T0124-2703Cr>0054j11 ST0124Homo 
Hs.25933 ESTs 

gb:yr47fD6x1 Scares fetal Iver spleen 
Ks 337616 phosphodiesterase 3B, cGMP-inhibOed 
Hs.10592 ESTs 
Hs.44565 ESTs 

gb:Kuman nonspecilic crossreactlno anUg 
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404200 
417976 
433285 
432868 
433492 
410252 
428804 
426775 
410004 
422093 
441730 
423017 
406970 
431954 
453432 
410361 
410604 
452230 
436120 



434374 

420911 

4377B3 

416057 

435496 

4360B8 

408554 

454076 

431733 

432974 

412576 

446142 

447432 

433384 

413621 

419646 

435111 

421236 

433817 

40351S 

429657 

453375 

446186 

412209 

421065 

409642 

420092 



437007 
406031 
439024 
418432 
417991 



BE565892 Hs. 83077 intarieukin 16 (InterfBron-gamma-inducIn 

AW975944 Hs.237396 ESTs 

AW974093 Hs.292775 ESTs 

AW605B49 gb:MRO-HT0241-20010(M)G6-g02 KT0241 Homo 

AW821182 HS.6141B rricrofibrillar-assocteted protein 1 

AKC00713 Hs. 193736 hypothetical protein FU2O706 

AA434579 Hs.14369l ESTs 

AI29B027 Hs-5057 carboxypepDdase O 

AF151852 Hs.111449 CGf-94 protein 

AW292779 Hs/169799 ESTs 

AW17B761 Hs.227948 senile (or cysteine) proteinase Inhfcfto 

AK001974 Hs.272242 hypothefic^ protein FU 1 1 1 1 2 

AA625339 Hs.237052 EST, Weakly similar Id I3B022 hypothetic 

6E391 804 Hs.62661 goanylate binding protein 1 , Interferon- 

1)54820 Hs,6552l Machado^oseph disease (spinocerebellar 

A1248193 Hs.1 19660 ESTs 

AA631439 gb:npB5dOZs1 NCLCGAPJhyl Womo sapiens 

Z43846 Hs.194478 Homo sapiens mRNA; cDNA DKFZp43401572 {\ 

AI663150 Hs.201550 ESTs, Weakly similar to ALU1 JWMAN ALU S 

AJ9273B2 Hs.29857 ESTb 

AW640171 Hs^653SB ESTs, WesWy similar to transformadon-r 

M704887 Hs.191294 ESTs 

AA836381 Hs.3151 11 nuclear receptor ctweprasaorfHDACS comp 

AW204712 Hs.6t957 ESTs 

AW298410 Hs-21475 ESTs 

BE34B793 Hs.233331 ESTa 

AA447718 Hs.107057 ESTs 

A1754693 HB.1459G8 ESTs 

AW958473 Hs.301957 nodix (nucleoside diphosphate linked md 

AW21992 Hs.124244 ESTs 

A18DB646 Hs/IM156 ESTs 

AA244199 gb:nc06cO5 ^1 NCLCGAF\_FT1 Homo sapiens 

A1803QB2 Hs.157212 ESTs 

AJ287622 Hs.151956 ESTs 

AJ809325 Hs.122814 Human DNA sequence from done RP5-1028D1 

D13626 Hs.2465 KIAA0001 gene product; putative G-protei 

AJ99D114 Hs.240091 ESTs 

AA262106 Ha.4094 Homo sapiens cDNAFUHZOBfis. done NT 

AW901456 ob:RCO-MN101^27030CMJ31-cO7 NN101 2 Homo 

AA329751 gb:E8T33382 Embryo, 12 week It Homo sapi 
AW45QB09 Hs.257347 ESTs 

AA814043 Hs.8B045 ESTs 

AA035211 Hs.17404 ESTs 

M7413D0 Hs.202599 EBTs, WeaWy svnjlsr to 13S022 hypothec 

AA081395 Hs.42173 Homo sapiens cDNA FU1D366 fis r clone NT 

R96695 VK35598' ESTs 

M14156 Hs.851 12 utttilln-lfke growth factor 1 {somatomedi 
AA731452 Hs.l90Q0B ESTs 



433650 

41031B 

427019 

413714 

430887 

413618 

420906 

43616B 

405692 

432809 

433B05 

436192 

435451 

411849 

448404 

410434 

416421 

438304 

444301 

428795 

458924 

435934 

400269 

410555 

412903 

400689 

449585 

40.8806 

418557 



AA603472 

AA084O5O 

AA001732 

A1560944 

N66S01 

BE154078 

ALD49974 

AKQ00683 

AA565509 

M706910 

W93847 

AF195420 

AW964970 

BE089973 

AF051152 

AA134006 

BE379623 

AK00OJ36 

R45503 

BE242158 

R19362 

U92649 
BE007967 

A1655321 

AW847B14 

BE140602 



H&J2645B ESTs 

Hs.269259 ESTs, Weekty similar to 523650 retrotiru 

Hs.173233 hypothetical protein FU1097O 

HsJ142B ESTs 

Hs.260287 K1AA1S41 protein 

gb:PMOW033^20O40(W)10-F04 HT033S Homo 

Hr.100261 Homo sapiens mRNA; cDNA DKFZp554B222 {fr 

Hs.30t645 Homo sapiens cONA FU10021 fis, done HE 



Hs.131703 
Hs.112742 
Hs.24139 
Hs.303006 
Hs/lBB6t 

Hs.63668 
H&.79306 
Hs.27693 
Hs.10760 
HsJ7469 
Hs.24427 
Hs.1 17669 



Hsj6431 1 a dlslntegrin and rnetalloproteJnase doma 

Hs.155795 ESTs 

Hs.197693 ESTs 

Hs.289005 Homo sapiens cDNA: FU21532 fls, done C 

Hs.246645 ESTs 



ESTs 
ESTs 

Homo saptens cDNA: FU23137 fis, done L 
ESTs, Weakly slmlar to gamma- hereguEn 
ESTs, Modaratriy simltarta KJAA127B pro 
9b:RC6-BT070^310300^21<<307 8T0709 
to! Hike receptor 2 

eukaryofr translation initiation factor 

pepidylproljri tsomerase (cydophilinj-i 

aspcrin (LRRdassl) 

ESTs, HkjWy similar to A39769 r^acetyti 

DKFZP5660l646praleb 
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453204 R10799 Hs.191990 ESTs 

450896 AI654223 Hs.16026 hypotheBcal proton FU23191 

427374 A1150033 Hs.143686 ESTs 

443367 AW071349 Hs.215937 ESTs 

446645 AI335596 Hs.156294 ESTs 

449897 AW819642 Hs.24135 transmembrane paotelrt vezatin; hypotfieb 

428457 AK002121 Hs.184465 hyjwfoe&sl protein FU11259 

4087B1 AA057264 Hb.238936 ESTs, WeaWy similar to {defline not ava 
403895 

414899 AW975433 Hs.36288 ESTs 

409044 A] 129586 Hs.33033 hypothetical protein FU14623 

447233 AW246333 Hs.17901 Homo sapiens, done 1MAGE:333701 5, mRKA. 

422219 AW978073 Ks.1010 regulator of mholicspindlB assembly 1 

427119 AW8B0562 Hs.114574 ESTs 

437073 AJS85608 Hs.94122 ESTs 

443B30 AI142096 H3.143273 ESTs 

454962 AW847645 gb:ll^CTD213-2e0100^8-A04CTQ213Homo 
433644 AW34202S gb;hb75dQ3jc1 NCI_CGAPJJt2 Homo sapiens 

417561 AW974345 gh:EST3B6449 MAGE resequences, HAGM Homo 

446063 AI720140 Hs.151079 ESTs 

423609 AA32834S Hs.216289 ESTs 

428004 AA44S563 Hs.151393 glLtlsnia^ysleineSgasG.catslyDcsvb 

453370 AI470523 Hs.139336 ATP-blncfing cassette, sub-family C [CFTR 

435808 AA702866 Hs.1 13150 ESTs 

424001 W67883 Hs.1 37476 paternally expressed 10 

415635 FI316B gfcHSC3JF101 normalized Mant brain cDN 

418946 AI798S41 Hs.164526 ESTs 

4317S0 AA5149B6 Hs.283705 ESTs 

425186 AK002052 Hs.155D71 hyrjcmetkal protein FU1 1190 

428268 AA424957 Hs.294132 ESTs 

418B78 W20090 HsJ6616 ESTs 

416565 AW00096O Hs.44970 endoplasmic fetaiJum resident protein 5 

454288 BE222648 HS.27945B ESTs. Highly similar to C3BGA1. lb JH^ap 

44642B AWO82270 Hs.12496 ESTs, Weakly slmlar to ALU4JUJMAN ALU S 
404588 

4t3087 BE064655 gteRC1-BT031 3-301 299-Q12-C09 BT0313 Homo 

444910 AI201849 gb^s76g04jc1 NCLCGAP_Pr28 Homo sapiens 

407339 AA777542 Hs.132670 ESTs 

414093 8E544667 Hs.2B3077 centesorrtaJ P4.1-assoriated protein; unc 
438458 AW975186 gb£ST387294 MAGE resequences, MAGN Homo 

419340 AA236590 Hs,87530 ESTs 

423448 AKQ00776 Hs.128753 Homo sapiens cDNA FU2Q769 Gs, dona CO 

45703D AB01740 Hs.173381 <SJKj*opyrlmlcfin95e-ljke 2 

421187 NM_014721 Hs.102471 WAA0680 gene product 

419929 U90268 H&J93810 cerebral cavernous malformations 1 

429276 AF056065 rfa.198612 G proteto-ccupled receptor 51 

423B41 AW753S67 gb:RC2-CTO3O4^01OMlt-h12<m>304Homo 

438B39 AW297945 Hs.128490 ESTa 

4100B5 AA428482 Hs.58SB9 gtycogento2 

427961 AW293165 Hs.143134 ESTs 

429228 A1553633 Hs.337139 ESTs 

431548 A1B34273 Hs.9711 novel protein 

441839 AW975512 Hs.2916Q ESTs 

4103B9 AWS54049 Hs£177 ESTs. Weakly similar to PIHUB6 salivary 

441274 AW593781 Hs.1313S7 ESTs 

452401 NM.007115 Hs.29352 tumor necrosis factor, alpha-induced pro 

436154 AA7649S0 Hs.119898 ESTs ■ 

4067*2 AI285598 gb^u49f06.)c1 Na„CGAP_Lym6 Homo sapiens 

4606B9 A1369275 Hs343010 Homo sapiens cDMA FU14445 fis, clone HE 

434164 AW207019 Hs.14S13S sanneAhreonlne kinase 33 

436739 BE2D8022 Hs.127685 KIAA1 627 protein 

451674 AA019104 Hs.175483 Homo sapiens cDNA: FU22016 lis, clone H 

421166 AA305407 H 3,1023 OB potBssKim toward ly-rectifytag channel, s 

437872 AK002015 Hs.5287 RNA binding motB protein 7 

440046 AW4O2306 Hs.6677 hypothetical protein FU104B3 

452824 W27643 Hs.73965 spEcmg factor, anjninetortne-fteh 2 

426457 AW894667 Hb,169965 chimerfn (chlmaerfn) 1 

424780 U39576 Hs.153058 butyrophllln, subfemfly 1. member A1 

456551 AW975051 Hs.293156 ESTs, Weakly similar to I7B885 serine/th 

410763 AF279145 Hs.8966 hypotheticdproteiiiFLJ2177e 

431814 BE256242 Hs.270B47 della-lubuRn 

4400S9 ALD3005B Hs.6909 DKFZF554G202 protein 

435401 A108795B Hs.29088 ESTs 

437439 H29796 Hs,269622 ESTs 

403277 

40B547 AA574291 Hs.57837 ESTs 
424131 AA335714 Hs.199665 ESTs 

433222 AW514472 Ks.238415 ESTs, Moderately similar to ALU8_HUMAN A 

434636 AA083764 Hs.6101 hypothetical protein MGC3178 

45D519 AA01M66 Hs.224849 Homo sapiens cDNA FU 1 2583 ns. doneNT 

415083 AI6326B3 Hs.27179 Homo sapiens cDMA FU i 2933 tw. clone NT 

407905 AW103655 Hs3523Q5 ESTs 

452311 AW304029 Hs.252744 ESTs 



3.3 
3,3 
13 
3.3 
3.3 
3.3 
3l3 
3.3 
3.2 
3.2 
3.2 
£2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 

a2 

3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
3.2 
12 
3.2 
3.2 
3,2 
3.2 
3.2 
3.2 
3.2 
XI 
3.2 
^2 
3.2 
3.2 
3.2 
3.2 
12 
3.2 
3.2 
3.2 
3.2 
3.1 

ai 

3.1 
3,1 
3.1 
3.1 
3.1 

ai 

3.1 
3.1 
3.1 
3.1 
3.1 
11 
3.1 
3.1 
3,1 
3u1 
3.1 
3.1 
3.1 
3.1 
3.1 

ai 

3.1 
3.1 

ai 

3l1 
3.1 
3.1 
3.1 
3.1 



342 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



434849 


AW9B?7B*i 


Ms 8053 


ESTs 


446770 


AVfiRmrra 

nvuuuuus 


Hs 154986 


ESTs* WeaWy siTdar to PLLPJ1UMAN PLASM 


42423B 


AAV17iSft1 


|Kj - 1 *>i DtAJ 


ESTs 


411643 


AIQ?d£10 


nS. >3£3/U 


hvnrtf hpHftfll rrotaJn FLJ22028 






ITa. JD^ IU*» 


ESTs 










428301 


nVIU£UUuU 


Hs.9B440 


ESTs, WesWy similar to 138022 hypdheli 


428579 


MM fUlRVCfi 


He lR4Qd? 


d nrrrlrin-fnilrtWI fPf ftr>*£lf 64 




A\AJafiT7fY7 




ESTs 


WHUJ 










a a rvcc con 


ns. iodj it 


ESTs 


4jyjf u 


AARROQR9 


Lie ^7lA9R 


corn cimllv (n I1BD22 hunofhefi 






ns. i > wr <j 


LOli, TTCClRiJ t>p|IU41 PJ [ V-'tUJ*. 1 IJf |^_ILJF7U 


4U4Z00 
















4JEMUZ 


Atvioatio/ 


Lie 90SRA 


ESTs \ 


4Jt»ID 


ocnnn7fV7 
utuuu/u/ 


He 9GSR7 


ESTs 


4 £05// 


Rt5 Jo/ f Oo 


Mo 17flfi9^ 


hunn!fmH«rf nmtain Fl .111 1 R3 








hranemnmhrcWi^ nmlAln x/erraHn* hvnnRlPti 






rts. 1 1 DsOi 


ESTs 


418950 


T78517 




PQTe 
LOIS 






Hs 41294 


CO IS 


457447 




He 079177 




44o77o 


AVWMa<! 






459371 








A94093 






ESTs 


44/24Y 


AWdK»01 




U/vrtn Rantoin rTlfJA Fl HVfifl fis rinnp MT 
nofno ospiBna cuiw% ru lovrau oo, uunc n i 


452B96 


AAKJloua 


tit- "l^K^I 


CD IS 


4Z5oi» 




Vie 1R1497 


zinc anger piuiom * ia 


451403 






LLvrin «anlarw rJINA Ft HAKHfifi rJnnn NT 
nOlFlO S9pBn3 CUflA rLJ IHO 1 t IHs CKJnu W 1 


Au/Mu 


A A PilH API 
AAH IU 10a 


LX-. ORAOAQ 
r».L[m09 


inQiigD-oSaiJGialcU JJIOTJOTI *\ » ' 


401 B62 








444325 


AlAHCttlQ 
A¥V1o<k>1o 




CO 1 5 




AAVI173R 

fVVX) IL^CJJ 


Hs 43239 


hvnofhslicEj croteln FU 12890 
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ESTs 


419519 


Ai19B7i9 


Hs.176376 


ESTs 
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ESTs 


418454 
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hypothetical protein FU14991 


4150B6 


A1597963 


Hs.118726 


ESTs 
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Hs,291759 


ESTs 


418549 


AW474547 


Ha.53565 
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H73972 
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ESTs 
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444974 AJ203500 

445717 AW6S4656 

449347 AV649748 

452778 R71338 

414688 AL039185 

424406 054120 

410371 AAD84482 

426384 AI472078 

418200 AW629751 

427050 AA397789 

449579 AW207260 

411004 AW813242 

454032 W31790 

455601 A13686B0 

447482 ABC330S9 

439416 W58294 

436635 AW104325 

419086 NNL000216 

412566 AVU962574 

415462 F09134 

427874 AA732367 

447046 AA3261B7 

454193 BE141183 

454678 AW8130B9 

415122 D6070B 

4446G5 BE613126 
400227 

411905 BE265057 

4195D3 AA243642 

446563 BE32B588 

457285 AJ038858 

434998 AW975157 

436203 BE3B4982 

424539 102911 

449855 AA203155 

42769B AW972594 

451494 A1799444 



Hs.151612 ESTs 
Hs.149332 ESTs 
Hs^9590t 
Ra5921 
Hs.77558 
Hs.146409 
Hs.1 15850 



WAA0493 protein 

Homo sapiens cDNA: FU21592 fe, ctane C 
thyroid bormone receptor Inlaractor 7 
06(1 dhnsion cyde 42 {GTF-btadmg pml 
ESTs 



H8.303662 ESTs 

Hs.206654 ESTs, Weakly shnHar b alternatively sp 
Kb.1 61803 ESTs . 

Hs.134014 ESTs, WaaWy shrtlarto T46425 hypotheli 

gfa JJR3STO191-O202OO^O7-g1O ST0191 Homo 
Hs.194293 ESTs, Weakly amflar to 154374 gene NF2 
Hs.816 SRY (sac determining region YH»x 2 
Hs.18705 K1AA1 233 protein 
Hs.56254 ESTs 

Ka.272093 ESTs, WeaWy similar to 178885 serinerth 
Hs.89591 KaJtmann syndrome 1 sequence 

gb:EST374647 MAGE resequences, MAGG Hamo 
Hs.12839 ESTs 
Hs.98198 ESTs 

Hs.17170 G protein-coupled receptor 4 

nfa:MROWrj07t'191199-001-b04 KT0071 Hamo 
gbiRC3-ST0l86-240400-1 1 1-b05 ST01 B6 Homo 

Hs.22245 ESTS 

Hs.47783 B aggressive lymphoma gene 

gb:60l193893F1 NlH_MGC_7 Homo sapiens cO 

Hs.137422 ESTs 

Hs,141454 ESTs 

Hs.130522 Kv channel-interacCng protein 1 

Hs.26037 ESTs 

Hs.5076 Homosapiens cDMA: FU22128 lis. clone H 

Hs.150402 actnrai A receptor, type I 

Hs.18200 ESTs 

Hs.294140 ESTs 

Ks.247095 ESTs, Moderately sknter to ALU7_HUMAN A 
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442994 AI026718 Hs.16954 ESTs 

408165 AL137573 Hs.43143 Homo sapiens mRNA;cDNA DKFZp564A2463 (f 

421072 AI215069 HsJ9113 ESTs 

456273 AF1 54846 Hs.1148 zinc firmer protein 

404548 

428201 AA424158 Ks.206461 ESTs 

441519 AA972740 Hs.127092 ESTs 

445413 AA151342 Hs.12677 CGM47 protein 

41B717 AI334430 Rs.86984 ESTs 

42aB38 AT767756 Hs.82302 HomosBpionscOhIAFLI148t4fe,ctoTieNT 

407758 D50915 Hs.38365 KWA01 25 gens product 

43190B AW326038 Ks.37486 ESTs 

424968 AA349085 Hs.259746 ESTs, Weakly similar to A46010 X-Tinkad 

431023 A12B3133 Hs.297420 ESTs 

AJ224741 Hs.278461 matriDn 3 

AAO29608 Hs.61373 ESTs 

A1222086 Hs.270449 ESTs, Modarately similar to ALUI^HUMAN A 

AA904430 Hs.122049 ESTs, Weekly similar to T2D4_HUMAN TRANS 

AW405B32 Hs.44205 corbstatin 

BE160952 Hs.2471 17 ESTs, Moderately similar to ALUF JWMAN I 

AA251720 Hs.104347 ESTs, WeaWy similar to ALUC_HtlMAN ! Ill 

AHJ72873 Hs.1 14216 frizzled (DroBophila) homolog B 

ABO06423 Hs,l58308 serine (or cysteine) proteinase inhfcfto 

CG5766 Hs.181022 CGI-07 protein 

AW70262 Hs,29553 ESTs 

AW663B5B Hs.333513 Email Inducible cytokine subfamily E, me 

AA831267 Hs.12244 hypothetical protein FU 20097 

NrOlBOlO Ks.118821 CGI-62 protein 

AW372914 Hs£6149 prwsphoInosHol 3-phosphaie-blndiiig prol 

AW864542 gb:PM4^Nroi6-1205OO-O034i02 SN0016 Homo 

AW206972 Ks.253585 ESTs 

BE1764B0 gb;RC3-HT0585-1 6030W)22-c02 HT05B5 Homo 

BE391093 Hs.324667 ESTs 

AM76732 Ks. 2639 12 ESTs 

AW9 54552 Hs.142634 zfric finger protein 

AU37S17 Hs.334473 hypothetical protein DKFZp56401 278 

M65292 Hs.247924 Homo sapiens endogenous HtV-1 related se 

AF070571 VM4690 Homo sapiens dors 24739 mRNA sequence 

AA322201 Hs.1 31976 ESTs 

AA330036 Hs.152003 ESTs 

AL133591 He.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (Tr 

AA523696 Hs,3245G7 rrypotheiical protein RJ209B6 

AW770553 Hs.14553 sterol O^cyftransferase (acyUfcenzyrne 

T96555 Hs.31562 ESTs 

AW118189 HS.15B4DQ ESTs 

AW391 177 gb:MR3-ST0203-22l 299423405 STD203 Homo 

AA744550 Hs.1 36345 ESTs 

A17589D5 Hs.206063 ESTs 

AA8B9B70 H&.12600B ESTs 

AA393108 Hs.07365 ESTs 

AA69S633 Hs-269543 ESTs,WeaWyslmlariDA56194thrornboxa 

AA279093 Hs.187636 ESTs 

AI9B5334 Hs.123369 ESTs 

A195371B Hs-221849 ESTs 

AA216372 Hs.159501 ESTs 

AA5081 96 gbmh60f07.st NCljCGAP_Pr3 Homo Bapieis 

AK000998 Hs^97221 Homo sapiens cDMA FU 10136 fis, clone HE 

BE048054 gb:tz46c03,y1 NCt_CGAP_Bm52 Homo sapien 

AI795320 Hs/10299 Homo sapiens cDNA FU13545 ffe, done PL 

AW195317 Hs.107716 rr/pomeflcat protein FU22344 

AW450979 g b:UI-H-BI3-aJa^12*Uljs1 NCLCGAP_Su 

AA976718 Hs302242 ESTs 

H767D1 Hs.99BB6 complement component 4-bIntfng protein, 

BE465B84 Ha.280728 ESTs 

NMJJ03181 Hs.143507 T brachyury (moose) homotee 

N93266 rtev40747 ESTs 

AI140625 Hs-121623 ESTs 

A1692984 Hs.129354 ESTs 

R05385 rte.143509 typothafjcal protein FU21 924 

AI302471 Hb.124292 Homo sapiens cDNA:FLJ23l23fis, done L 

NNLQ04469 Hs.11392 ofos induced growth factor (vascular en 

AW995395 Hs.84520 ESTs, WeaWy similar to TRHY_HUMAN TRICH 

AA904244 Hs.153205 ESTs 

AW963838 H3.16B830 Homo sapiens cDNA FU12136 fin, clone MA 

AAB30B54 Hs.187810 ESTs 

AA299919 Hs.84551 ESTs 

S7B234 Hs.1 72405 cell division cycle 27 
N&U115434 Hs.48604 DKFZP434B168 protein 

AK002055 Hs/151046 hypo1heTicfllpK)teraFU11193 

AA547959 Hs.1 15836 ESTs 
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449318 AW23S021 Hs.76531 

429950 AWDB1608 Hs.1 05053 

412733 AA984472 Hs.74554 

423B37 AL137273 Hs.13018? 

5 442655 AW027457 Hs.30323 

420556 AA278300 Hs.1 24292 

430447 W17064 Hs.332848 
416871 H98716 

439737 AI751438 Hs41271 

10 406B15 AA833930 Hs.286036 
401094 
401526 

414140 AA 281279 
417320 AA19S667 
15 41B2B2 AA215535 
442927 AJ024347 
450006 A1241555 
410231 AL3M6294 
416523 N7492B 
20 403329 

414696 AF002020 
419038 AW134924 
440106 AA8649B8 
448019 AW947164 
25 431745 AW972448 
421426 AA291101 
433014 NWL014711 
455100 BE16019B 
441790 AW294909 
30 404443 

428129 AI244311 
435047 AA454985 
423948 AW392342 
449327 AI63B743 
35 400983 

415786 AW419196 Hs.257924 

411213 AA676939 Hs.69285 

420896 AW149342 Hs.24444 

409994 D86B64 Hs.57735 

40 430388 AA356923 Hs.240770 

419530 X98330 Hs.90821 
455092 BE152428 

456113 AA3B0267 Hs.78277 

440192 AA872282 Hs.190596 

45 448466 AI5221Q9 Hs.171066 

414869 M157291 Hs.21479 

440351 AFO30933 Hs.7179 

407594 AVW57584 Hs.1606B1 

439235 N45513 Ks.46608 

50 417061 AIG75944 Hs.1 88691 

434B12 AAW9860 Hs.189496 

409731 M1269BS Hs.56145 
455512 AW98360B 

40B3BO AF12305O Hs44532 

55 435990 A1015882 Hs.131793 
410&72 AW79460Q 

4327S8 AA5653Q9 Hs.194015 
416288 H51299 

438688 AA827728 Hs.128705 

60 451S5B NM.0010B9 Hs.26630 

416940 N75620 Hs,43157 

421750 AK000768 Hs.107872 

43B39B AA80552H Hs.130277 

435313 AI769400 Hs.189729 
65 414605 BE390440 

43650B AW6043B1 Hs.121121 

413196 M127382 HsZ2404 

413829 NM_flD1872 Hs.75572 
401323 

70 408296 AL117452 Hs.44155 

428532 AF157326 Hs.184786 

423454 AL110456 Hs.469 

436027 A1864053 Hs.39972 

„ 406970 M29994 

75 426172 AA371307 Hs.125058 

452114 N22687 Hs.8236 

439750 AU59053 Hs.67664 

423130 AW897586 Hs.21213 

430660 R11684 Hs.100826 

80 4341 3B AA625B04 

427469 AA4030B4 HsZ69347 

429881 T80112 Hs.192245 

411492 T46B4B Hs.70337 



Homo sapiens. Shiilar to RIKfiN cDNA 5730 
ESTs 

K1AA0080 protein 

Homo sapiens mRNA;cDNA DKFZp434012l4 (f 
ESTs, WeaWy similar to B34087 hypoBie* 
Homo sapiens cDNA: FU23123 fis. done L 
SWt/SNF ralaled, matrix associated, acli 
gtu-yjc13dOB^t Scares melanocyte 2NbHM Ho 
Homo sapiens mRNA full length insert cON 
IRNA Isopantenyipyrophospnste transferee 



Hs.23317 hypothetical protein FU14681 

Hs.86022 ESTs 

Rs,9B133 ESTs 

Ha.131519 ESTs 

Hs.60171 ESTs 

Rs.136245 ESTs, Weakly similar to T17227 hypochen' 

Hs.38761 Homo sapiens cDNA: FLJ21564 fis, clone C 

Hs.76918 Nieroann-Rck disease, type C1 

Hs.190325 ESTs 

Hs.127699 K1AA1GD3 protein 

Ks.195641 ESTs> Moderately similar to I3B022 hypol 

Hs.163425 ESTs 

Hs.33020 Homo sapiens, done 1MAGE3939163, mRNA, 

Hs.279912 K1AA0419 gene product 

gb^1-HT0413-01020CM)594i03 HT0413 Homo 

Hs.132208 ESTs 

Hb.26912 ESTs 

Hs.54973 cadherin-llke protein VR20 

Hs.283077 eenlrosomat P4.1-associated protein; unc 

Hs^24fi72 ESTs 



hypothetical protein FU13782 
neuropllin 1 

Homo sapiens cDNA: FU22165 fis, clone H 
acetyl LDL receptor; SREC 
miriear cap binding protein subunit 2, 2 
ryanodine receptor 2 (cardiac) 
gbKMJ-KrO323-151299-126-b04 HT0323 Homo 
.DKF2P434F2021 protein 
ESTs 
ESTs 

ubtnuctein 1 

RAD1 (S. pombe) horruolog 
ESTs 
ESTs 

Homo sapiens cDKA FU 12033 fe. done HE 
ESTs 

foyrrnsin, beta, identified in neuroblast 
flb:RC3-HNWOl-24040<WH2-c01 HNOOOIHomo 
dKibiquffin 
ESTs 

Sb:RC6-UMOOl4-T70300^22.C05 UM0014 Homo 
ESTs 

gb:yp07c06.s1 Scares breast 3NbHBsi Homo 
ESTs, Weakly similar to AF149422 2 unkno 
ATP-bindinfl cassette, sub-femly A (ABC1 
ESTs 

hypothetical protein FU20761 
ESTs 
ESTs 

ob:601233601F1 NlH_MGCjt4 Homo sapiens c 
ESTs, Weetiy svnllar to S00755 plectebt 
protease, serine, 12(neurotrypsln, moto 
ieB2(r 



DKFZP566C51517 protein 

TBP-!nbrari!ng protein 

succinate dehydrogenase complex, subunit 

ESTs, Weakly similar to 13B58B reverse I 

gb:Ht)man aJpha-1 spectrin gene, exon 12. 

ESTs 

ESTs 

Homo sapiens mRNA full length Insert cDM 

ESTs 

ESTs 

gb2iifl6hE)ls1 Soares.tesHsJIKT Homo sap 
ESTs, WeaWy similar to 21D926QA B cell 
ESTs 

immunogtobuin superfamlly, member 4 



2.9 
2.9 
2.9 
2.9 
2.9 
2.9 
2.9 
2.9 
29 
2.9 
2.9 
29 
2.9 
2.9 
Z9 
2.9 
2.9 
2.8 

ze 

2.8 
3L8 
ZB 
2.8 
Z8 
2.8 
2.8 

za 
ze 

ZB 

za 

Z8 
2.8 

za 
ze 

2.8 
Z8 
ZB 
2.8 
Z8 
ZB 
2.8 
Z8 
Z8 
2.B 

za 

Z8 
Z8 

. za 

Z8 
Z8 

za 

Z8 
2.8 
Z8 
Z8 
2.8 
Z8 
Z8 
2.8 
2.8 
Z6 
2.8 
Z8 
Z8 
Z8 
ZB 
Z8 
Z8 
2.8 
ZB 

za 

2.8 

za 
za 

ZB 
2.8 
Z8 
Z8 

za 
za 

Z8 
Z8 
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409435 A1810721 

442131 W95186 

407305 AA715284 

4443B1 BE387335 

412189 R60982 

420976 At92494Q 

448330 AL03644S 

416912 NMJXW685 

422505 AL1 20862 

427752 AA4706B7 

433513 A1566356 

433703 AA210863 

448912 D83781 
405621 

430687 BE274217 

4S040D AI634722 

456544 AI264155 

418342 BE002723 

420756 AA411600 

423532 BH090503 

440320 AAB79294 

457314 AA479597 

439B31 AW1364S8 

425661 AL133627 

407949 W21574 

418658 AW374263 

409978 D31897 

421340 F07783 

449071 NM-D05872 

409241 AF070602 

448219 AA228092 

408936 AL138043 

4107B4 AWB03201 

426471 M22440 

454455 AW752710 

455310 AWB93961 
401335 

436577 W84774 

409519 AA075368 

421003 T720BO 

429593 AKOC0332 

450434 AA166950 

436007 AI247716 
40BB74 AW818091 

418036 Z37976 
435625 H50S54 
435766 R11673 

410327 733130 
416805 F13271 
417177 NM_00445B 
423020 AA383092 
427134 AA39S409 
428137 AM21792 
429710 AI337113 
430844 T94960 
417576 AA33944B 
44192B AI370186 
409721 AW687732 



427112 
403776 

420159 A1572490 

427B39 AA60B823 

432B37 AA310593 

436782 AAB28380 

449396 BE1691Q0 

458043 AW979009 

438171 AW976507 

452959 AT933416 

430555 AI623752 

446152 AJ292036 

434B03 AW974640 

407771 AL13B272 

411069 AL133092 

417543 AA203620 
401517 
403677 

416337 H48713 

423401 KH.001992 

446BC0 AI341635 

457906 AW975939 

452277 AI049013 

416913 AW934714 

416370 K90470 



H3.9M24 
Hs.8136 

HS.283713 

Hs.225&1 

Hs.10a0B2 

Hs.207163 

Ks.B9472 

Hs.124165 

Hs.104772 

Ha.171437 

Hs.3532 

Hs.22559 

Hs^49247 
Hs.279744 
Hs.152981 
Ks.226627 
Ha.1899G0 



Hs.193669 

Bs.25545 

Hs.158923 

Hs.247057 

Hs.32468 

Ks.57714 

Hs.1369 

H&.229S0 

Hs.51649 

Hs.42656 

Hs.293549 

Hs.170009 



Hs.17643 

Hs.95567 

Hs.209927 

HS.195B70 

Hs.232168 

Hs.252730 

B3.83337 

HeJ 13999 

Hs.186493 

Hs.301746 

Rs.79981 

Hs.81452 

HS.160B 

Hs.173561 

Hs.170999 

Hs.146025 

HS.822B5 
Hs.211454 
Hs.257861 
Hs^90951 



ESTs 

endothelial PAS daman proleta 1 
gb:fn»35fD3_rt NO CGAPJfrS Homo sapiens 
ESTs, Weakly simitar to S54Q54 hypothetl 
ESTs 

ESTs. WeaMy shilar to T31636 hypolheli 
ESTs 

angiotensin receptor 1 

ESTs 

ESTs 

ESTs 

nemo-like kinase 
KIAA0197 protein 

heterogeneous nuclear pr oleln similar to 
ESTs 

COP-diacylgtyceiri synthase (phosphalida 
ieptjn receptor 



gb:RC6-BT0717-110400-O11-F11 BTD717Homo 
gb:nw86e09.s1 NCLCGAPJYI2 Homo sapiens 
hypothetical protein DKFZp686Jl1l9 
ESTs 

Homo sapiens mRNA; cDNA DKF2p434K0722 (f 
ESTs, We^dy stmllar to 2109260A B call 
ESTs 

doubts C2-5ke domains, alpha 

<iecay accelerating factor far complement 

breast carcinoma amplified sequence 2 

Homo sapiens clone 24504 mRNA sequence 

KIAA16B1 protein 

ESTs 

gb:n.24JM0O77-O70500-0e0>E06 UMQD77 Homo 
transforming growth factor, alpha 
gb:d^T02194ei09*424-AQ3 CT0219 Homo 
gb:RC4-NN0027-O6O4OO-Ol1J11 NN0027Homo 

ESTs 

gb:zm&6h10.r1 Stratagens ovarian cancer 
F-box protean 30 

Homo sapiens cDNA FU 20325 clone HE 

hypothetical protein HJ 14991 

ESTs 

ESTs 

latent transforming growth factor beta b 

ESTs 

ESTs 

RAP2A, member of HAS oncogene family 

Human clone 23560 mRNA sequence 

fatty-acW-Coenzyma A ltgasa, fang-chain 

replication protein A3 {14kD) 

EST 

ESTs 

hypothetical protein FU23594 
( gfcye3Bd07.r1 Stratagerw lung {937210} H 
'phosphonbosytgrycinamidB fomiyltmnsEer 
ESTs 
ESTs 
ESTs 



Homo sapiens cDNA: FU21245 fis, clone C 

HS.9B244 ESTs 

Hs-87329 HSPC072proteJn 

Hs.126733 ESTs 

Ks.195029 ESTs 

Hs,32510B ESTs 

HsJ>93515 ESTs 

Hs.189874 ESTs 

Ks.163603 ESTs 

Hs.t5002B ESTs 

HsJ03413 ESTs 

Hs.62713 ESTs 

HS.68Q55 hyporhafcal protein DKFZp434l042B 

Hs.110153 ESTs 



gbiyq78d02rt Scares felat liver spleen 
Hs.1 280B7 coagulation factor II (thrombin) racspto 
Hs.156486 ESTs 

Hs.1 53230 Homo sapiens cONA RJ14318 fls, clone PL 
Hs^3783 WAA1223proteh 

gbcRC1-rjT0001-03129MH-a11 OT00O1 Homo 
Hs.203657 ESTs. Weakly similar to 138022 hypotheU 
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28 
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28 
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27 

27 

27 
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27 

27 

27 

27 

27 

27 

27 

27 
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27 

27 

27 

27 

27 

2.7 

27 

27 
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2.7 

27 

27 
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408715 


AA768873 


Hs.1 12250 


hypodheticaJ protein FU23518 


2.7 


410743 


AA089474 


Hs.272153 


ESTs 


27 


427138 


N77624 


Hs.173717 


phosphatide acid phosphatase type 2B 


27 


435260 


BE172762 


Hs.292710 


ESTs, Weakly similar to ALU5_HUMAN ALU S 


2.7 


427565 


A1287280 


Hs.97933 


ESTs, Weakty similar to T46370 hypoiheti 


2.7 


406D92 








27 


410008 


AA079552 




gb3m20h1Zs1 Slrategena pancreas (93720 


2.7 


438504 


AVW65281 


H&224625 


ESTs 


27 


414783 


AW069569 


HsJ278270 


unacflve progesterone receptor, 23 VD 


27 


411479 


AW848047 




flb:1L3-CT0214-2912994)52.Al2 CT0214 Homo 


27 


4166B6 


Z36B30 


H5.8726B 


annaxin A8 


27 


413795 


AL040178 


Hs.142003 


ESTs 


2,7 


457528 


AW973791 


Hs.292784 


ESTs 


27 


444230 


H95537 


Hs.146067 


ESTs 


27 


403760 








27 


416624 


H69044 




gb:yY77h05.s1 Soares fetal liver spleen 


27 


428904 


A1312526 


Hs-46640 


ESTs 


2.7 


446311 


AW007294 


Hs.149795 


ESTs, Moderately similar to ALU INHUMAN A 


27 


45B638 


N78553 


Hs.282204 


nudeosomal binding profefei 1 


27 


459267 


AJ003631 




gb:AJ0Q3631 Selected chromosome 21 cDNA 


2.7 


424834 


AK001432 


Hs.153408 


Homo sapiens cDNA FLJ 10570 fls> ctaoe NT 


27 


433906 


AI167816 


Hs43355 


ESTs 


27 


428966 


AF059214 


H8.1946B7 


cholesterol 25-hyrjroxy)ase 


27 


446554 


AA151730 


Hs30l769 


nudBx {nuclaostde ol phosphate finked mot 


27 


446035 


NM_006558 


Hs.13555 


SBrrrS8-tike phosphotyrosine protein, T-ST 


27 


421585 


U95626 


Hs.302043 


ctemoWne CC-C mn6l} Teceptor-llke 2 


27 


445158 


A1992108 


Hs.127206 


ESTs 


27 


421175 


AI879099 


Hs,102397 


GIOT-3 for gonadotropin inducible (ransc 


27 


401793 






27 


4101B1 


At468210 


Hs.261285 


ptelotropic regulator 1 (PRL1, ArabWaps 


27 


427038 


NML014S33 


Hs.173288 


KIAA0155 gene product 


27 


461343 


AW975057 


Hs.293353 


ESTs 


27 


455992 


BE179015 




9b:RC3-m0612-0H050OO134i10HT0612Homo 


27 


438475 


W03856 


Hs.13186 


ESTs, Highly similar to Gene product wit 


27 


455571 


BE003714 




gb:QV3-BMC096-2CO40O-161-aO1 BN0096Homo 


27 


426296 


AW9S505B 


Hs,111583 


ESTs, Weakly similar to 138022 hypothec 


2.7 


407930 


AA045847 


Hs.18B361 


Homo sapiens cDNA FU12807 ffe, done NT 


27 


453891 


AB037751 


Hs.36353 


Homo sapiens mRNA fail length Insert cDN 


27 


451487 


AAO18072 




gb:ze5lg02r1 Scares retina N2b4HR Homo 


27 


418269 


AA606113 


Hs.tB9025 


ESTs 


27 


419196 


AF110908 


HsJJ97660 


TNF recspJor-assoriated factor 3 


27 


459160 


AI904723 




gb:CM-BT06 6-1 20299-092 BTQB8 Homo saplen 


27 


441963 


A1733307 


Hs.128002 


ESTs 


27 


440273 


A1605392 


Hs.325335 


Homo sapians cDNA: FU23523 fte, done L 


27 


426902 


AI125334 


Hs,9740B 


ESTs 


27 


414271 


AK0G0275 


KB.75871 


protein kinase C binding protain 1 


27 


453313 


BE005771 


Ha.153746 


hypothetical protein FU22430 


27 


445265 


A1216295 


Hs.144942 


ESTs 


27 


422988 


AW673B47 


Hs.97321 


ESTs 


27 


428613 


AB037749 


Hs.186928 


KIAA1328 protein 


27 


444619 


BE538082 


Hs.8172 


ESTs. ModsrateJy aimlar to A46010 X-lin 


27 


457300 


AW297436 


Hs.156849 


Homo sapienscDMA: RJ21663 fa. ctona C 


27 


402800 








27 


425071 


NUL0139BS 


Hs.154424 


delodlnase. bdotrryronine, type 11 


27 


414729 


BE4G6928 


Hs.281901 


ESTs 


27 


453716 


AAfB7675 


Hs_1 52675 


ESTs 


27 


452893 


T79153 


HS/48589 


zbic finger protein 228 


27 


439818 


AU60137 


Hb.19934 


Homo sapiens mRNA faff length insert cDN 


27 


443305 


AI05DB93 


Hs.133318 


ESTs 


27 


416709 


R99369 


Ks283108 


hemoglobin, gamma G 


27 


419077 


AA233B85 


Hs.164526 


ESTs 


27 


453878 


AWS64440 


Hs.19025 


OC32 


27 


445660 


AJ702668 


H&201955 


ESTs 


27 


446B17 


A17QQ6B4 


Hs.134168 


ESTs 


27 


442137 


AA977236 


Hs.128830 


ESTs* Weakly sVnlar to ZlB2_HUMAN ZINC 


26 


410406 


AI96B703 


Hs.1465 


glycerol kinase 


26 


442242 


AV647908 


Hs£0424 


Homo sapiens cDNA: FU23285 6s. ctane H 


26 


407830 


NM.001DB6 


HS.5S7 


aryiacctarnkie oeacetylaso (esterase) 


26 


415138 


C18356 


Hs.295944 


tissue factor palnway Inhibitor 2 


26 


407055 






gbiisapiens DMA for endogenous reirovir 


26 


408612 


BE39716Q 


Rs.254763 


ESTs, Weakly similar to A42442 integrin 


26 


440310 


AA878939 


Hs.1 25405 


ESTs 


26 


425659 


AKO0O59O 


HB.15aB36 


hypolhaticaJ protein FU20583 


26 


41B217 


A1910647 


Hs.13442 


ESTs 


26 


428667 


A1375550 


Hs.74407 


nucleolar protein p40; homolog of yeast 


26 


414573 


AI821846 


Hs.71999 


ESTs 


26 


420000 


AB038063 


Hs.94262 


p53-induribte ribonucteobde reductase s 


26 


452821 


AW471181 


Hs.160874 


ESTs 


26 


440138 


AB033023 


HS.31B127 


hypothetical protein FU10201 


26 


428483 


AI908539 


Ha.321444 


KIAAD344 gene product 


2.6 


441350 
405D59 


AB02069D 


Hs.7782 


paraneoplastic antigen MA2 


26 
26 


425178 


H16097 


Hs.161027 


ESTs 


26 
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442952 AT743261 

428692 AJ372B22 

456179 H75490 

414136 AA812434 

459456 AA486036 

425527 AL162Q32 

424711 NMJ305795 

417956 AA2107O4 " 

420621 AA27880B 

42569B NM_016112 

43B295 AI394151 

445550 A1242754 

450469 M955049 

456804 AL157625 

443657 R14973 

429250 H56585 

437906 AA771704 

426775 AA384564 

443372 AI7925S7 

453785 A136B236 

425465 L1B964 

422746 NhiL004484 

413450 299716 

424527 AW138558 

4t41£0 AI853304 

411402 BE297855 

445264 AJ218263 

458861 AI630223 

415227 AWB21113 

435429 AW592035 

434445 A1349306 

448570 AI923944 

452381 H23329 

422879 A1241409 

409026 AL137554 

425717 X07282 

429127 AA749382 

43829B H23542 

442717 R68362 

443555 N71710 



444517 

451813 NMJH6117 

452453 A1902519 

455870 AW462631 

437939 AW298600 

430719 AA48898S 

452864 AA033714 

432Q95 AW022273 

431086 AI829692 

407783 AW996B72 

423952 AW877787 

453403 BE466639 

408172 W02488 

430933 AW863635 

420G91 AA829433 

429761 AI2767B0 

437958 BE139550 

407494 U10072 

436464 A1016176 

407137 T97307 

446223 BE300091 

438647 AA813118 

438192 A1859065 

417218 AA005247 

440460 K92571 

414612 BE274552 

42B170 H0553O 

457343 NJH.013936 

424020 R76946 

455226 AW902103 

411965 BE467339 

432656 MML000246 

4554B8 M102322 

434340 t W193043 
404285 

418744 AI887283 
454714 AW815098 
429826 AB019494 
436397 AA714760 
448567 A153S6S2 
432865 A1753709 
440479 AA886461 
443160 AI467915 



Hs.131860 ESTs 

He.1 10103 RNA polymerase I transcription factor RR 
Ha.271930 ESTs 

Hs.1 19023 SMC2 Istractural mennlenHiice of chromes© 
Hs.190124 ESTs 

Hs.158268 Homoeaplsns mRNA;cDNADKFZp434B1272 {i 

Bs.1 521 75 cafchonin receptor-Ska 

Hs.190465 ESTs 

gfcz579c09.Tl NC1_CGAP_GCB1 Homo sapiens 

Hs.1 59241 polycystic tidney disease 2-fike 1 

Hs.37932 ESTs 

Hs.1 37306 ESTs 

Hs.281326 ESTs 

gb:DKFZp761L20t6_/1 761 {synonym: Hamy2) 
gb.7f42f10is1 Scares fetart liver spleen 

Hs.1 98308 tryptophan rich basic protein 

Hs,194626 ESTs 

Hs.108829 ESTs 

Hs.133107 ESTs 

Hb .283732 ESTs, Moderately sitnilar to ALU1.HUMAN A 
Hs.1904 protein kinase C ( lota 
Hs.119651 glyplcBn3 

Hs.75372 N-ac^Igalectosammdase, aJpha- 
Hs.267158 ESTs, Weakly similar b I54374 gene NF2 
Hs.1 209D5 Homo sapiens cDN A FU1 1446 fe, clone HE 
Hs.69655 NRAS-reJated gene 
Hs.323472 EST 

gbvad06goart RroTrlereiing Erythroid Ce 
Hs.72402 ESTs 

Hs.254414 ESTs, Weakly similar to 1805195B RNA-4nn 
Hs.1 1782 ESTs 
Hs.30913 ESTs 

Hs290880 ESTs, Weakly similar to ALU1_HUMAN ALU S 
H&.1BB092 ESTs 

Hs.49927 protein Kinase NYD-SP15 
Hs.171495 retiiVDJc acid receptor, beta 
Ks.116797 ubiqurOn -conjugating enzyme E2D 3 (homo 
HS.1817B8 ESTs 

Hs.1 80591 ESTs, Weakly similar to T2397 6 hypofoett 
Ks.21398 ESTs, Moderately similar to A Chain A. H 
Hs.1468B3 ESTs 

Hs,271S2 phoaohollpaseA2-acrjvaling protein 

gb:QV-BT009-1 01198-051 BT009 HCmo sapten 
Hs.313803 ESTs, tfghly similar to AF157B33 1 nond 
Hs.141840 ESTs, Weakly slmtiarto S59501 Interfere 
Hs.293796 ESTs 

Hs.267629 hyrjotneifcal protein OJ14Z60 
Hs.105769 ESTs 
Hs.211561 ESTs 

Hs.172028 a disintegrin and metaBoproteinase doma 
Hs.136102 KIAA0853 protein 
Hs.61 779 Homo sapiens cDN A FU 13591 fe, ckxie PL 
Ks.4 6039 phosphoglyce rate muiase 2 (muscle) 

gbiMR3^NQOl(J-27030M03-h02 SN0010 Homo 
Hs.275343 ESTs 
Hs.135173 ESTs 

Hs.121668 ESTs, Moderately similar to PC4259 ferri 

gb:Human fbrkhead family (AFX1) mRNA, pa 

Hs.269783 ESTs, Weakly simtterta ALU1J4UMAM ALU S 
ojteye53h05.s1 Soarea fetal Itver spleen 

Hs.119699 hypothetical protein FLM2969 

Hs.163230 ESTs 

Hs.337620 Homo sapiens AF63L1 BOform 1 mRNA, part 
Hs.285754 met proto-oncogane {hepatocyte growth fa 
Hs.234478 Homo sapiens cDNA: FU22648 fe, done H 
Hs.76578 protein Inhibitor of activated STAT3 
Hs.12565 ESTs 

Hb.247862 olfactory receptor, family 1 2, subfamily 
Hs.39738 ESTs 

gb:QV0-NN1022-12fl50^22Oo07 NNt 022 Homo 
H3.2B0115 ESTs 

Hs.3076 MHCctess If trenscctivator 

gixzt90f03j1 Stratagene colon (&37204) 
H8.12B6B5 ESTs. Weekly similar to T17226 hypotheS 



Hs.1 96379 ESTs, WeaWy similar to putsfre pi 50 fH 

flb:QV4-STO2l2-09H99^n0 ST02t2Homo 

Hs_225767 1DN3 protein 

Ks.240075 Homo sapiens cONA FU 13234 lis. done OV 

Hs.28338 KIAA1546 protein 

Hs.152484 ESTs, WeaWy similar to 138022 hypotheG 

Hs.208161 ESTs 

Hs.36053 ESTs 
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428978 
444670 
453459 
418122 
442875 
414373 
45876Q 
434131 
441605 
457292 
417351 



432824 
43B038 
454636 
453919 
422487 
408727 
427491 
435102 
409617 



432BB7 
407756 
401078 
410365 
425201 
457112 
455252 
444642 
419249 
428497 
457336 
427621 
423782 
430403 
429927 
408562 
417137 
436787 
440331 
429716 
417169 
453020 
4S52BS 
450654 
400432 
415747 
446346 
450209 
453202 



AA442784 
H56373 
BE047032 
R4277B 
BES23003 
AW1 62907 
AM98631 
A1858275 
AA2B5136 
A1921270 
T90278 
AA296S61 
AKD01783 
AJ732829 
AW833711 
AW959912 
AJ010901 
AL137259 
R43279 
AW899053 
BE003760 
BE149024 
AI926047 
AA11S021 

AI2B7518 
AA352111 
AW772449 
AW876527 
A1161293 
X14767 
BE010877 
AW969557 
BE621162 
AW72209 
AF039390 
MM_001115 
AW36323 
U46265 
AA908554 
AL046412 
R256B5 
R13550 
AL162039 
BE1443B4 
AJ2455H7 
AX016609 
AA381209 
A12902O5 
AW00BS21 
AW085781 
AB007&48 
U51712 
M73720 
T89839 



Hs.125445 ESTs 

Ha.332938 hypothetical proteb MGC5370 

HS.2577BS ESTs 

Rs.222l7 Homo sapiens done lMAGE:32106, mRNA seq 

Hs.23625 Homo sapiens clone TOCCTA00142 mRNA sequ 

Hs J5969 praline-rich protein with nudear target 

Ks.1 1 1334 ferritin, light polypeptide 

H3.143659 ESTs 

H&.301 914 neuronal specific transcription factor D 

HS.3348B2 hypothetical protein FU 14251 

Hb.15049 ESTs 

gb:EST1125l4 Adrenal gland lumor Homosa 

Hs.279012 hypothaEcal protein FU 10921 

Hs.194161 ESTs, Weakly similar to TA2R HUMAN, BETA 

gb:Cf\/4-TT00OB-2511D9-O43-e1 1 TT0008 Homo 

He-7076 WAA1705 protein 

Hs.198267 mucin 4, tracheobronchial 

Hs.47115 hypot&eUcat protein DKFZp434D0513 

Me.22574 ESTs. Weakly similar to I3B022 hypotheti 

H376917 F-box only protein 8 

HJL55209 Homo sapiens mRNA; cDNA DKF2p434K0S14 (F 
9b:CM0-HTO249-291099^84-cO4 KT0249 Homo 
Hs.162859 ESTs 

Hsw3B260 iihiqiibn specific protease 1B 

Hs.62669 Homo sapiens mRMA; cDMA DKFZp58BDC923 
gfcE ST60061 Activated T^cdln XX Homo S3 

hte.260081 ESTs, Weakly similar to AUU1.HUMAN ALU S 
gb;RC3-PT0028-1202DO-013^11 FT002BHotno 

Hs.280380 
HS.8976B 
HS.9B5B4 
Hs.291029 
H5.1796B2 
H^323117 
Hs.241382 
Hs.2522 
Hs.31141 
Hs.81281 
Hs.192756 
Hs.202151 
Hs.211933 
Hs.246773 
Hs.31422 



433124 
408741 
425657 
401254 
426604 
449535 
433138 
425804 
429515 
437267 
454305 
455631 BE063031 



H53354 

W15267 

AB029496 

BE501898 

AL031228 

AW511443 



401B78 
450350 
436532 
457460 
427304 
419721 
431699 
4462S2 
421229 
434273 
45608 B 
434353 
436198 
452232 
433764 
412050 
422342 
427510 
42B336 



H&.25275 
rfe.287767 

Hs.309940 

rfe,1313B 

Hsl26270 

Hs.158244 

H8.13775 

Hs.646 

Hs.119471 



gamma-aminobutyrlc acid (GABA) A recepto 
ESTs 
ESTs 

hypothetical pratem FU 12443 
ESTs 

tumor necrosis factor (fig&nd) superfami 
adenylate cyclase B {brain) 
Homo sapiens mRNA Cor K1AA1568 protein, 
mitochondrial ribosomal prolarn 821 
ESTs 
ESTs 

collagen, type Mil. alpha 1 
ESTs 

Norm sapiens mRNA; cDMA DKFZp434M229 (fr 
gb:MR0-HTO16B-19HS&-O04-c11 HT0168 Homo 
KruppeUype zinc finger protein 
Sequence 8 from Patent WO9960285 
gb£ST94257 Activated 7-celte I Homo sap 
ESTs 

Homo sapiens, clone IMAGE3446343. mRNA. 

hypothetical protein FU1158B 

KIAA0479 protein 

hypothetical protein SMAP31 

cadHDcypepUdase A3 (mast cell) 

ESTs 



T97S17 

AA721522 

AJ143312 

AA761525 

NM.00165O 

NMJ01173 

A12B3125 

AI058590 

AA913143 

BE177320 

AA630863 

AKQ01125 

AW02C603 

AW753676 

H96503 

AA309Z72 

Z47542 

AA503115 



Hs.9r/141 ESTs, WeaWy sfaflarto hypothetical pro 

HsJ23S72 low density rpo protein leoeptoMalBled 

Hs.59729 semaphorta sem2 

Hs .258189 ESTs 

Hs.204370 DNA segment on chromosome 5 (unique, pse 

Hs_258110 ESTs 

HS.2B338 WAA1546 protein 

gb:MRMTO265-231199-00^e09 BT0265 Homo 

Hs,l74880 ESTs 

gb:nv54h12r1 NCLCGAP_&w1 Homo sapiens 

Hs.1 29208 casein lunase 1, gamma 3 

Hs.163853 ESTs 

Hs.288650 aquaporm4 

Hs267831 RhoGTPaseacthrating protein 5 

Fte.150M9 ESTs 

Hs.7086 hypothetical protein MGC12435 

Hs.26303 ESTs 

Hs.15614B hypotheticat protein FU13231 
Hs/131375 ESTs, Moderately similar to ALUB_HUMAN I 
Ks<300922 Hono sapiens cDNA FU102S3 tfe, done HE 
Hs.1 58433 radial 6 poke protein 3 
Hs.39982 ESTs 

Ks.1 09Q87 Homo sapiens cDNA: FU22845 lis, done K 

gb:EST1B0209 liver, hepatocellular carci 
Hs.179312 small nuclear RNA activating complex, po 
Ks.1B3752 mlcrosemlnoprotein, beta- 
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40B813 
414109 
451678 
4199&5 
417859 
434334 
44801S 
4541S0 
44S8&5 
451800 



403568 
435209 
430371 
418033 
412095 
453519 
431071 
407939 



44457S 
408420 
417318 
4133B2 
406746 
445B98 
441817 
450551 
457940 
446135 
436907 
429399 
44B7B2 
434404 
428571 
448164 
442295 
450705 
425508 
423961 
458986 
443861 
412879 
415250 
434627 
443919 
440400 
400385 
411322 
434638 



A1580090 

BE250744 

AA374181 

H86373 

T26453 

AA912476 

AI456065 

AW177821 

A12625B4 

AW977435 

A1557290 

AW027B09 

DB7466 

W68180 

A1624707 

H8764B 

AA491379 

WO560B 

AA635062 

AI264847 

M(^_006915 

AW953937 



447849 
448005 
454201 
456669 



421516 
412167 
426910 
42SB73 
400641 
430576 
434423 
412104 
441499 
416113 
417B19 
431728 
425025 
421168 
409432 
408867 
439446 
445038 
4506B2 
455107 
458624 
449523 
428764 
453864 
4264S7 
418203 



AW339106 

APQ70523 

AW969706 

AJ010O46 

AL360159 

AW130288 

AA737171 

AA452244 

AL050295 

AW445034 

NM.006531 

R61680 

AIB27248 

U90304 

NMJJ03666 

D13G66 

AI802772 

AW449462 

BEQ92219 

F02614 

A1221894 

AI091284 

AA9S4364 

NM.0203B9 

AW887330 

H50756 

AF209A98 

A1538147 

AW207437 

AE023191 

BE467912 

AI652715 

AI362418 

AW897230 

AA470023 

AAaB4407 

M767125 

MM.006769 

AW2D5197 

AW298235 

A1272141 

AJ253112 

NMJM7351 

AW95316B 

AF182277 

D49372 

AA437199 

AJ927629 

AI635444 

Z42S93 

BE154113 

AJ362790 

NMJX10579 

Y12B51 

AW021407 

AA379913 

X54942 

AA362291 



Hs.4B295 RNA helicase family 

gb:6MJ943376F1 NlHjrfGCJ 7 Homo sapiens c 

Hs.26799 DKFZP564D0764 protein 

H&.15973 ESTs r Highly similar to bA393J16.3 [Usa 

gb:AB214F6R Infant brain, LLNL array of 

Ha.116750 Homosapfena cDNA FU 13221 fis. clone NT 

Hs.23196 ESTs 

gb:lL3-HTO059-180B99 0O7-CO5 HTO059 Hemo 

H&/I45575 ESTs 

Hs-323867 ESTs 

Rs.173536 ESTs 

Hs J87698 Homo sapiens cytomegalovirus part a] fus 

Hs.240112 K1AA0276 protein 

Hs.259855 etongafion factor-2 kinase 

Hs.5921 Homo sapiens cDNA: FU21592 fis, dona C 

Hs.33922 Homo sapiens, clone M6C90B4, rnRNA, comp 

gb3a65m5.rl Mq_CGAP_GCBl Homo sapiens 

Hs-3i2679 ESTs, Weakly sonilar to A49019 dyneln he 

Hs.50094 Homo sapiens mRNA: cONA DKFZp434O0515 (f 

Rs.22545 Homo sapiens cDNA FLJ12935 fis, clone M 

Hs.44766 refinltiB pigmentosa 2 IX-finked recess? 

Hs.12891 ESTS 

gb:RC1-0TO72O-2aO3OtMrt1-fOB BT0720 Homo 

Hs,217493 antiB»nA2 

Hs.1 3423 Homo sapiens clone 24468 mRNA sequence 

Hs.293332 ESTs 

H&J25155 naitoepithertal eel transforming gene 1 

Hs.306517 Homo sapiens TR! partite motif protein ps 

Hs.170318 hypothetical proleirr FU10147 

Hs.131809 ESTs 

Hs.16727 ESTs 

Hs22039 KJAA075B protein 

Hs.256578 ESTs 

Hs.2291 Probe hTg737 {polycystic kidney disease, 

Hs.26904 ESTs, Moderately similar to Z195_HUMAN Z 

Hs.224398 Homo sapiens cDMAFU11469 fis, clone HE 

Hs. 25351 Iroquois horns o box protein 5 

H3 .16B205 base leucine zipper nuclear factor 1 (J 

Hs.136348 osteoblast specific factor 2 (fascjclm 

Hs,208655 ESTs 

Hs.134743 ESTs 

gML^0734-24040{W71-804BT0734 Homo 

Hs.27319 ESTs 

Hs.3931 1 ESTs 

HsJ35224 ESTs, Weakly similar to A47582 B-cell gr 

Hs.1 25594 ESTs, WeaWy dmllar to T25472 hypofiieB 

Hs.28 31 04 putative capacUaVve cata'um channel 

Hs.172405 eel divfeton cyda 27 

gb:ypB0cO6.r1 Scares fetal fiver spleen 

Hs.42636 zinc finger protein 277 

Hs.164277 ESTs 

Hs/170378 ESTs 

Ks.44131 KIAA0974 protein 

Hs,154294 discs, large (DrosophUa) bomolog 1 

Hs_27D811 ESTfi 

Hs.1 05379 FT005 protein 

gbcCMO-NNO057-l5O*30O-335-a11 NN0057Homo 
Hs.190089 ESTs, Moderate!/ similar to ALU1 JHUMAN A 

Hs.21 1 595 protein tyrosine phosphatase, non-iBcspt 

rts.293574 ESTs 

Hs.3844 UM domain ortly 4 

Hs.240951 Homo sapiens, Similar to RIKEM CDNA2210 

Hs.1 01 689 ESTs 

Ks.63484 SRY (sex determining region Y>box4 
Hs.133540 ESTs 
Hs.2fiB107 rrwTOmerin 
Hs.12407 ESTs 

Hs.330"/80 cytochrome P450, suNamlly HB (phenobar 

Hs.54460 small Inducible cytokine subfamily A (Cy 

Hs.656 call division cycle 25C 

Hs.57873 ESTs 

Hs.143917 dJ467N1 1.1 protein 

Hs.25320 Homo sapiens done 2S142 mRNA sequence 

gb:PMl-HrO34O-l5l29W303-a0B HT0340 Homo 
Hs.27B639 KIAA1664 protein; likely homolog of mous 
Hs.54443 chemcWrB (C-C motf) receptor 5 
Hs.193470 punnergic receptor P2X, llganrj-gated lo 
H s-21068 hypothetical protein 

ob:ESTB2BD7 Skin tumor I Homo sapiens cD 
HB.B375B ' CDC28 protein kinase 2 

gb£ST95683 Testis 1 Homo sapiens cDNA 5 
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447357 


AI375922 


Hs.159367 


452631 


AI188658 


Hs.B7496 


405041 






405472 






409744 


AW67525B 


Hs.56255 


43386B 


AA612960 


Hs3373fl0 


437119 


AI379921 


Hs.1 77043 


455114 


AW857121 




431613 


AA01B515 


Hs.264482 


43493G 


A1285970 


Hs.1 83817 


4Q8918 


BE218603 


Hs.279708 


444106 


A1123922 


Hs.138215 


416580 


TB1572 


Hs.79385 


430299 


YY2B673 


Hs.106747 


446659 


A1335361 


Hb.226376 


41 8636 


AW749855 




434995 


AW974995 




439005 


8E151746 




444755 


AA431791 


Hs.1 13823 


427131 


AA448460 


Hs.1 12017 


442039 


AW27624D 


H&.12B3S2 


446595 


AB014544 


Hte.21572 


432949 


AA570749 


Hs.29fi866 


444314 


A1140497 




417420 


Tasiso 


H3.2B86U 


42755t 


TS6203 




420057 


AA806B99 


Hs.184387 


434950 


AW974B92 




425497 


AA524596 




438214 


HOB076 


H^2fi320 


416100 


H13700 


Hs.263799 


419637 


W27493 




449432 


AW451361 


Hs.196529 


454403 


BE069965 





419179 AW275291 
438391 AJ227892 
449511 A1436167 
447499 AW262580 
407244 M10O14 
412877 BE011168 
435985 AA703154 
440674 BE551546 
446476 AW294072 
444100 AA383343 
435731 AA699581 
437105 AA744554 
406091 

457024 AA397546 
404249 

419556 U29B15 
424943 AU077260 
444229 AV548513 
404860 

432223 AA333283 
410467 AF102546 
420843 H96882 
434927 H48912 
413642 BE154837 
436990 AA745625 
441235 AI884586 
445748 U8D7GB 
451016 AW955599 
409073 AA06345B 
418762 AI792E48 
447870 BE139479 
437370 AL359567 
4247B5 AA428211 
407385 AA510150 
424049 AB014524 
425398 ALD49689 
430702 U56979 
409620 AA076Z7B 
441675 AI914329 
430884 AFD53748 
445523 Z30118 
416972 BB019B70 
443547 AW271273 
417583 AA668782 
422182 AL043B92 
404513 

410999 AWB13004 
44B508 A1524673 
434811 AW971205 



ESTs 



Homo sapiens mRNA; cONA DKFZp5B6P2321 {f 
ESTs 
ESTs 

gb:RC1-CTO302*O4O40O-017^12CT0302 Homo 
Homo sapiens mRNA; cDMA DKFZp761A04l 1 (f 

ESTs 
ESTs 

Homo sapiens cDNA FU11400 fis, clone HE 
Human clone 23574 mRNA sequence 
serine catoxypepUdase 1 precursor pro I 
ESTs 

gb:QV4-BT0534-281299-053-cO5 BT0534 Homo 
gb:EST38710D MAGE resequences, MAGN Homo 
gb:PM14TTQ3O5-O61299-0Q3-eQ6 HT0305 Homo 
CIpX (cassnolylfc protease X, E. cofi) 
GE36gene 
ESTs 

K1AAC644 gene product 
ESTs 

gb»w76bQ9.Bl 5caresJetalJivBr_spleen_ 
ESTs 

gb.7e48b07.r1 Sosres tetaj liver spleen 
ESTs 

gb:EST386997 WAGE resequences. MAGN Homo 
gb:nh34b023l NCI_0GAPJ>r3 Homo sapiens 
TRABIO prolan 
ESTs 

p>:3lh10 Human retina cDNA randomV prim 
ESTs 

gb:RC3-BT03l&-12020T>Ol4-a09 BT 0319 Homo 
Hs.113009 hypothefcal protein FU22527 
Hs.148274 ESTs 

Hs.296261 guanine nucleotide binding protein (G pr 
Hs,l47674 protocanTiBTin beta 16 
Hs.75431 fibrinogen, gamma polypeptide 

gb:PM3^N02te-10050aWdQaBN0218 Homo 
Hs.1 91934 ES T s 

oJo:60134720eF1 NI>LMGC_8 Homo sapiens cD 
Hs.141376 ESTs 

Hs.221 15 CDC14 (cell dSwsion cyde 14. 5, cerevi 
HSJ86B11 ESTs 
Hs.222127 ESTs 

Hs.1 19151 ESTs 

Ks.91093 chHinasB 1 {cNbUtoa'rfase) 
Hs.153924 oBBllvasGOclated proleto kinase 1 
Hs.282397 ESTs 

Hs.1 21001 Homo sapiens, clone IMAGE^460280. mRNA 
Hs.63931 dachshund (Drosophlla) ho mo log 
Hs^2321 ESTs 

Hs.293815 Homo sapiens HSPC265 mRNA. partial cds 

gb:PMl-HT0345-121 1 9 WJ01-cQ8 HT034S Homo 
Hs.29 1414 ESTs, WeaWy similar to ALU8 JttJMAN ALU S 
Hs.135570 HomosaplenscONA: RJ2126Bfis, done C 
Ha ,13252 Human EST clone 22453 mariner transposon 
Hs.247324 mitochondrial riboscmal protein SU 

gb2f7la07.s1 Scaresj)lneaijlffliOI3HPG 
Hs.146fiS ESTs 
Hs.151492 ESTs 

Hs.161962 Homo sapiens mRNA; cONA DKFZp547D023 fjr 
Hs. 284256 hypolheHcal protein FU 14033 similar to 
Hs.272072 ESTs, WeaWy similar to I3BQ22 hypotheti 
H3.13B3B0 KIAA0624 protein 
Hs.156369 hypothetical protein similar to tensacVi 
Hs.250651 H factor 1 (comptemenQ 
Hs.13277 hypolhahcal protein FU22054 
Hs.5461 ESTs 

Hs24B114 glial cell derived raurolrophte factor 
HS.2937BB ESTs, Moderately similar to unnamed prot 

gb:bb28c01jtt NlHJW3Q_5 Homo sapiens cON 
Hu-23767 hypomefical protein FU12866 
Hs.191284 ESTs, WeaWy simitar to ALU INHUMAN ALU S 
Hs,1B0582 Homo sapiens cONA: FU21836 fls. done H 

gb«C3-ST018&230300O19-rr02 8T0186Homo 
Hs.38170 ESTs 
Hs.114280 ESTs 
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457G65 
407945 
419865 
423596 
455B07 
435867 
440196 
401213 
407291 
442490 
452943 
438138 
440283 
447039 
412777 
421424 
406673 
440556 
461516 
424690 
421046 
423604 
409029 
444205 
451836 
454784 
423673 
436671 
434988 
452B62 
439480 
410605 
426535 
432239 
430217 
417479 
421253 
43B180 
439715 
44139B 
443055 
413555 
448831 
412953 
430789 
422757 
423003 
428595 
437887 
447720 
452355 
40B374 
4403B1 
425478 
432231 
431757 
417517 
452837 
417425 
423739 
41G847 
425876 
457411 
413135 
420313 
421751 
424827 
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AI476318 Hs.192480 ESTs 

JS92QB Hsj606 ATPase, Cu++ transporting, alpha pofypep 

NM_007020 Hs.93502 U1-snRNP binding protein homotog (70kO) 

AA328195 H5.234101 ESTs, Weakly similar to CTL1 protein [H. 

BE141 140 gb:MRO-HT0075^)21299'(»6^07 HT0075 Homo 

AA954229 Hs.1 14052 ESTs 

N72847 Hs.125221 ESTs 

tf>:zB45b01.r1 Soares retina N2b4HR Homo 

Hs-30212 thyroid receptor interacting protein 15 

Hs.31082 hypothetical protein FLM0S25 

Hs.177502 ESTs 
Hs,l9G4B9 ESTs 
Hs.2B2915 ESTs 
Hs.270123 ESTs 
Hs.258776 ESTs 

Hs.19B253 major histocompaiiMiry complex, class 
Hs.6853 hypothetical protein FU22167 
Hs.12024 ESTs 

Hs.1 51777 eukaryofc translation initiation factor 
Hs^GOBl ESTs 
Hs.258901 ESTs 

9biaV1-BT06Bl-290400-181-g02BT0681 Homo 
Hs.146492 EST6 
Hs.173220 ESTs 

gfcRCO-STO299-1B010Ml 2-elO ST0Z99 Homo 
matrix metaloproteinase 1 2 {macrophage 



439275 
449272 
454352 
428758 
407242 
445326 
423778 
452607 
423161 
418851 



432565 
437511 
430957 



M001464 
AW965078 
BE247449 
R98299 
AT732892 
AV651798 
AI335773 
AW462690 
M34996 
D31292 
A16O0515 
BE53635G 
AA81QB54 
AA4B5585 
GE087607 
AW3Q1017 
TB3673 
AW62062S 
BE003054 
AW137159 
AW18055 
AW37B065 
ALQ38511 
AW418779 
AU077012 
X81334 
M47663 
AI057052 
AU88102 
AA80B189 
AA524504 
AA932398 
AV6S3742 
A1133452 
AL080123 
Z45794 
AA632577 
AI909935 
AL120077 
AB037795 
AA811524 
A1038765 
N54926 
AW025430 
AA917808 
AB0079S3 
AA339977 
AA196930 
ARHM76 
AL121053 
NM.002291 
AA38B155 
L43S21 
AW0O5BB7 
AWW5961 
BE066941 
AB023230 
AWB13731 
A1057O94 
A1239495 
AF036093 
AW137666 
AW3fl9663 
AA433S88 
M 13726 
A1220O72 
Y 09267 
AI160029 
AL049227 
AJ417828 
AW00341 
AA553477 
AJ80750O 
A1937072 
AA365649 



Hs.1695 

Hs.146151 ESTs 
Hs.161160 ESTs 
Hs.B6B7 ESTs 

Hs. 125316 ESTs, Weakly similar to S33990 finger pr 
Hs.114689 ESTs 

HS.2BB5B2 ESTs, Weakly similar to ubiquitous TPR m 

Hs.2936 matrix metal ^proteinase 13 (collagen ase 

Hs.336901 ribosomat protein S24 

Hs.133554 ESTs, Weakly similar to Z195_HUMAN ZINC 

Hs3102B ESTs 

Hs.272151 ESTs 

Hs.4261 2 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.292036 ESTs. WeaWy slmJIar to B34087 hypolheti 
Hs.15536 hypothetical protein DKFZp761 J139 
Hs.75431 fibrniogen,9arnmapotypBpede 
Hs.22182 zinc flngerprateln 23<KOX 16) 
Hs.236809 ESTS 

Hs.310235 ESTs, WeaWy similar to 178885 serine/th 
Ks.65551 Homo sapiens. Similar to DNA segment. Ch 
Hs/122967 ke!ch(DroBophila3-llk92(Mayven} 
Hs.186547 WM1 374 protein 
Hs.29263 hypothetical protein FU11B96 
Hs.161304 ESTs 

Hs.29202 G protein-coupled receptor 34 

Hs.155591 foildiead lXK F1 

H5.1S0495 ESTs 

H&.26B840 ESTs 

Hs^74127 CLST 11240 protein 

Hs.268526 Homo sapiens chtomosorno 2lq22.1 anonymou 

Hs.82238 POP4 (processing of precursor , S. cerev 

Hs.5534 Homo sapiens cDNA FU 12961 lis. done NT 

Hs.82124 toratoln.beta1 

H537BQ0 ESTs 

Hs.B0261 enhancer of filatnanlatlon 1 (cas-Jike do 
Hs.234058 ESTs 
Hs.130093 ESTs 

gb:PM0-BTO34(M>9l299-002-a11 BT0340 Homo 
Hs.96427 KIAA1013 protein 
Hs.159153 ESTs, Moderately similar to S65657 alpha 
Hs.96867 Homo sapiens cONA; FU23155fe. clone L 
Hs-120189 ESTs 
Hs/141556 ESTs 
Hs.197645 ESTs 

glKRC2-ST0166M)71299-013^)6 ST0168 Homo 
HS.SB502 hypothetical protein FU 14303 

gbiHuman nonspecific crossreacSng anttg 
Hs.165B93 ESTs 

Hs.132821 flavin containing monooxygenase 2 
Hbj61438 ESTs 

Hs.1 24776 Homo sapiens mRNA: cDNA DKFZp564N1 1 16 (1 
Hs.192435 ESTs 
HbJ2D4S1 ESTs 
Hs.152428 ESTs 
Hs.125247 ESTs 
Ha-55043 Horrvosapii 



a cDNA RJ13277 lis. clone OV 



Hs.269478 ESTs. WeaWy slmlarto PC4259 ferrtOn 
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448225 A1476429 
40B955 BE31S170 
416509 N57713 
41S699 AA24B998 
428976 AL037524 
458925 R15891 
440348 AW015802 
436340 R42246 
444190 A1876918 
43B462 AI624122 
411124 AW196937 
4421 36 AA445S73 
412505 AA374491 
418236 AW99400S 
423582 BE000831 
453901 BE065902 
416565 AK001529 
433404 T329B2 
409517 X9O7E0 
439871 RB8516 
445641 A12459B7 
445276 AW241510 
436347 AJ297351 
437770 AA7S7881 
409054 AA062954 
442607 AA507576 
449B69 W57990 
422106 AA297S14 
418251 AA832123 
432005 AA524190 
413638 H71252 
415980 R52414 
449232 AW19278Q 
430882 BE174240 
454369 AW752571 
436089 WD6391 
400238 
40448B 

407809 AW082279 
412303 AW93633G 
420478 AA521259 
422711 DG0641 
424073 U03493 
425567 AA381579 
435708 A13S2949 
441417 A1733297 
445117 A1208754 
447197 R36075 
43422a Z42D47 
445527 W39694 
445280 AW0550G3 
420653 A1224532 
419926 AW900992 
447541 AK00Q2B8 
424408 A1754813 
41 1693 R82845 
426192 AA424051 
435634 TB2384 
437637 AJ003029 
438018 AKC01160 
446164 AW273639 
450232 BE300815 
439699 AF08G534 
402745 

43400B M74087B 
439492 AF086310 
436653 BE328074 
417648 R06552 
427690 A1253134 
414217 AI309298 
450229 RtB7l7 
400756 

408U7 AK002089 



AJ8217B7 

AW288583 

BE066976 

AW022715 

H05430 

AW30024B 

AL134708 

AA359291 

AV6499B9 



Ks.19238 

Hs.80B7 

Hs^60899 

Hs.173044 

Hs.194695 

H&-2815B7 

Hs.47023 

Hs^1606 

Hs,10S26 

Hs.B9578 

Hs.53929 

HS/I33Q3 

Hs.21734 

H&337534 

Ks.23837 

Hs.86149 

rte/102720 

Hs.120036 

Hs.46736 

Hs.149442 

Hs.252713 

HS.3Q824 

Hs.122897 

Hs,141863 

Kb.288361 

Ha.60059 

Hs.1 11749 

H8.177723 

Hs.120777 



HsJ96080 
Hs.79024 

Hs,83623 



ESTs 

NAG-5 protein 

ESTs, Moderately similar to ZN91_HUMAK Z 
ESTs. Weakly similar Id 138022 hypottiBti 
ras homotog gene family, member I 
Human (clone CTG-A4) mRNA sequence 
ESTs 
ESTs 

cysteine and glydne-rich protein 2 
general transcription factor HH, polype 
ESTs, Weakly smlar to ALl)B_HUMAN 
Homo sapiens cDN A: FU21764 fis. clone H 
ESTs 
ESTs 

Homo sapiens cONA FUJ1 1812 fts, clone HE 
gb:RC2-BT031B-l5020CM)11-t;09 BTC316 Homo 
phcspnoinositcl 3-phosphale-Wndlng prol 
ESTs 

troponin I, cardiac 
hypothetical protein FU 23476 
ESTs 
ESTs 

leucine zipper transcription feetotffce 

ESTs 

ESTs 

Homo sapiens cONA: FU22696 fis, done H 
Homo sapiens cDNA FU1 147B fis, clone HE 
postmeJtrfk: segregation Increased (S. ce 
ESTs 

ESTs, Weakly similar to ELULHUMAN RNA P 
gb-7s12h12^1 Scares fetal liver spleen 
gb:yg60b05.rt Scares infant brain 1Mn3 H 
ESTs 

heterogeneous nuclear dbonudeoproteln 
gb:IL3XT0213-l70100-05Sf02 CTQ213 Homo 
nuclear receptor subfarrily 1, group I. m 



433643 
442076 
455665 
432242 
439920 
432436 
429493 
425555 
450101 



Hs.244105 ESTs 

gb:QV4-DTW21.28l29*070s11 DTDQ21 Homo 

Hs.193796 ESTs 

Hs.21739 Homo sapiens mRNA; cDMA DKFZp586l15l8 (f 

H6.138959 gap junction protein, alpha 7, 45kD (con 

Hs-182962 ESTs 

Hs75169 ESTs 

Hs.144474 ESTs 

Hs.147389 ESTs 

gb^h8BbOU1 Scares placenta Nb2HPHomo 

Hs^83978 Homo sapiens PR02751 mRNA, complete cds 

Hs.63286 ESTs. Weekly similar to 514747 sphlngomy 

Hs.306088 v-crk avian sarcoma virus CT10 oncogene 

Hso88550 ESTs 

Hs.93796 DKFZP56602223proteto 

Hs.18800 hypothetical protein FU20281 

Hg.145428 collagen, type V, alpha 1 

Hb.273789 ESTs 

Hb-304742 ESTs 

gb^c14f05j1 Stratagenelung (937210) H 

Hs.65792 synlrophin,gamma2 

Hs.5999 hypothetical protein HJ10298 

Hs.288750 hypothetical protein FU23577 

Hs.201326 ESTs 

Rs/187561 ESTs, Moderately similar to ALU 1.HUMAN A 

Hs.1 12982 ESTs 

Hs.103159 ESTs 

Hs.148661 ESTs 

gbryf09e1Zrt So ares fetal liver spleen 

Hs.283410 ESTs 

H&379898 Homo sapiens cDNA: FLJ23165 fis, clone L 

Hs.6929 hypothetical protein FU1 1362 

Hs.45080 Homo sapiens cOfJA PU 11 227 6s. cbne PL 

Hs.179566 ESTs 
Hs.262629 ESTs 

gb:PMOer0340-21 1299^K)3-c12 BT0340 Homo 
Hjl162160 EST*, WeaHy similar to AUMjttJMAN ALU S 
Ks.286433 neuratorrui 
Hs. 181 693 ESTs 
Hs.145998 ESTs 

H6.130767 Homo sapiens cDNA: FU23553fis. done L 
Human hbc647 mRNA sequence 



Z3 

2.3 

2.3 

Z3 

23 

2.3 

23 

23 

2.3 

23 

2.3 

2.3 

2.3 

2.3 

13 

23 

23 

2.3 

£3 

2.3 

2.3 

23 

2.3 

23 

Z3 

2.3 

23 

2.3 

2.3 

23 

23 

23 

23 

2.3 

2.3 

23 

23 

23 

23 

2.3 

23 

23 

23 

23 

2.3 

23 

23 

2.3 

22 

2.2 

22 

22 

22 

22 

22 

22 

22 

22 

2.2 

22 

22 

22 

22 

2.2 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

2.2 

22 

22 

22 



353 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



442757 


At73952B 


430212 


AA459153 


437146 


AA730977 


432101 


A1918950 


459644 
453887 


i 

BE564037 


431170 


AW971246 


428062 


AM206B3 


443662 


AJ 38 3061 


400441 


M15530 


453874 


AW5917B3 


425810 


AI923BZ7 


433037 


NMJM4158 


407162 


N63B55 


441826 


AW503603 


446901 


A1347274 


454766 


AW866497 


414221 


AW450979 


459S08 


AL119471 


400639 




406149 




424027 


AW337575 


427531 


AA4QS097 


448353 


BE407125 


417669 


T&9B98 


449650 


AF055575 


452335 


AW16B944 


419216 


AU 076718 


44774B 


A1422023 


403534 




410594 


AW77077B 


438650 


AW976002 


439626 


N22415 


444540 


A1S93927 


450024 


AA005129 


450221 


AA328102 


439443 


AF0B6261 


418824 


AW751661 


451273 


NM_0t4811 


430607 


AW973521 


432702 


AW973953 


414195 


BE253293 


425570 


AA359558 


414935 


C15571 


453153 


N53893 


430632 


AI073913 


439867 


AA847510 


419780 


M713522 


433420 


A1674093 


434690 


AI867679 



Hs.28345 ESTs 

gbrnc67f04.s1 NCi^GGAP w Pr1 Homo sapiens 
gb:nw55f05.s1 NCLCGAP^Ewl Homo sapiens 

Hs.1 23542 EphA3 

Hs 35237 hypoUiEtLcaJ proton 
Hs.291022 ESTs 

H5.9B321 hypothetical protein FU14103 

Hs.47248 ESTs, Highly sfoilar to similar to Cdct4 

Hs.99879 B-cbII growth fetor 1 (12kD) 

Hs.36131 collagen, type XIV, alpha 1 (undufln) 

H*31903 ESTs 

Hs.279938 HSPC067 protein 

Hs. 142634 zinc finger protein 

Hs.129915 phospholriesterase related 

gb:to05d02x1 NQ_CCAP_Co18 Homo sapiens 
flbcO^M-SN^^nOAOO-nB^O? SN0024 Homo 
gb:UWBI3-afe-a-l2-0-lJl.s1 NCLCGAP^Su 
gb:DKFZp76tMM1_r1 761 {synonym: hamy2) 



Hs.201591 ESTs 

Hs.97957 ESTs 

Hs.231510 ESTs 

gb:ye68g01 j1 Scares fetai liver spleen 

Hs.23838 cerium channel, voltage-dependent, L ty 

Hs.61272 ESTs 

H$.164021 small inducible cytokine subfamily B (Cy 

Hs.161338 ESTs 



436572 AA723274 

447044 AFO30107 

431688 AA51390S 
403133 

414685 M157S31 

432111 AW972777 

410073 AW40B163 

448659 AT79279B 

429525 N92540 

446565 D13757 

4223BS AF105374 

406687 M31126 
403378 

431369 BE184455 

438580 AAB11262 

409191 AW818390 

412262 BE160168 

411S6S AA0S9113 

443915 Z40763 

427765 XB1053 

446094 AKD01760 

4364B6 AA742221 

411139 AWB19461 

409070 AA063003 

432713 AU 16523 

419384 AA490856 

416858 AW9&1605 

40B444 AW661B39 

432*28 AA127221 

418027 AB037807 

446060 Z42061 

436196 AK001084 

411987 AA375975 



Ksaai238 
Hs.258402 
Hs.1890BO 
KSJ265165 

Hs.24641 

Hs.127892 

Hb.53542 

Hs.26163 

H&247324 

Hs.293744 

Hs.B9605 



Hs.24360 

Hs.100686 

Hs.161292 

Hs,87752 

NsJZ93961 

Hs.148410 

Hs.279596 

rk.17165 



ESTs 
ESTs 
ESTs 
ESTs 

gb:zh90h08.r1 Soares_fatalJlver^pleen_ 
gytoskeJeton associated protein 2 
ESTs 

choreoacanthocytosls gene; KWAQ986 prot 
KIAAOE49 gene product 
mUDdiDndrtal rihosomal protein S14 
ESTs 

chdfnergc receptor, nicotinic, alpha p 
Hb:EST68590 Fetal lung II Homo saptans c 
gb:Cl5S71 Ctarttech human aorta pdyA+mR 
ESTs 

ESTs. Weakly Glmllar to JE0350 Anterior 

ESTs 

ESTs 

ESTs, Moderately similar to putative DNA 

ESTs 

ESTs 

regulator of G-protelh slgrtalfoig 13 
gb:ng67c08.s X NCLCGAPjJp2 Homo sapiens 



Hs^JB9276 ESTs, Moderately simllarto S65657 alpha 

tf}:E8T3B487t MAGE resequences, MAGL Homo 

Hs. 58483 catenin (cadhedn-assoclated protein), a 

Hs.12496 ESTs, Weakly similar to ALLM_HUMAN ALU G 

Hs.205353 ectomicteoslde triphosphate dlpnosphohyd 

Hs.311 phosphoribasyl pyrophosphate acmdotransf 

Ks.115830 heparan sulfate (gtosarmne) 3-Osuttot 

Hs.272620 pregnancy specific bela-1 glycoprotein 9 

H&J51754 secretory leukocyte protease inhibitor { 

Hs 299202 ESTs 

Hs.175613 bomotog of Xenopus Claspln 

gb^JVt-HT04 13^10200059^05 HT0413 Homo 

Hs.1 18609 ESTs 

Hs.135292 ESTs 

Hs.180623 collagen, &pe W, alpha 4 

Hs.13801 KJAA1685 protein 

Hs.120633 ESTs 

gb:RC5-ST02&3-061299-03t'C03 ST0293 Homo 

HSJ2245S0 ESTs 

Hs.29494 PR01 91 2 protein 

HsJ39429 ESTs 

Hs.21145 hypothetical protein RG063MD5.2 

Hs.253204 ESTs 

Hs.117037 ESTs 

Hs^3293 hypothetical protein 

Hs.27004 ESTs 

H&.33349B Homo sapiens cDNA RJ10222 fia, clone HE 
Hs.183380 ESTs, Moderately similar to ALU8_HUMAN A 



22 

2.2 

2-2 

2.2 

2.2 

22 

22 

2.2 

2.2 

22 

2.2 

2.2 

2.2 

22 

2.2 

22 

12 

22 

2.2 

2.2 

22 

2.2 

22 

22 

2.2 

2.2 

2.2 

2.2 

22 

22 

22 

22 

22 

22 

2.2 

22 

2.2 

22 

22 

2.2 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

22 

2.2 

22 

22 

22 

22 

22 

22 

22 

22 

2.2 

22 

22 

22 

22 

22 

2.2 

22 

2.2 

22 

22 

22 

22 

22 

22 

2.2 

22 

22 

2.2 

22 

22 

22 

22 



354 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



443401 


A1394C67 


Hs.1 60159 


4246S5 


AW36B576 


Hs.139B5l 


416143 


AL955650 


Hs.79033 


42B261 


AW242243 


Hs.16B670 


414564 


AA1648Q3 


Hs.71994 


427997 


NM.017413 


Hs.303084 


419160 


AA911342 


Hs.35524 


420111 


AA255652 




442879 


AF032922 


Ks.8613 


430466 


BE0S2109 


Hs.241551 


453823 


AL1379S7 




432074 


AA525248 


Hs.U9723 


431 B48 


AJ37BB57 


Hs.126758 


447072 


DS1594 


Hs.17279 


4Q9723 


AW8B5757 


Hs.257862 


425627 


AFG19612 


H3O97007 


435090 


BE217923 


Hs.149595 


449369 


AA001255 


Hs.27260 


425514 


AF112345 


Hs.158237 


455821 


BC143341 




427224 


AL135554 


Hs.101937 


4322B4 


AA532807 


HS.1G5B22 


403467 






436032 


AA150797 


Hs.109276 


404355 






434205 


AF119861 


Hs.263032 


405257 






402103 






456649 


K74441 


Hs.117176 


432965 


T92363 


Hs.178703 



417849 AW2392B5 



431277 


AA5D1B05 


454056 . 


A1368B36 


401694 




423531 


AW752782 


431354 


AW971362 


44S90B 


R13530 


449390 


AL035414 


449939 


TB642Q 


45567B 


BE066007 


404555 




41B186 


BE541042 


419901 


AA897581 


4495B1 


A1989517 


419229 


AI827237 


403891 




423728 


AW891294 


443479 


AF027219 


425329 


AIS61644 


453345 


AA302862 


424335 


AW02150B 


451072 


AA013451 


417845 


AL117461 


411571 


M122393 


43B035 


AA938198 


432374 


WBB815 


400241 




408908 


SE296227 


409564 


AA045857 


411151 


AW86G497 


446009 


A1389B85 


456B55 


AF035S2B 


416441 


BE407197 


414891 


R27124 


430172 


AA468591 


422109 


S73265 


422985 


AU076411 


448552 


AW973853 


422373 


AK001343 


450726 


AW204600 


43B379 


N23D18 


412608 


AA247995 


451270 


AW341392 


412140 


AA219691 


415982 


CO 5837 


415533 


T74009 


437132 


AL049353 


415304 


T66079 


450152 


AI138635 


421147 


AW592157 


421413 


AI826128 


451750 


AA28D851 


417924 


AU077231 



ESTs 

caveofn2 

gUhaminyl-peptide cyclrjtransferase (glu 
peroxisomal famBsyfated protein 
ESTs. Weakly similar to 138022 hypolhett 
apelin; peptide Ugand for APJ receptor 
KIAA1559 protein 

8b2s21h11.r1 NCLCGAPJ^CBl Homosapiens 

syntexin binding protein 3 

chloride channel, calcium activated, (am 

5bJJKFZp761D2315_r1 761 (synonym; hamy2) 

ESTs 

ESTs, Highly similar to AF175283 1 zinc 
lyrosylproteln sulftfransferase 1 
ESTs 

membrane-bound transcription factor prol 

ESTs 

ESTs 

totegrin. alpha 10 

gb:MRO-HTO162-191O99-002-d04 KT0162 Homo 
sins ocufe homeobox (Drosophila) homolo 
ESTs 

latex in protein 



Ks.62359 tumor necrosis factor receptor superfami 
Hs.249965 ESTs 

Hs£480& ESTs, Weakly similar to 138022 hypottieU 

Hs.129750 hypoUiefcal protein FU10546 
Hs.294016 ESTs, Moderately snrlar to B34087 hypot 
Hs.13436 Homo sapiens done 24425 mRMA sequence 
Hs,210S8 hypolhefcai protein 
Ks272139 ESTs 

gb:RCMT031&-!2020W)l4-d09BT0319 Homo 

Ks 23240 Homo sapiens cOr4A; FU21 648 Us, clone H 

Hs.128773 ESTs 

Hs.181605 ESTs 

Hs.282884 ESTs 

Hs/132136 solute carrier family 4 t sodium bicarbon 

Hs.9443 zinc finger protein 202 

Hs-145444 Homo sapiens cDNA FU1 1494 fls, clone HE 

Ks.90063 neurocBTrin delta 

Hs.28170 ESTs 

Hs.117929 ESTs 

HS.B2719 Homo sapiens mRNA; cDNA DKFZpSB6F1822 (f 

Hs.7081 1 hypothetical protein FU20516 

Hs.146123 pory(A) polymerase gamma 

Hs.301885 Homo sapiens cDNA RJ 11346 fe, done PL 

Hsl250822 88 itoaAhrecntae kinase 15 

Hs.54943 fracture callus 1 (ret) homotog 

p>:Cft«.SNOQ24-17040^17&e07 SN0024 Homo 

Hs.231926 ESTs 

Hs.153863 MAD {mothers against decapentapleglc, Dr 

0>.601301552F1 NlhLMGC^21 Homo sapiens c 

Hs.268754 Homo sapiens cDNA FU11949 to. done HE 

HS.161BB9 ESTs 

Ks.1473 gasWn-reteasing peptide 

Hs.1 602 dlhydropyrimkfine dehydrogenase 

Hsl20104 hypothetical proton FUO0O52 

Hs.115700 Homo sapiens cOMA: FU2351 5 fa, clone L 

Hb.2505O5 Tetindc acW receptor, alpha 

Hs.171391 atemraial binding protein 2 

Hs.4469d Homo sapiens dons TCCCTA001 51 mRNA sequ 

Hs.235795 ESTs 

Hs.73625 RAB6 toteradrng, Unesln-lite (rabklnes 

Hs.145807 hypothelical protein FU13593 

Hs^6873B ESTs. Weakly sTmilBr to ALU7JWMAN ALU S 

HS.29726B ESTs 

Hs.12799 ESTs 

Hs^29E8 Homo sapiens clone IMAG&451 939, mRNA sa 
Ks.293299 ESTs 

Hs.57637 ESTs, Weakly Bimilar to A43364 59 profei 
Hs326930 ESTs 

Ks.82932 cyciin D1 (PRAD1 : parathyroid adenomatos 
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406945 
452449 
436009 
418637 
420495 
449203 
437751 
428412 
425707 
441967 
403317 
406018 
4t0566 
416747 
431229 
435148 
436349 
446895 
44 B 532 
442762 
442738 
451 B74 
443076 
443484 
43DBB6 
44610D 
407624 
435079 
426923 
422496 
4133B5 
406418 
446733 
427434 
42B522 



K01383 

AW0S865B 

H57130 

T8B737 

A1338247 

A1634578 

AA767373 

AA42B240 

AF1154Q2 

AA972742 

U02687 



AA373210 
AW876523 
AA496479 
A1918049 
AM45255 
AA1B6655 
AI538B80 
AF035119 
AW002370 
AW963137 
AJ133123 
AJ091468 
NMJJ01942 
AW9S7109 
AW157431 
M664192 
BE04769S 
AA311301 
M34455 
AWS63897 
AABS3360 
BE538374 
W26418 
AW088369 
416996 W91892 

Nl^.012337 



409000 
418894 
424687 
437378 
454100 
452766 
437311 
400631 
440028 
426490 
424103 
407995 
449911 
449509 
452762 



L116S0 
W73921 
J05070 
AI198823 
AI69323; 
R61362 
AA370041 
AF173937 
AW473675 
NM_001621 
NMJB1918 
AI0S4749 
AI262106 
AA0D1615 
AWS01435 



422839 


A1674784 


435040 


A1932350 


401200 




416246 


H99169 


442262 


BE170551 


449764 


H00820 


453508 


AW613920 


446965 


BE242B73 


41279B 


AW996657 


416085 


H18Q72 


418378 


AW982D81 


455995 


BE17WQB 


422411 


AW749443 


410866 


AWB51207 


446893 


A1610B18 


442992 


A1914699 


407021 


U52077 


43693B 


AW139660 


433194 


AB040B83 


454790 


AW82Q652 


431130 


NM_O061O3 


434739 


AA804487 


406466 




457023 


AA001732 


416226 


N55342 


422305 


BE044325 


432810 


AA863400 


412694 


R09778 


430602 


D13752 


436981 


AA74D891 



Hs.173451 metallolhlojieln 1A (funcfional) 

Hs.20943 ESTs 

Hs.120925 ESTs 

Hs.193536 ESTs 

Hs.98314 Homo sapiens mRNA" cDNA DKFZp5B5U)1 20 \\ 

HSJ282121 ESTs 

Hs.35689 ESTs. Moderately similar to ALU1 JiUMAN A 

Hs.126063 ESTs 

Hs.11713 E74-like factor 5 {efc domain transcript 

Hs.209786 ESTs 

HS.3B5 fms-reiated tyrosine kinase 3 

Hs.43047 Homo sapiens cDNA FU135B5fis. done PI 

Hs.15929 hypothetical protein FU12910 

Hs.258929 ESTs 

HS.1249G1 ESTs 

Hs.115315 ESTs 

Hs.282603 ESTs 

Hb34B12 ESTs 

H&.B700 deleted In liver cancer 1 

Hs.131055 ESTs, Weakly similar to NPMjiUMAM MUCLEO 

Hs.194233 ESTs, Moderately similar to ALU1_HUMAN A 

Hs,20196 adenylate cyclase 9 

Hs.134559 ESTs 

Hs.2633 desmogiain 1 

Hs.13804 hypothetical protein dJ462023.2 

Hs>248941 ESTs 

gb:ac0Sb03.s1 StraUgBne lung (937210) H 
ESTs 
ESTs 

IndoTeamlne-pyrrola 2,3 dioxy genese 
KIAA1435 protein 

EST s, Weakly srnilar to fatty acid omega 
hypothetical protein MGC5305 
potassium voltage-gated channel Isk-rel 
ESTs 
ESTs 

nasopharyngeal epithelium specific prate 
bullous pemphigoid antigen 1 £30/240*0) 
ESTs 

matrix metallaprotelnase 9 {geteHnase B 
ESTs 

chromosome 21 open reading frame 51 
ESTs, WeaWy similar to T09052 hypotheS 
SWI/SNF related, matrix associated, acb' 
secreted protein of unknown function 
ESTs, Weakly similar to T17227 hypolhetf 
aryl hydrocarbon receptor 
dlrrydroKpoamfde branched chain transacy 
rrypothetica! prateki FU12787 
ESTs 
ESTs 

Y-akt murine thymoma viral oncogene homo 
ESTs 
ESTs 



Ha.188785 
HB.27B&27 
Hs.840 
Hs.44743 
Hs.26040 
Hs.3Q1732 
Ha.30715 
Hs.282184 
HS.5S609 
Hs,158450 
Hs.62Q 
Rs.50743 
HS.15173B 
lls.160473 
Hs.126043 
Hs.106542 
Hs.9456 
Hs.103494 
Hs.125643 
HS.1700B7 
Hs-139410 
Hs.100134 
Hs.12653 
HsJ456* 
Ks.278582 
Hs^9B90Q 
Hs.152825 

Hs.23450 

Hs.a700 

Hs.30977 

Hs.2a217B 

Hs.1B677 

Hs.mi20 

Hs*2576 



Hs^2511 

Hb.7110 
Hs.13297 

Hs.16t393 
H&JB3243 

Hs.2719 
Hs.144130 



mitochondrial ribosomal protein S25 

deleted in liver canosr 1 

ESTs, Weakly simfar to B340B7 hypotheti 

ESTs 

WD repeat domain 15 
E3uWquitinllgasB SMURF1 
ESTs 

gb:EST374l54 MAGE resequences, MAGG Homo 
gb:tL34lT061fr«05D0-125-B07 HTQ618 Homo 
ESTs 

gb:RCt-CTO302-1 20200-01 3-d 04 CT0302 Homo 

ESTs 

ESTs 

gb:Buman mariner! transpoaase gene, comp 
ESTs 

WAA1450 protein 

gb:RC2-STO301-120200-0tt-M2 ST0301 Homo 
epWidymts-specific whay-acidlc protein 
ESTs 



Hs.1 73233 hypothetical protein RJ 10970 

HSL34372 ESTS 

Hs3272B0 U6 snRNA-assocteted SixMlte protein 

Hs.23054 ESTs 

Ha.186510 ESTs 

Hs.184927 cytochrome P450, subfamily JOB (steroW 

K8.293E16 ESTs 
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452501 
44983B 
447160 
422155 
440137 
423998 
436471 
41468D 
426782 
430027 
411662 
413252 
427115 
444610 
400451 
435255 
450159 
418375 
442835 
400196 
415734 
415189 
436940 
425349 
44B515 
410557 
442562 
413488 
419DB8 
447373 
457465 
41391B 
402820 
424872 
428552 
435454 
449008 
420838 
428231 
434933 
444870 
425354 
429183 
439155 
442787 
429864 



437140 
421991 
446534 
407881 
44483B 
402318 
410B7B 
414494 
421306 
427027 



ABQ37795 
AB020653 
AA33031O 
N34524 
AA866199 
H29138 
M719813 
AA743331 
R14614 
AB023197 
ALO50201 
BEO74910 
AW972853 
A1174783 

W87434 
AI7Q241B 
NM_0030B1 
AI021939 

NKL014747 

L34657 

AF075045 

AA425234 

H68441 

AA085803 

BE379584 

BE144017 

AI538323 

AJ3B1S22 

AW301344 

AW015B98 

AA347923 
AW27455Q 
BE5483O0 
AW578003 
AW118210 
U179B9 
R91095 
A1200621 
U52027 
AB014604 
HB1D76 
W93048 
AA460039 
AAB1G665 
AA312799 
NAUI1491B 
AI307356 
AW072003 
AV651680 



Ha.29716 hypoUietlcaJ protein FU109B0 
Hs.24024 KIAA0B46 prolan 
HS.241B1 ESTb 

gb:yy56d10,5l Soares_rnultiple_scterosls_ 
Hs.171397 ESTs 

Hs.1 571 13 coenzyme Q, 7 (rat, yeasQ homcJog 

R&.1 17662 ESTs 

Hs.272572 hemoglobin, alpha 2 

Hs.191254 ESTs 

Rs.227743 KtAACfcaO prolan 

Hs.70769 hypothetical protein DKF2p586E1923 

gb:RC5-BT05BO«170300^21-F12 BT05B0 Homo 
HsJ 12237 ESTs 

gb:HA2501 Human fetal IwbtcDNA library 



429859 

428080 

419953 

443718 

444187 

426048 

420195 

417404 

442833 

430335 

414816 

434029 

410945 

421247 

433374 

445544 

450271 

44B084 

407B64 

43099B 

435542 

443544 

421103 

405759 

446242 



AWBQ9201 

AA768491 

AA806207 

A1924294 

D61542 

NMJM7050 

AA420616 

BE257154 

AI083580 

AW138465 

M705745 

N44348 

NM_007350 

AA328153 

080007 

AJ204GQ0 

AA621763 

AWB11552 

BE391727 

AIB21409 

R77766 

A1693900 

AW67800 

AF069291 

AF12B847 

AA687376 

A107B315 



Hs.106015 ESTs. Moderately similar to AIU1JHUMAN A 

Hs.200771 ESTs, Moderately similar to A Chain A T 

Hs.84389 synaptosomaWassocfeted protein, 25k D 

Hs.131903 ESTs 

Hs.78748 W AA0237 gene product 

Ka.78146 platelettendolhellal cell adhesion motec 

Hs.271609 ESTs 

HsJ9BB6 ribose phosphate Isomarase A (ribose 5 

Hs.13528 hypothetical protetn FU14054 

H5. 1S2997 ESTs, Moderately slmllarto 17BBB5 serin 

Hs.34769 W(cl^Vdiptiosphoo«goaaDchaiide-protei 

gb:MR0-KT0l65-l9l139O0W09HT0165HomD 

Hs.52620 integrln.beteB 

Hil15B781 ESTs 
Hs.122908 replication factor 

HsJ1245 ESTs 

gb:EST54302 Fatal heart U Homo sapiens 
Hs.129520 ESTs 

Ks.192999 ESTs, Moderately similar to K1AA0961 pro 

Hs.22826 tropofnodulirt 3 [ublquitoiBj 

HSJ244 ESTs 

Ks.183105 nuctear autoanb'gan 

Ha.4276 KIAA1701 protein 

Ms.148504 ESTs 

Hs.1 55935 comptement component 3a receptor 1 
Hs.1 97955 WAA0704 protein 
K8.2690Q1 ESTs 

Rs.250723 hypothetical protein MGC2747 

H&266 ribosomat protein U 

Rs,134746 ESTs, Weakly similar to A46010 X-lfnkad 

Hs.283689 adivator of CREMfei testis 

HsJ104B8 WAAO990 protein 

Hs.1 75225 ESTs 

Hs.409S8 heparan sulfate (glucosamine) 3-O^uKot 
Hs.208558 ESTs 

Hb.314248 ESTs. Weakly similar to AUJ4_HUMAN ALU S 
Hs.6783 hypothefcal protein RJ22724 
H3.125B89 ESTs 

Hs.173259 im characterized bone marrow protein BM03 

Hc.227715 KIAA0934 protein 

Hs.225952 protein tyrosine phosphatase, receptor t 

Hs.249483 ESTs 

He.125752 ESTs 

Ha.221373 ESTs 

Hs.151274 ESTs 

gb:2f41b1U1 Scares JetalJiearOI WH H 19W 
Hs.26243 Homo sapiens cOKA RJ1 1177 fis, clone PL 
Hs.82101 pteckstm homoloBy-like domain, family 
Hs.88201 ESTs, Weakly similar to A Chain A. Cryst 
Hs.239499 W AA01 85 protab 
H8.9697B hypothetical protein M6C107B4 
Hs.170434 Homo sapiens cDNA FU 14242 fls. clone OV 

gkQV2-ST01454J71299-017-h10ST0145Horno 
Hs.102910 genera) transcription factor 1IH, polype 
Hs.332789 EST 

Hs.271993 ESTs, Moderately similar to A47582 &cd 
Hs.200920 ESTs 

Hs.271000 ESTs, WaaWy similar to 138022 hypothell 
Hs, 40539 chromosome 8 open reading frame 1 
HeJ?0403B Endolelhylamine N-rnethfyltransferase 
Hs.269533 ESTs 
Hs.16359 ESTs 

HsJ271Q4 Homo sapiens mRNA; cDNA DKFZp6670226 tfr 



Hs.7360 ESTs 
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439224 
41 0976 
454574 
411020 
452279 
446B91 
434294 
449057 
432769 
441224 
407891 
429017 
406617 
430566 
449208 
451397 
452042 
444779 
433672 
415954 
420273 
411354 
422389 
446994 
417793 
4226S4 



405634 
451562 
431958 
422095 
442010 
442991 
425312 
415191 
416406 
425316 
413753 
452241 
433571 
417094 
409190 
413783 
423857 
429416 
445B29 
452366 
425704 



400462 
422003 
444585 



403525 
443031 
430818 



440941 
409827 
433258 
412863 
436476 
430250 
417280 
423526 
424900 
446019 
435472 
424B62 
430473 
431363 
438118 
400659 
405829 
415258 
420314 
437733 
452013 
453116 



A1373638 

Y15067 

BE621807 

AA579465 

AW471088 

R35207 

AWBO9109 

MW_006770 

AA286844 

AL036B77 

AJ271379 

AB037784 

AA620814 

AU0769S4 

AA46662D 

AA463605 

A&36028 

AA4B1282 

AW263635 

AA017432 

H3B857 

A1192105 

BE281165 

AA171650 

AJ652864 

AW992424 

AF240635 

AV650435 

AW405434 

AA314316 

AW513051 

H04150 

X63629 

AI868872 

AI0326S0 

BE281238 

AA354940 

AA190381 

DB6961 

AA354977 

U17760 

A1050204 

AA765256 

NM_C06895 

AU076536 

AA314337 

AA331885 

AI381028 

AJ452457 

AKO0O464 

U79293 

W79572 

AA38t780 
AW170015 
A12D154S 

AW134696 

AI31192B 

AA32964S 



AW997628 

AI906626 

AA121673 

AA326108 

BE550182 

AW1 73116 

AB011137 

A1035588 

AI362520 

AW972330 

AI379461 

AW130630 



AW753311 



AW752247 

HB1671 

AI792574 

AU57503 

AW195849 



Hs/1 33900 ESTs 

Hs^79914 zinc finger protein 232 

Hs3337 transmembraie 4 stiperfanfly member 1 

Ha.45207 hypdheticai protein KIAA1335 

Hs.145950 ESTs, Highly similar to T08692 hyputheti 

Hs.25092 hypothetical protein MGC1 0744 

gb:MR4-ST0l 17-0701 00-D27-a04 ST01 17 Homo 

Hs.67726 macrophage receptor vwith collagenous str 

Hs.61260 hypotheM protein FU13184 

Hs.282878 ESTs 

Hs.76194 ribosomal protein S5 

Hs.22941 KIAA1363 protein 

Hs.144959 ESTs 

Hs.7753 calutnenln 

Hs.41135 endomucin-2 

H3.6G295 muffl-Pf^-domatn-conlaming protein 

gb:wo47a09.x1 NCLCGAP_Gas4 Hotno sapiens 

Hs.190149 ESTs 

Hs.48643 ESTs 

H&B4529 ESTs, WeaWy similar ta Z2D2JflJMAW ZINC 

Hs.243901 Homo sapfens cONA FU20738 lis, done HE 

Hs.147170 ESTs 

Hs.26B03B TLS-assoclated sejine-aroinine proton 1 

Hs-42251 ESTs 

Hs.197257 ESTs 

Hs.288141 hy potbetfcal protein MGC3156 

Hs.1 15897 pratocfldherin12 

Hs.16755 MBIP protein 

Hs.82575 small nuclear rfbonudeoprotein porjpapt 

Hs.163725 ESTs 

Hs.332961 ESTs, Weakly similar to I3B022 hypotheU 

Hs.107708 ESTs 

Hs.2677 cadherin 3, type 1 , P-cadhertn (placenta 

Hs.2B2a04 hypothetical protein FU22704 

Hs/132213 ESTs 

Hs.8886 hypothetical protein FU20424 

Hs.145958 ESTs 

Hs.120810 ESTs 

Hs.79299 lipoma HMGICfuston partner-tike 2 

Hs. 191555 ESTs, Moderately similar to T1 4342 NSD1 

Hs.75517 tamlnfn. beta 3 {nfcein (I25kp) t kalian 

Hs-28540 Komo sapiens mRNA; cDNA DKFZp5B6F1223 (f 

Hs.135191 ESTs, Weakly similar to unnamed protein 

Hs£1 182 histamine N-methyttransferase 

H 5.50994 sarcoma amplified sequence 

Hs.301547 riboBomatprotelhS7 

gb:EST35757 Embryo, 8 week I Homo saplen 

Hs.118769 ESTs 

Hs.145526 ESTs 

Hs.29276 hypolherjcat protein FU20457 

Hs.159264 Human done 23948 mRNA sequence 

Hs.13277 hypothetical protein FU22054 

Hs.296320 ESTs 

Hs.6584 ESTs 

Hs^0833S ESTs 

H&49418 ESTs 

gb:<*>89h04jc1 NCUCGAP_Wd5 Homo sapiens 

Hs.23B04 ESTs, VfeaMy similar to PN0Q99son3 prot 

Ks.7535 COBVVEka protein 

Hs,313637 ESTs 

Hs.207300 ESTs, Weakly similar to ALUBJ4UMAN IIH 

Hs.59757 zkicfinger protein 281 

Hs.33829 bHLH protein DEC2 

HS.127B26 RslGEF-IIke protein 3, mouse homotog 

Ha-262206 ESTs 

Hs^0093S WAA0565oene product 

Hs.153203 MyoD family Inhibitor 

Hs.279789 hfetone deacetylase 3 

Hs.283022 triggering receptor expressed on myeloid 

Hs.153636 tar upstream element (FUSE) binding prot 

Ha. 59962 ESTs 

Ks.2BBS02 neurotrophln 5 (neurotropbin 4/5} 

He.259415 ESTs 



HSJ293853 ESTs 

H532Q921 E6Ts f WeakrysimnartoT22688hypotheli 
HS.122B76 ESTs 

Hs.27552 Homo sapiens mRNA; cONA DKFZp5B6N2424 [f 
Hs^52757 ESTs 
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430708 NNL00354Q Ks_247816 H4 hfstone famlry, member C ZO 

420668 F09247 Hs.247735 protocadherto alpha 10 ZO 

45Z759 AW590773 Hs.25B996 ESTs 2.0 

408496 A1683BQ2 Hs-136182 ESTs 2,0 

420674 NM_000065 HU327 bulyiylcholinesterase 2.0 

41035B AW97S16B Hs.13337 ESTs. WeaMy similar to unnamed protein 10 

450086 AW016343 Hs.233301 ESTs 2.0 

410B53 HD4588 Hs.3M69 ESTs 2.0 

4386D7 AW08Q237 Hs.252884 ESTs 2.0 

422232 D43945 Hs.113274 transcription factor EC 2.0 

432801 NM.016260 Rs.2789B3 zinc finger DNA binding protein Helios 2,0 

402490 2,0 

446551 AI30B176 Hs.65836 ESTs 2.0 

438315 R56795 Hs£2419 ESTs 2.0 

445281 T79759 Hs.282939 ESTs, Weakly similar to 138022 hypottieB 2,0 

401986 2,0 

420335 AA25B771 Hs.43616 Homo sapiens mRNA for FU00029 protein, 2,0 

424698 AA164366 Hs.151973 hypothetical protein FU23511 2.0 

435413 AI2B7476 Hs.46669 ESTs 2.0 

45B175 AW296024 Hb.1S0434 E6Ts 2.0 

458433 AL135352 Rs.255883 ESTs, Weakly similar to 138022 hypothab 2.0 

417494 AI3S9494 Vte.222137 ESTs 2.0 

416045 H15990 Hs-31403 ESTs 2.0 

424181 AL039462 Hs.142517 Homo sapiens mRNA; cONA DKFZp434PG81Q (f 2.0 

445873 AA250970 Hs.251946 ooly(A)-Undhg protein, cytoplasmic 1-1 2.0 

411578 AW238524 gb:xpZ7c05.x1 MCLCGAP_HN10 Homo sapiens 2.0 

453116 AJ276580 Hs.146005 ESTs 2.0 

425692 D90041 Hs.155958 r^acetyttransterase 1 {arylarnire Nicety 2,0 

43560B AW183971 Hs.25Q696 ESTs 2.0 

402102 2.0 

458308 AI828155 Hs.211D55 ESTs 2,0 

43B177 BE327015 Hs.281391 ESTs 2.0 

. 415205 H71616 Hs.135233 ESTs ZO 

427244 AA4O2400 Hs,178045 ESTs 2.0 

441384 AA447849 rls.289660 Homo sapiens cDMA: FU22182 fis, clone H 2.0 

438979 AW976218 Hs.32565 ESTs Z0 

400285 2.0 

405966 2.0 

407407 AF050198 gbiHomo sapiens putative mitochondrial s Z0 

427739 AW1967S5 Hs.98105 NYD-SP14 protein Z0 

433584 AW295399 gb:U!-H-Bl2-ahv^03-<Hfls1 NCLCGAP_Su 2.0 

448956 AK0Q1674 Hs.22630 cofedor required for Spl transoriptkma Z0 

439474 AI8240BO Hs.211501 ESTs Z0 

421755 AW169454 Hs.207422 ESTs, WeaWy similar to S71949 metaJlopr Z0 

454566 AWB07605 gb:MF^T0098-12010(MXI1-b06 STGC9B Homo ZO 

41BB36 AJ655499 Hs.161712 ESTs ZO 

453108 AI3H457 Hs.99472 ESTs ZD 

447101 N72185 rk44l89 ESTs ZO 

408B73 AL046O17 Hs.182278 calmodulin 2 (phosphorylaseluiase, defl ZO 

426226 AA769045 gb;oaBOh07^1 NCLCGAPJGCB1 Homo sapiens ZO 

401157 2.0 

407721 V12735 Ha^BOla dual-specificity tyrosln&ff>phosphcryl ZO 

425G46 AW157044 Hs.158512 cyriin-dependent Wnas&TJtfi 2 (CDC2-rel ZD 

408964 AF20146B Hs.49349 beta^lte APP^cleaving enzyme ZO 

419B39 U24577 Hs.93304 phosphoTipase A2, groi? VII {platetet-ac ZO 

402855 ZO 

443644 A1080491 rlsJ3270 EBTs, Modatately sJmUar to S6S657 alpha ZO 

445572 A1907438 Hs.282882 ESTs ZO 

432343 MMJ3QZS60 Hs.2961 S1O0 cafclun>binding protein A3 2.0 

411941 AW878909 H*25201 ESTs, Weakly similar to FAT DROME CAOHER ZO 

430564 AW969B34 Hs.303303 ESTs ZO 
402812 2.0 

457434 AW626192 rls.18851 hypothetical protein FU10875 ZO 

446133 AA723157 Hs.73769 folate receplor 1 (adulQ ZO 
402048 ZO 
423347 A1660412 H*234557 ESTs ZO 
423957 AW978309 Hs.136235 Homo sapiens cDNAFU 13542 fis, clone PL ZO 

433347 AF02313O gb:Homo sapiens Ras-GRF2 mRNA, partial c ZO 
437373 H67505 Hs.191979 KIAA1733 protein ZO 

439217 AF086041 Hs.42975 ESTs ZO 

446609 BE395090 Ma. 15535 Homo sapiens done 24582 mRNA sequence 2.0 



TABLE 3B; List of accession numbers for primekeys lacWng inugeneKys for Table 3A. Forsuch such piobeset Is listed a gene duster number from whfch ttiB oKgonucteobcies ware 
designed. Gene dusters were compiled using sequences derived from Genbank ESTs and mRMAs. These sequences were clustered based on sequence similarity using Clustering 
and AUgnmentTools {DouWeTWtst, Oakland Callfamia). Genbank accession numbers for sequences comprising each cluster are feted h the 'Accession- column. 

Pkey: Unique Eos probesetidenS&er number 
CAT number. Gene cluster number 
Accession: GenbanK accession numbers 

Pkey CAT number Accession 
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10 

15 

20 

25 

30 

35 

40 
45 
50 
55 
60 
65 
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40B69Q 


1074SDJI 


409029 


1095422 1 


409073 


109851J 


409519 


113722J 


409695 


114B76J 


410908 


116812_1 


410615 


1212203J 


410672 


1214882.1 


410784 


1221005 1 


410785 


1221 055J 


4108BB 


1225955 1 


410901 


1226077.1 


410934 


1227240.1 


410945 


1227561.1 


410999 


1226B09 1 


411004 


1228975J 


41101B 


1229132J 


411139 


t233781_1 


411151 


1234022.1 


411479 


1247077J 


411514 


124863BJ 


41157B 


125013.1 


411745 


1255160.1 


411660 


1263110 1 


411905 


125518L1 


412167 


128Q605_1 


412209 


1283610.1 


412243 


12B5D00J 


412282 


1287679.1 


412303 


128B13Q.1 


412666 


1306469J 


412877 


1333953.1 


412879 


1334272J1 


413067 


1348720 1 


413135 


1350379 J 


413252 


1355877^1 


4133B2 


1365954 J 


41346B 


1373234J 


4134S9 


1373910.1 


413618 


1380384 1 


413638 


13B1238.1 


413642 


1381386„1 


413B75 


1396766.1 


414109 


1417307 1 


414221 


142696J 


414805 


14657S0.-1 


414935 


1509157 1 


415236 


1531080.1 


415B35 


1540B53 1 


415747 


155189.1 


415980 


1664218,1 


416288 


1585983 1 


416337 


1559299 J 


416441 


159480.1 


416548 


1600181.1 


416624 


1604694.1 


416871 


1626761 1 


416913 


163001J 


416972 


163668.1 


417561 


168747^2 


' 417648 


1691070J 


417669 


1692157 1 


417659 


170372O 


41B37B 


174656.1 


418636 


177402J 


419546 


toot 1 


419637 


186639 J 


419807 


188252J 


420111 


190755 1 


420621 


195113.1 


420637 


195241.1 


421065 


198936.1 


422063 


210852.1 


4221S6 


212379.1 


422342 


21549fl_l 


422429 


216469.1 


422977 


22341 0_1 


423121 


225175.1 



AW864542AA056567AW8B2724 . 
BE0B7807AW3O1579 
AA063458 AAQ6301B AI444822 
AA075368AAO75369 

AA296961 AA296889 AA076945 AA077528 MD77497 
AA079552 BE142525 BE142527 
AW772721 AWS73372HB9212 
AW794600AW79473O 
AW803201 BE079700 BE0629W 

AWB03341 AW803265 AW8034O3 AW80346S AW803402 AW80341 3 AW803268 AW803396 AWB03334 AW803355 
AW861207AWfl09508 

AW810001 AW810092 AWB1O170 AW8098B4 AW80S664 AW810353 AW810426 AW810209 AW810429 AW810154 AW61Q168 AWB0S786 
AW8100O5 AW80S672 AW809694 AW81 0552 AWB10345 AW810432 AW809960 
AWB11114 AW81 1095 AVV81 10B7 AW81 11 24 AW81 1054 AW811094 AW811 157 
AW81 1552 AW81 1470 AW81 1523 AW81 1482 AW81 1514 AW81 1456 AW811525 
AW81 3004 AW81 2952 AW81 2961 

AWB13242 BE146089 AW813195 AW813173 AW813206 BE145953 BE146212 AW81 3196 AWB54582 AW813Z41 8ED61SB2 
AWB13428 AW813444 AW813367 AW81 336B AW813429 AW813424 
AW819461 AWB19478AWB19479 AW819559 AW819505 
AW866497 AW819775 AW81 9B68 AW866602 AWS66561 

AW84a047AW84B2Q2AW848631 AW848142 AW848702 AW84B121 AW84B632 AW848140 AWB48571 AW84B009AW848067AW84B069 

AW848905AWB48214 

AWB50178 AW850233 AWB50445 AW850446 

AW238524 AA094859 R59022 

AW867826AW859896 

AWB72477 BE088101 TO5990 

BE265067 BE2S4978 AW875420 

AW897230AW897252AW897244AW897231 AW897263 

AW9O1456AW90145OAW901441 1 
BE1 76480 AW903298 AW903313 

BE160188 AW935785 BE160401 BE160319 BE160313 BE160395 

AW936336AW936339 

AW9S2574BE073261 

BE011168BEOO6371 BE011172BE011313BE011166 
BE092219 BE092361 BE0067B9 
BE054655BE153953 

BE066941 BEOS691 1 BE066979 BE066929 BE0B6925 

BE074910 BE074913 BE07491 1 BE074903 BE074892 BE074935 

BE090689 BE09Q685BEOS0697 BE090680 BE090591 BE09D696 BE090698 BE09O686 

BE144017 BE185527 BE144023 

BE1448B4H97942 

BE15407B BE154006BE153891 BE153523 BE153983 
H71252BE15466BBE154642 

BE154837 BE154B79 BE154850 BE154377 BE154835 BE154849 BE1 549Q2 BE1 54905 BE154S67 BE1 54901 BE154904 BE154899 

BE176776HB5072 

BE250744BE294770 

AW450979 AA1 36653 AA136656 AW4193B1 AA98435B AA492073 BE16894S AAB09054 AW23803B BE011212 BE011359 BEQ11357 8E011368 

BE011362 BE011215BE011366 BE011363 

BE99044Q 

C15671 C15333C15833DB1433C14657C14811 

R41400 H06659 Z38637 F02023 T16516 

F13168R212B9T7762B 

AA3B1209 AA381245 M1 57683 

R52414 R616B1 H12O09 T74429 

H51299R44619H46391 RB6024 H51892T72744 

H48713 H83057 H48694H65247 

BE407197 AA182474 M1B0369 BE275628 BE2761 31 

H62953N7E608N72413 

H69044T47567H7SS91 T50292 

H98716N90792N24283 

AW934714 BE161O07 BE162500 AOT49902 AW749B64 BE162498 BE161005 AA1S0449 AW513465 BE161006 BE162499 

BE019670 AA191284 AA191255 

AW974345 BE145400 T97088 AA639076 

R05552 T9B9B5 R08656 

T99898 T920B0 T91447 RD7B08 R07779 

7264S3Z44226 R20425 

AW952081 AA218925 AA354237 

AW749B55 AA225995 AW7502D8 AW750206 

AA244199 AA244272 HS7440 

W27493 AA248063 AA249685 AA429679 

R77402 AA262462 AA25098B R06794 

AA255652 AA280911 AW967920 AA2626B4 

AA278808 BEOB2076BEO81812BEO81561 

AW9761 53 AA278945 AA747691 

AA329711 AA287435 AA283148 

BE156476 BE156473 BE156474 BE156475 AA302839 

N34524 AA305071 AW954803 AA502335 A1433430 A1203597 AW026670 AW265323 AW8507B7 AA31 7554 AW993843 AWB35572 AW 385512 
A1334966 W32951 H62656 K53902 R8B904 AW835732 
AA309Z72 AA309312AW961837 
AA310527 AW962295 244865 H06641 

AA63149B AI017191 AA491211 AA761823 AA714555 AA76B099 AA808286 A1934C69 AA570223 AA574389 AA582438 AI745346 AW964510 

AA319642 AW85375B H56414 

AW86484B AA322213 AA322209 AW961624 

360 



WO 03/042661 



PCT7TJS02/36810 



423377 


22769 1 


423532 


229362J 


423735 


23149B 1 


423&41 


232507^1 


423867 


232732J 


424372 


244505.1 


425201 


247933 1 


425497 


252499J 


425570 


253248J 


426226 


282918J 


426497 


268121J 


426603 


289525 1 


427551 


28M63.1 


42B046 


286394J 


428679 


294049.1 


430212 


314437 1 


430813 


324239 1 


430544 


324570J 


430933 


325757.1 


431071 


327550_1 


431169 


32B799 1 


431322 


331543J 


431595 


335S12_1 


431668 


336809J 


432111 


34161B 1 


432189 


342319 1 


432222 


343347J 


432779 


354024.1 


432603 


354267J 


432869 


355475L1 


433347 


3638BJ 


433492 


367934_1 


433584 


37040DJ 


433644 


37191 9JI 


433687 


373061 1 


434136 


3B0572L.1 


434374 


384BB9.1 


434613 


38955Q.1 


43463ft 


38990J 


434950 


396061.1 


434995 


39721QJ 


435079 


3997B3.1 


435463 


406582.1 


435634 


409239_1 


436532 


421802.1 


437146 


43371J 



43B005 

43B45B 

438909 

438993 

440320 

440674 

443613 

443657 

444314 

444610 

444910 

446096 

446901 

447197 

448404 

449540 

450024 

450458 

450522 

451024 

451487 

452453 

452542 

453923 

453901 

454190 

454193 



454352 
454359 
454369 
454403 



447553.1 

457837.1 

466B4J 

467651_1 

491930.1 

4S997J 

575391.1 

576665 1 

600667.1 

612257.1 

624951.1 

681959.1 

697809.1 

711623 1 

761515.1 

80945^2 

82296.1 

835B6J 

637264J 

85565.1 

87131_1 

918300J 

92l410_t 

9B2526_1 

966414J 

1049996.1 

105025*_1 



1129667.1 
1130674^1 
1156B2.1 
1170435J 



AL049377 AL079930 AL047223 AWB85968 AA385235 

BE090503 BE090490 BE090483 BE090501 BEO9050O BE090365 BE090505 BE0905O9 BEO90499 BE09O5028E090504 BE09Q497 AA327285 

AA330259 AA661B06 AA502431 AW974633 AA649496 

AW753967 AA3707S5 AA331630 AW9&2550 

AA331 886 AW9B26S9 AYV962655 TB9B41 

AA347923AA347928AW961769 . 

AA3521 1 1 AW962247 AA429685 

AA524596 AA35B494 AA513507 

AA35955B AA359819 AW9631 22 

AA769045 AA372590 AW963G33 

AA379913AA3799B1 AW9S3523 

AA382291 AA994657 

T96203AA4O5343T96121 

AA705745 AA42085O AA420433 

AA431765AA432015 

AA469153 A171 8503 AA439225 

AJ31 1 928 AA936030 T51 931 AA609B16 AA487195 AA664207 
T34960 AA487679 T95013 

AW863635BE179901 BE179402 AW663789 AA4B9179 BE010747 BEO10748 
AA491379 H86O20 AWB69143 
AW971240AA493843 AA493723 

AW970622AA503009 AA50299B AA5029B9 AA502805T9215B 

AA508196 BE142920 AI280311 AI205616 D61709 

AA513906 AAB47734 A1357044 

AW972777 AA526795 AA526305 

AA527941 A1810608 A1620190AA63526B 

AI2D4995 AW827539 AW969908 AW440776 AA528756 

AW979241 AA565008 AA847102 

AA5B5398 AVM94072 H97930 

AW974094 AA569074 AA602574 

AF023130 AF1B1250 AA984703 AA6S4303 AA351792 

AW605B49 AW262896 N41060 AA5S4852 

AW295399 AW207772 AW3D0641 AW070290 BE348854 AW1703H3 AA600968 M778832 

AW34202B AA6410B0 AA603262 

AA743991 AAG04852 AW272737 

AA625804 AW418787 AWD74833 AJ675642 Al 393368 

AA631439AIOB6355AI082577 

AI821826 AA640657 AA658835 AA650055 AI821079 

K50753AF147434 H50666 

AW974692AA654375 

AW974995 AIB21 880 A1821 932 AJ79U96 AA659617 AI821137 AA65B925 

AA664192H6025OT713B8 

AA6625D7AW&51124 

TB23B4R053O7AA693714 

AA721522 AW975443 793070 

AA730977 A1261584 AA334473 2432B3 AW876861 AW938044 BE150701 AW936262 M306B62 BE565575 8E567380 AA728920 AA 1676 12 

At239729Al251752AA4aS79l BB6&425 AW96295B 

BE151746 BE336B53 D63271 T94955 AA774994 

AW975J 86 AA807&07 D2954& 

AFOB5B39 R691 37 AW18B7BS RGS254 

AA82&995 AA834B79 AI9263S1 

AAB79294N67538AJ474541 

BE561 546 Z25124 AI307139 Z28B00 

AW7935BW23287 

R14973R149S7AIOB1006 

AI140497 AW749625 AW749626 AW749644 

Al174783Rfl3569Rl227l 

A1201B49 BE069007 AW&46544 

AJ276454 A1633717 A]275116 

AI347274AWB44024 

R36D75AI366546 R36167 

BE089973 AI488612 AWB05032 

AA001713H63836 

AA005129 AA679084 AA694399 

AA009926BE149301 

AI69B839A190926OAJ909259 

AA442176AA2S9181 

AA01B072M46370R84847 

AIS02519 A1902518 AI902516 

AW81 2256 AWB12257 A190B423 AE05422 

AL1379G7 B£064160 BE0641BB 

BED8S902 AW749032 AW0Q3637 

AW177821 AW1778S6 AW1778B7 

9E141 1B3 AW1 78167 AW178162 AW178166 AWU6172 AWB45893 AW178159 AW1 78222 AW1 7621 3 AW17B215 AW178090 AW178091 
AW178161 AW178207 AW178210 AW178214 AW178212BE140918 BE140917 AW17B135AW17B205AW178209 AW178223AW17a220 
AW17B20B AW178203 AW178165 AW178168 AW178160 AW17B136 AW845&78 AW17B131 AW17B138 AW178105 AW845894 AW178129 
AW845810 AW845828AW178216 AW178112 AW17B211 AW178224 BE140915 AW178221 AW178130 AW17B134AW17B09BAW17B108 
AVW78133 AW178164 AW178218 AW17B171 AW178157 AW1781 58 AW17B103 BE141 189 AW17817D AW845815 BE1415B6 AW178156 
AW178104 AW17B163 AW178093 AW178208 AW178137 AW178140 AW178219 BE141S92 AW845901 BE141580AW1 78155 BE14159B BEU0957 
AW389668 AW3B9657 AW60919BAW3BS649 
N71277AW390764 
AW752571 AW847602AA077979 

=056063 BE066093 
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454455 
454656 



454574 
454600 

454678 

454693 

454714 

454766 

4547B4 

454790 

454836 

454962 

455047 

455092 

455100 

455107 

455114 

455170 

455201 

455226 

455252 

45S286 

455310 

455431 

455436 

455511 

455512 



455571 
455631 
45567B 
4556B5 
455807 
455 621 
455866 
455992 
455995 
456034 

458804 
456851 
459160 
459201 



1205965 1 
1224432.1 



1225636J 
1226077J 

1228915 1 

1229132.1 

1230493J 

1234022.1 

1234530J 

1234752.1 

1236509.1 

1246750J 

1250536.1 

1252971.1 

1253334J 

1253874.1 

1254106.1 

1256906 J 

1259746.1 

1262534.1 

1266222J 

1273576.1 

127B15EL1 

12&9854JI 

129372.-1 

1321229_1 

132I443J 



1331885.1 
1347545.1 
1349716J 
1350393.1 
1370914.1 
1372714J 
1377119.1 
1326552.1 
1398903 1 
142696J 

75B03.1 

7980B5J 

920051J 

925883.1 

966605.1 



AW7527 10 BE1 80336 BE1 B0 1 86 

AW8076O5 AW807690 AW807B39 AW807752 AWB07673 AWB07667 AW607955 AW807760 AW807615 AW807B98 AW807849 AW807B21 
AW607832 AW607842 AW807827 AWB07822 AW807829 AW807830 AW807B25 AW807603 AW80761 2 AW8O7908 AW807595 AWB07617 
AW807676 AW807687 AW60791B AW807921 AW807596 AW807602 AW807688 AWB07609 AW807684 AWa07770 AW607593 AW807754 
AW807679 AW807957 AWB07683 AW807763 AWB079Q2 AWB07B40 AW80781 9 AWB07836 AWB07769 AW807685 AW807847 AWBOT674 
AWB076B6 AWB07670 AW807917 AWB07677 AW807680 AW807900 AW807669 AW807952 AW8Q7907 AWB07846 AWB07756 

AW8D7835 AW8O7608 AWB07753 AW8O7601 AW807956 

AW809109 AW8091 12 AW809122 AW609126 AW809128 AW809133 AWB09131 AW809113 AW8091 11 AW809132 

AWB100O1 AWB1 0092 AW81O170 AW809B84 AW809664 AW8 10353 AW81 0428 AW81 0209 AW810429 AW8101 54 AW810168 AW609786 

AW8100O6 AW809672 AW809694 AW810552 AW810345 AW810432 AW809960 

AW8130B9W261O2 

AWB13428 AW813444 AW813367 AW813368 AW813429 AW813424 

AW81509B BE154843 BE154B31 

AW856497 AW819775 AWB19868 AW866602 AW866561 

AWB20626 AWB20621 AW820608 

AW820852 AWB2G773 AW8210BB 

AW833711 AW833620 AWB33599 

AWB47645AW847791 AWB54083 AWB53945 

AW852530 AWB52527 AW852526 

BE152428 AWB55572 AW855607 

BE1B019BAW935898T11S2OAW93593OAW856073AWB61034 
BE1541 13 AW856797 AW656847 AWB61 128 AWB55B17 
AW857121 AW857123 AW86123B 

AWB60972 AW862598 AW862599 AWBB0988 AW860S83 AW860898 AWB60925 AWB60922 AW8609B5 AW8G0984 AW8609B9 

AW947884 AW947918 AW947BB8 AW947883 AW947897 A W9 47910 AW947905 AW864751 AW94787B 

AW902103 AW869012 AWB69139 

AWB76627 AW87B630 AWB76631 AWB76625 

BE144384 AW887474 AW8B7403 BE1443B6 

AW893961 AW893998 AWB94034 AW894019 

AW938484 BE001245 BE001 190 

M102322 

BE144762AW979091 

AW9B3608 AW96362B AW983610 AW9B36B8 AW983601 AW983645 AW? 83607 AW9B3640 AW9B3625 AW98361 2 AW983642 AW983687 
AW983602 AW9S3B24 AW983634 AW983637 AW9B3632 AW98361 7 AW983635 AW983630 AW983636 AW983639 AW983616 AWS836B9 
AW983641 AW983621 AW983603 AW983609 AW9B3623 AW9B3644 AW9B3618 AW983615 AW9S3811 AW953604 AW9B3686 AW983622 
AW9B3619 AW963533 AW9B3589 AW9B3605 AW9B3626 AW983643 AW9B3631 AW9B3527 AW9B3B13 AW9B3G14 AW9B3685 AW9B3593 
AWS83590 AW9B3S94 AW983620 AW98363B AW9B3592 AW983588 
BE003714 BE0Q3721 BE003720 BE003716 

BE063031 BE0S3002 BE063008 BE063024 BE063040 BE063006 BE063072 
BE066007 BEO 65017 BE066074 
BE066976 BE066928 BE066927 

BE141140 BE141139 BE141105 BE141143BE141127 BEH1202BE14110B 
BE143341 BE143344 BE143378 BE14335B 

BE149024 BE14905B BE152826 BE149Q25 BE149057 BE152819 BE149030 BE 149052 BE149023 BE149055 
BE179015 BE17B965 BE179010 BE179002 BE178861 BE179005 BE178964 BE179012 BE17S011 BE178963 BE178997 

BE179408BE17979BBE1799BO M „ RrBJJ 

AW450679AA136653 AA136656 AW413381 AA984358 AA492073 BE1 68945 AABO9054 AW23803B BE011212BE011359 BE011367 BE0113SB 
BE011362 BE011215 BE011355 BE0113B3 
AL157625 N72G96 9E622492 
AJ63Q223AJ630470 

A1904723 A1904725 A19M729 AI904722 AJ904758 AI904736 

AW391177W45021 * 
AJO03631 AJO03650AJ0O3651 



TABLE 29C 

Phey: Unique numbBTODfrcsponillng to an Eos prcbeset M , J<rpv . 

Ret Sequence source. The 7 digit numbers In this column are GerbenkldeflUfler(Gl) numbers. 'Dunham ]. et zl m rafara to Die publtata enWted The DNA sequsnce of 

human chromosome 22.- Dunham L el al, Nature (1999) 402:489495, 
Strand: Indicates DNA strand from which exons were predicted. 
NLposltton: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpostlfcn 


400451 


8113550 


Minus 


82189-82320 


400462 


9929659 


Minus 


197610-197735 


400608 


9887666 


Minus 


96756-97558 


400839 


98B7597 


Plus 


23150-23580 


400641 


8117693 


Plus 


478B-4992 


40D756 


BU9084 


Minus 


3B734-38B57 


400859 


9757499 


Minus 


91688-92018,98131 -9B294.9947499570 


400680 


993H21 


Ptus 


29235-29336,36353-36580 


400&B9 


9968234 


Minus 


169782-170036 


400983 


B081198 


Pub 


1079O3-1DB832 


401045 


8117619 


Phis 


90044-901B4.91111-91345 


401049 


7232177 


Plus 


149157-150692 


4M07B 


3687273 


Plus 


105052-105171 


401094 


99655^1 


Plus 


137130-137302,139283-139506 


401103 


8568122 


Minus 


98330-98449 


401157 


9438289 


Mnus 


1 14133-114247,1 14567-114645 


401189 


9690245 


Minus 


90815-90929 
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401200 




Mimic 

Minus 


ulTOR-IHftftfi 114791-11 481 6 1 1 54 1 9-1 155B3/1 16351-1 16446 116B47-1 


401213 


rvQjriyjfiD 


Plus 




401264 




rius 


ifjyjncLlsMiw 

1 DCAXKh JPiOOO 


4V1323 




Pine 

rius 


*> 1 Rno_? i a Ann 




yoi>4oo \ 




lOi JO- IOOO<<l 


401497 




Plus 


<Wfifl7-<Wfl13 




7R77Qi9 
I DM j t£ 


Pius 


907700077^ 

xLv£f Cr^tZyJ I U 


4U lOzu 


777flRK"t 


Plus 


si 1 3f Vrjo 1 1 » 


4UlP/P 




Minus 


7RW^-7fi1Rd 


401694 




minus 




401793 


f/OdOUB 


Minus 






1/ rUDUD 


Minus 




4UlBfO 


oU»DUZ 


Minus 


1fi95fifLlR9474 1fi1flflQ-1Fnl95 


401 905 


jt/ncana 
44Qbo29 


Minus 




A(YM\A(l 


Our Z41 3 


rius 


lODJIf 1- ItJOOOv, PPQ (Of- lOOOM 


AUcxr+O 


OUf 431a 


Pine 




40 21 02 


OU//M 


Minus 




40Z1DJ 




rluS 


J 1 * l*t 


407 £JU 




MJnus 


jU f QL-CiSOL 






Minus 




402490 


979764B 


Plus 


1 4yu B2- i buyza 


402745 




Minus 


(OOlD-fQOaU 


402800 


6010175 


Plus 




402812 


6010110 


Phis 




402620 


pin-on 


Minus 




402855 


stJP&sDO 


Minus 




403133 


f33142r 


rluS 




403271 


7230852 


Plus 




, 403277 


8072597 


Minus 


27494«27642 


40331 0 




Minus 


1 Lkx3oO- IDIUcD 


403329 


8516120 


Plus 


3o4i)U-iKx>yo 


403355 


8569930 


Plus 




403376 


9438244 


Minus 




403388 


943H331 


Plus 


1 IZ/Jd-l 1 JUU1, 1 Vkj3»-i oo 


403467 


9929556 


Minus 




403515 


7656757 


Minus 




403525 


r9oU44U 


Plus 




403534 


8076817 


Mhius 




403568 


B101145 


Minus 


039U3HS9Q9D 


403574 


8101)56 


Plus 




403637 


6671930 


Minus 


<A1t!A-t <A , ¥T7\ -\AW?1\ lAttfi? 


403677 


7331517 


Minus 




403691 


738/334 


Minus 


DQ/nU-DDWJ 


403760 


771Z2D2 


Minus 




403776 


7770611 


Minus 


liHil 1R9A <7t;ft 


403895 


73B1/IO 


Minus 




403937 


7711761 


Minus 


1^09-1^773 


404043 


9558573 


Plus 


rsarki*) OGnC JRC07 ARRDXi 


404097 


7770701 


Plus 


OOPl Z-PPfUl 


404200 


6010176 


Minus 


-ff^P 7<vin 

AAo^/ZlU 


404249 


0555533 


Plus 


n4</U-o4oo3 


404274 


9BB5189 


Plus 


iU4l£f-l04olo 


404265 


2S2o514 


Plus 


1'V5R*> ^l^lK 


404288 




Plus 




404356 


70oUobo 


Minus 




A\nAAA& 
404443 


7579073 


Minus 


Rf7Hlin_5l7AJH 
Of lt)o-Of i H 1 


404476 


BQS0&99 


Plus 


lUla41-lU<U*U 


404488 


en -loonc 


Minus 




404513 


6151941 


Minus 


HOR17 lilVIQ 


404548 


8570305 


Minus 


Q<9DaO-D41Qc 


404555 


7243861 


Minus 


DosWKnia/ 


404561 


97959 B0 


Minus 




404588 


6456720 


Minus 




404533 




Minus 




404599 


6705107 


Plus 


110443-1 lUfw 


404860 


8979555 


Puis 


QOUO^OOUDl 


404916 


7341826 


Plus 


rune? M'tMi 


404957 


7407927 


Plus 


i47di2-i4UUi* 


405041 


7547195 


Plus 


121230-1*1/14 


405059 


7656683 


Plus 


349-822 


405090 


8072525 


Minus 


^ftQC9 4Q3n9 


405257 


7329310 


Pkts 


73121-73273 


405336 


6094635 


Plus 


33257-33553 


405472 


8439781 


Plus 


1 06297-106447,108462-108596 


405494 


8050952 


Minus 


70284-70518 


405547 


1054740 


Plus 


124361-124620.124914-125050 


405621 


5523811 


Plus 


59362-99607 


405634 


530628B 


Plus 


17856-17957,18302-16412,18037-1 6927,22790-22989 


405654 


4895155 


Minus 


S3624537S9 


405692 


4314424 


Plus 


61379-62562 


405759 


32B8022 


Minus 


18283-18399 


405829 


7109993 


Minus 


15828-16127 


405848 


7651809 


Minus 


2B135-28244 
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405966 


824778B 


Minus 


51762-51978 


405970 


8247789 


Minus 


4579546295 


406018 


6758904 


Minus 


37795-38168 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406149 


7144791 


Minus 


4446445164 


406195 


7289992 


Minus 


36293-36827 


405333 


92*3235 


Rue 


646BM4796 


406466 


9795563 


Plus 


4373-4616,8870-9046,1 1366-11509,11625-11880 


406506 


7711374 


Minus 


6843-8077 


406554 


7711566 


Plus 


106956-107121 


4066Q3 


8272659 


Minus 


39506-39694 



TABLE 30A ABOUT 1 840 GEMES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO HYPERSENSITIVITY PNEUMONITIS (HP) 

Tabte 30A flsts about 1840 genes Stat are up regulated in idiopathic pulmonary fibrosis (IPF) samples as compared with hypersensitivity pneumonitis (HP) samples. These were 
selected from about 59680 probes ete on an Afrymemx/Eos Hu03 Gene Chip array such that the ratio of "average' idiopathic pulmonary Ghosts sample expression level to 'average" 
hypersensitivity pneumonflfc sample expression was greater than cr equal to about 2.0. The 'average* Idiopathic pulmonary fibrosis level wbs set to the 90* percentile amongst 
Idiopathic pulmonary fibrosis samples. The 'average- hypersensitivity pneumonitis level was set to the 90* percentile amongst hypersensitivity pneumonitis samples. 

Ffcey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbenk accession number 

UnlgenelD: Unigene number 

Unlgena Title: Unigene gene tide 

R1 : Ratio of IPF (kfiopatNc pulmonary fibrosis) to HP (hypersensitivity pneumonitis) 



Bcey 


ExAccn 


Unigene ID 


Unigene Title 


R1 


450478 


AW451709 


Hs^7120O 


ESTs 


2Q.2 


432365 


AK0O1106 


HS,274419 


hypothetical protein FU10244 


11.9 
11.8 


405554 
440209 


H05049 


Hs32269 


neuiexin3 


10.6 


407811 


AW190902 


H8J40098 


cysteine knot suparfemHy 1, BMP antegon 


10.4 


439606 


W79123 


Hs.58561 


G protein-coupled receptor 87 


10l3 


425259 


AUM9280 


Hs.1 55397 


Homo sapiens rnRNA; cDHA 0KFZp564Kl43 (fr 


10.2 


42B230 


AA367019 


Hs.241395 


protease, serine, 1 (trypsin 1) 


05 


416653 


M76B553 


Hs.74170 


metaHothlonein 1E (functional) 


9.3 


4204B1 


U50525 


Hs.98201 


Human BRCA2 region, rnRNA sequence CG029 


9.2 


403574 








9.1 


415517 


U88967 


Hs.78867 


protein tyrosine phosphatase, mceptor-t 


8.B 


419519 


AI198719 


H5.176378 


ESTs 


8.2 


435256 


AF193766 


Hs.13872 


cytokinBrlike protein C17 


81 


423017 


AW17B761 


Hs.227948 


serine (or cysteine) proteinase inhlbho 


6.1 


42S62S 


BE501732 


Hs.30622 


Homo sapiens cDNA RJ13010 lis, done NT 


8.0 


40^443 








7.8 


428766 


AM779B9 


Ks.98800 


ESTs 


7.7 


441802 


AA966636 


Hb/I 27677 


ESTs 


7.6 


453549 


Y07494 


Ha.34114 


ATPase. Na*JK* transporting, alpha 2 H 


7.5 


447410 


AM70235 


Ks.172698 


EST 


12 


442363 


BE379594 


Hs.49135 


ESTs, Moderately similar to ALU7JHUMAN A 


7.2 


405494 








6.9 


442377 


AA993607 


Hs.167367 


ESTs 


6.9 


40992B 


AL137163 


Hs.57549 


hypothetical protein df473B4 


6.B 


420407 


AA814732 


Hb.145010 


llpopolyeHccaride-speciRc response 5-U 


6.8 


415236 


R41400 




gb7l94b12.5l Soares infant brain 1MB H 


6.8 


451562 


H04150 


H3.10770B 


ESTs 


6J 


403310 








6.7 


445189 


A1938450 


Hs.147482 


ESTs 


6.7 


409632 


W74001 


Hs.55279 


serine (or cysteine) proteinase Inhibito 


6.7 


439780 


AL1096B8 




BfcHorao sapiens rnRNA ful length Insert 


6.6 


402076 








6.6 


415025 


AW207091 


Hs.72307 


ESTs 


6l5 


4TJG690 


M29540 


Hs.220529 


cartinoembryonb antigen-related cell ad 


6v5 


438557 


AW364104 


Hs.143509 


hypothetical protein FU21924 


8.5 


426042 


AA419529 


He.76391 


myxovirua (influenza) resistance 1, homo 


&4 


410007 


M13509 


Hb.63169 


matrix raeialoprctetoase 1 (inters life] 


&4 


409545 


BE2S6182 


Hs.19Q02 


hypothetical protein MGC4675 


6.4 


446619 


AU076643 


Hs.313 


secreted phosphoprotsn 1 (osteoponHn, 


6.4 


411986 


AA099113 


Hs.1 18609 


ESTs 


6.4 


440274 


R24595 


Hs7l22 


scrapie responsive protein 1 


6.3 


442379 


AF032922 


Hs.8813 


syntaxln binding protein 3 


6.3 


419236 


AA330447 


Hs.135159 


Homo sapiens cDNA HJ11481 as. clone HE 


6.3 


420185 


AL044056 


Hs.158047 


ESTs 


6.3 


415672 


N53097 


Ka.193579 


ESTs 


6.2 


455486 


AA102322 




gb:zI90t03/1 SlratBgene colon (937204) 


6.2 


420026 


AI83119D 


Hs.166676 


ESTs 


6.1 


446868 


AV660737 


Hs.1 351 00 


ESTs 


6.1 


431622 


AW973271 


Hs.293184 


ESTs 


6.1 


407265 


AJ2356S4 




gb:Homo sapiens rnRNA for ■nmunoglobulin 


6.1 


421300 


AW29739B 


Hs.96517 


ESTs 


6.0 


416045 


H15990 


Hs.31403 


ESTs 


6.0 
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414175 A130BB76 Hs.l03B49 hypothetical protein DKFZp761D1 12 6.0 

424693 BE169B10 Hs.47557 ESTs 6.0 

43B397 AA715013 Hs.169835 ESTs 6.0 

440504 A194B966 Hs.130017 ESTs, WbaWy similar to JN090B H-Mransp 6 0 

5 40971B D6664Q Hs.56D45 src nomology three (SH3) and cysteine ri 60 

403625 6.0 

418986 AI123555 HS.B1796 ESTs , 5.9 

416035 H42314 gDiyotBeOZsl Scares adult brain N2b5HB5 5.9 

_ 400292 AA250737 Hs.72472 ESTs 5.9 

10 442849 R10099 Hs.269805 ESTs 5.9 

440B87 AJ799488 Hs.135905 ESTs 5.8 

427535 R29543 Hs.2164 pro-platelet basic protein (lidudes pla 5.7 

410934 AWB11114 gb:MR2ST0l31-1 11 199^)16-904 ST0t31 Homo 5.7 

431374 BE258532 Hs.251871 CTP synthase 5-7 

15 444963 AJ916973 Hs.213603 ESTs 5.7 

447530 AW192063 Ha.246865 EST*. Moderate^ similar to JC5238gBlac 5.6 

444992 R37658 Hs.21375 ESTs 5.6 

41657S W024U Hs^8383 ESTs 5.5 

431211 M86849 Hs,323733 o^p junction proton, beta 2, 23kD (conn 5.5 

20 451830 H18433 Hs.21S42 KSM1 035 protein 5.5 

446466 H3B026 Hs.308 arreslin 3, retina! (X-arreslfn) 5.5 

404043 5.5 

423454 AL11045S Hs.4B9 succinate dehydrogenase complex, subuntt 5.5 

455540 BE0B0231 gb:RC4-BT0629-120200-D12-f11 BT0829 Homo 5.5 

25 434683 AW298724 Hs.202639 ESTs 5.5 

44SB98 AF070523 Hs.13423 Homo sapiens dons 24463 mRNA sequence 5.5 

422306 BE044325 HS.2272B0 US snRNA- associated SmJike protein 5.5 

428895 AA437124 Hs.187247 ESTs 5.4 

. . 460018 AA421642 Hs^4309 hypothetic^ protein FLJ11106 5.4 

30 419249 X14767 Hs.8976B gamTia-amtocbutyrtcacfclfGABA) Arecepto 5.4 

455D47 AW852530 gb:PM1-C70243-O7109M0l-fl0S CT0243 Homo 5.4 

454039 AW079064 Hs-245540 ESTs 5.3 

403637 63 

414725 AA769791 Hs.1253M ring flnper protein 21, interferorwespo 5.3 

35 4O9073 AA06345B gb:zf71e07.s1 Sca^s_pineal_flland_N3HPG 5.3 

403329 5.3 

434001 AW950905 Ks.3697 serine (or cysteine) proteinase lihtoto 5-3 

459654 5.3 

401497 5.3 

40 410797 AW857191 e kRC2-CrO3O4-0BO1{XH)1 1-bl2 CT0304 Homo &2 

411402 BE297855 Hs.B9855 NRA&related gene 5.2 

448844 AI581519 Hs.177184 ESTs 5.2 

435202 A1971313 Hs.170204 K1AAC551 protein 5.1 

43941B A1282149 Hs.56213 ESTs, Highly similar to FXD3_HUMAN FORKH 5.1 

45 443584 A18Q7036 Hs.267245 hypothetical protein RJ14B03 5.1 

434352 AF 129505 HsJ6492 small muscle protein, X4inked 5.1 

43083B N46664 Hs.169395 hypothec protein FLJ 12015 5,1 

430882 BE174240 Hs.79024 heterogeneous nuctear ribonudeoprofein 5.1 

440129 AAB65B18 Hs.174936 ESTs, Weakly similar to S71886 Ste20-fik 5.0 

50 437636 AA7647B1 Hs391844 ESTs 5.0 

455747 BE074910 ^;RC5-BT0580-17030£W>21-F12BT058OHgmo 5.0 

456464 AW983901 9 D:RC1-HN00O3-22O30OM)11-f1O HNOD03 Homo 5,0 

418771 AAS07BB1 Hs.25329 ESTs 5.0 

434820 AIS21863 fl bcns90<05.x5 NCLOGAPJtS Homo sapiens 5.0 

55 440615 AI733D55 Hs,130808 ESTs » &0 

454482 BE147919 gb:RC3-HT023O-1602OJM>16-aCB KT0230 Homo 4.9 

400432 AX015809 H&.2B77B7 Sequence 8 from Patent WO9950285 4,9 

43650B AW604381 Rs.1 21121 ESTs, Weafcly similar to S00755 pleckstri 4.9 

423607 AA32B329 Hs.6591 ESTs ~ ~ 4.9 

60 407415 AF073328 gb:Homo sapiona tetracyKne transporter- 4.9 

401878 4,9 

443162 T49951 Hs.9029 DKFZP434GQ32 protein 49 

451326 AA021283 H53978B ESTs 4.9 

440516 AJ131245 Hs.7239 SEC24 (S. cerevisiafi) related gene famfl 4.9 

65 406333 4.9 

409105 AW467539 H8.255877 ESTs 4.8 

408000 L1 1690 Hs.629 bullous pemphtgaiJ anSgen 1 (230/24CkD) 4.8 

4214B2 AL135462 Hs.104715 fnversln 4.B 

442757 A1739528 Hs.28345 ESTs 48 

70 459717 48 

436627 AI783629 Hs,26766 ESTs 4.8 

412222 AA5282B3 Hs.292737 ESTs 4.B 

460101 AV649989 Hs.24385 Human hbc647 rnRNA sequence 48 

410901 AW810001 sb:MR4-ST0124-2703004}Q54>11 ST0124 Homo 4.8 

75 426217 AW1318BB Hs.172792 ESTs. Weakly similar to hypothetical pro 4.8 

441640 AT733345 Rs.144104 ESTs 4B 

422977 AA631498 gfcnp83h04Bl NCI_CGAP_Thy1 Homo sapiens 48 

425361 AA355933 Hs.132221 hypothetical protein FU 12401 4.8 

414955 C15506 gb:Ct5506 Ctantech human aorta polyA* mR 4.8 

80 411965 BE467339 Ha.280115 ESTs 47 

403341 47 

411726 AW858612 gb:CM3-CT0341-19Q400-152^12CT0341 Homo 47 

443271 BE568568 Hs.195704 ESTs 4.7 
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417181 U0123 
426097 BE3273B9 
439199 R40373 
_ 440728 AWOB6077 
5 434381 AA631834 
417423 N87579 
431291 N25521 
431242 AA9Q7742 
425985 BE394849 

10 442360 AI374621 
452171 AW63302 
440801 AA9Q6366 
411738 AW859353 
431447 AA505138 

15 433485 A1493076 
401365 

408261 BE141183 
411657 AW856683 
423085 R9615B 

20 42B528 A1004034 
454036 AA374756 
417252 M195014 
417135 AA422067 

_ _ 403069 

25 420691 AA829433 
412147 AW8959S4 
425578 U65652 
430403 AF039390 
454438 AA224053 

30 435434 AA6B0387 
420828 AA2B0778 
436586 A1279137 
452393 H87398 
416170 H42454 

35 408691 AW250525 
428912 AW103117 
455511 BE144762 
413849 BE173561 
401189 

40 425733 F13287 
447863 AI047611 
422654 AA314316 
435463 AA682507 
417919 A1926203 

45 405784 

431 B53 AA521034 
409629 AW449589 
403281 

427173 BE255017 
50 433717 AF063536 
406777 T23625 
4tD481 R341D7 
419511 AA42S750 
452291 AF015592 
55 449762 K93057 
421106 AAB77t24 
439382 BE2476B4 
404957 

436332 AL049679 
60 446393 AW014174 
45272B A1915676 
456386 W2B481 
406268 A WD 58311 
416972 BE019670 
65 427099 AB032953 
403344 

438993 AAB28995 
444922 AI921750 
401596 AA172106 

70 418693 A175087B 
414299 AA142989 
452744 A12676S2 
458552 AW136139 
421065 AA329711 

75 439294 AW975328 
441201 AW116822 
434377 AW137148 
440472 AA888169 
418379 AA218940 

80 435678 RD8330 
437263 AA747822 
444087 AV647699 
411745 AW867826 



Hs.1071 surfactant protein A binding protein 
Hs.112238 ESTs 
Hs 26299 ESTs 

Hs.153272 Homo sapiens cDNA:FlJ2271 5 fis,ctowH 

gb:np77h05s1 NCLCGAPJPr2 Homo sapiens 
gb:LU030F Human fetal heart, Lambda ZAP 

Hs-25Z75 Kroppel-lype 2hc finger protein 

Hs.251278 KIAA1201 protein 

Ha. 1 31905 ESTs, Moderaiel>r simitar to Z1 95_HUMAN Z 

Hs-29055 ESTs 

Hs.211930 EST 

Hs.190635 ESTs 

9 b:MR1-CT0353-l50300-1O2-a12 GT0353 Homo 

Hsl291341 ESTs 

Hs.201967 aldofceto reductase family 1, member C2 

9b:MR(>4^007V1911994301*04HT007l Homo 
flb:CM4-CTfl278-221099^27-f07 CT0278 Homo 

Hs.267130 Homo sapiens, dona MGG54C6. mRNA, comp 

H5.9863B ESTs 

Hs.93560 Homo sapiens mRNA for KJAA1771 protein, 
HS.B5971 ESTs 
Hs,50547 ESTs 

Hs.275343 ESTs 

g>:QV4^Ntt)39O405QtM97-e0B NN0039 Homo 
Hs.158313 chromosome 17 open reading tame 1A 
Hs.241 362 tumor necrosis factor (llgand) en perfeml 
Hs.172405 cell division cycle 27 
Hs.187850 ESTs 
Hs,18687a ESTs 
Hs.151498 ESTs 
Hs^9B58 ribosomri protein L7a 
Hs.220645 ESTs 

gb^821626^prims NIHJMGCL7 Homo sapiens 
He J8949 ESTs, Weakly similar to MEA6 IH-saptons] 

gb:CHO-HT0180J(M1099<l65b04 HTOlaO Homo 
Hs.15384 API gamma submit binding protein 1 

Hs.159388 Homo sapiens ctone 23578 mRNA sequence 
Hs.238065 Homo sapiens cONA FLI14246 lis, done OV 
HS.16372S ESTs 

gb:zJ18f0a.st SoaresJretelJrver^pteenL 
Hs.86379 ESTs 

Hs.70834 ESTs 
Hs.279724 ESTs 

Hs.97540 ESTs 

gb:AF063535 Homo sapiens library (Yu Y> 
Hs. 150580 putative translation initiation factor 
Hs,321450 pregnancy spBrific beta-1-gtycoprtrteki 2 
H&.751 13 general tjanscripflon factor MA 
Hs.2B853 CDC7 {odJ diytefon cycle 7, S. cerevtei 
Hs,54flBS ESTs 
Hs.172844 ESTs 
Hs.103070 ESTs 

Hs^2302 Homo sapiens cDNA FLM814fc, clone NT 
Hs.301936 zme finger protein 
HB.23970B ESTs 

gb;47a1 Human retina cONA randomly prime 
Ks.311054 Homo sapiens mRNA full length insert cON 

gtabb26c0tjc1 NIH_MGCJ5 Homo sapiens cDN 
Hs.173560 odd Oz/ten-m homotog 2 {DrosopWIa, mous 

gbcod77bOB.Bl Nd_CGAPJ)v2 Homo sapiens 
HS.144S71 Homo sapiens cDNA FU13752 us, clone PL 
Hs.1 10950 Rag C protein 
Hs.87409 rJirombospondin 1 
HsJ173D ESTs 

Hs .30504 Homo sapiens mRNA: cDNA DKFZp434E082 <fr 
Hs.245856 ESTs 

gb:6ST33362 Embryo, 12 week tl Homo sap( 
Hs.6523 chromosome 1 open reading frame 12 
Hs.128757 ESTs 

Hs.306593 Homo sapiens cDMA FU11382fis. done HE 
Hs.169071 ESTs 
Hs.137516 fidgetift-llte 1 
Hs.20152 ESTs 

gbmx97a04^t NCI_CGAP_GCB1 HomosapiBns 
Hs.282375 ESTs 

gb:MR0-SN0039J0OaOtH)O1-cO2 SM0039 Homo 
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438660 1)95740 
405521 

411597 AW852925 
, 415655 W05433 
5 404822 

441107 AA917075 

404634 

412768 AW996044 
42B102 AA9BB441 
10 436511 M721252 
441247 AWUB681 
453098 22S935 
41DB11 AW605687 
425048 H06468 
15 431071 AA491379 
436298 AW293496 
440356 AJ933184 
4S276fl AW059459 
455241 AWB76249 
20 409070 AA063003 
409044 AU295B6 
419091 TB5332 
422591 L07648 
403188 
25 418857 D10216 
413585 AI133452 
436149 A1754OT 
443682 A1383061 
437916 BE566249 
30 439B18 AL360137 
438361 AAB05666 
451221 AJ949701 
455475 AW948U6 
433197 AB04O8B9 
35 429881 180112 
41559B A1433165 
431220 N52937 
433132 AB026264 
424029 AB014594 
40 404443 

407340 AA810166 
41031B AA084050 
412400 AW94806B 
1 MI _ 427167 M239607 
45 438090 AA777534 
407938 AA905C97 
440454 A1733037 
417706 T90797 
428692 AI372B22 
50 407762 AW235638 
420727 H75701 
417508 BE163512 
413525 BE145&99 
425766 AA364002 
55 459429 AA276779 
430205 AB025904 
437458 AL390131 
451073 AI75B905 
452786 R61362 
60 429846 AD023021 
444414 AW2932J4 
402615 

410585 AW770523 
425168 R96366 
65 449729 R72032 
459359 N99545 
456443 AW967500 
439001 AF075QB8 
„ 443657 R14973 
70 404193 

416379 N38B57 
422511 AU076442 
426603 AA382291 
4125B9 R2B660 
75 421037 AI6B4B0B 
427088 AA39B0B5 
429927 NM.001115 
453375 AI9901U 
435451 AF195420 
80 451BB2 A1821324 
419983 W55956 
405001 U5B196 
4221B2 AL043892 



Hs.6349 Homo sapiens, clone 1MAGE:3010666, rnRMA. 

gb:PMO-CT0248-131099^01-flO CT0248Homo 
Hs.49890 ESTs 

Ks.190520 ESTs 

Hs.26239 Human ONA sequence from done RP11-438B2 

Hs.126866 ESTs 

Hs.291502 ESTs 

Hs.1 28051 Homo sapiens thymic stromal lymphopoteti 

Ks.86379 ESTs 

Hs.300648 ESTs 

Hs.164502 ESTs 

nb:aa65f05.Tl NCI_CGAP_GCB1 Homo sapiens 

H5.18013B ESTs 

Hs.127922 ESTb. Moderately similar to S65657 alpha 

Ks.81539 ESTs 

gb:PM4-PTQ019-13129&-0C6-B05 PT0019 Homo 

Hs.224560 ESTs 

Hs.33033 hypothetical protein FU 14623 

Hs.178294 ESTs 

Hs.118530 MAWnterading protefo 1 

Hs j89394 POU domain, class 1 , transcription facto 

Hs75431 firjrinogen, gamma polypeptide 

Hs.159452 ESTs 

HM7248 ESTs, Highly similar tosimilar to Cdc14 

Ks.20999 hypothetical protein FU23142 

Hs.1 9934 Homo sapiens mRNA full length Insert cON 

Hs.146217 Homo sapiens cDNA: FU23077 fis, ctona L 

Hs.210589 ESTs 

gb:RCO-MTC013-2BO30O-O31-at2 MT0013 Homo 

Hs.261022 KIAA1456 protein 

Hs. 192245 ESTs 

Hs.9856 ESTs 

Hs.t02679 ESTs 

Hs.284245 hypomebcail protein IMPACT 

Hs.137579 K1AA0694 gene product 

Hs.284289 vitiligo- associated protein VlT-1 

Hjl289259 ESTs. Weakly dmlter to S23650 fetravini 

p^cRC0-WT0012-29030O4)31-h1O MT0012 Homo 

Hs.99196 hypothetical protein WGCU324 

Hs-191992 ESTs 

Hs.85050 pnosphclamban 

Hs.129990 ESTs 

Hs.268623 ESTs 

Hs.1 1O103 RNA polymerase I transcription factor RR 

Hs.29475 ESTs 

Hs.99686 complement component protein, 

Hs.1 80877 H3 hlstono, family 38 (H33B) 

gb:MR0-HT0208-221 299-20 4-ht0 HT0208 Homo 
gb:EST74529Rneal gland 11 Homo sapiens 

Hs.335666 EST 

Hs.235163 carbonic annydraseXIV 

Hs.12B7S1 Homo sapiens cDNA FU12235 fe, ctorw MA 

Hs.206063 ESTs 

Hs.106642 ESTs, Weakly slmiar to T09052 hypottietl 
Hs.225945 fuoosyttransferase 9 (alpha (1,3) tucosy 
Hs.8752 transmembrane protein 4 

Ks.337501 ESTs 

gbiyq37ct04,s1 Soaras fetal liver spleen 
Hs.29235 ESTs 

fib^a40a05.d Scares fetal liver spleen 
Hs.133543 ESTs 

gb:rferriosaptensttilltenglh Insert cDNA 

gb:yH2M0.s1 Scares fetal liver spleen 

Hs.203933 ESTs 

Hs.117936 collagen, type XVII. alpha 1 

gb:ESTS5683 Testis I Homo sapiens cDNA 5 

Ks.24305 ESTs 

Hs.197653 ESTs 

Hs.142390 ESTs 

He.2522 adenylate cyclase 8 (brain) 

Hs.240091 ESTs 

Hs.303006 ESTs, WeaWy slmler to gammaneregulin 

Ha.100445 ESTs 

Hs^4030 Homo sapiens mRNA; cDNA DKFZp586E1624 (f 

Hs.296281 Interleukin enhancer binding factor 1 

Hs.180582 Homo sapiens cDNA: FU21836 fis, ctone H 
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432030 


AI908400 


Hb.143789 


ESTs 


3.6 


449645 


A1961092 


H&.196155 


ESTs 
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404476 








3.6 


449336 


AL119985 


Ks.15260 


ESTs, Highly similar to AC007228 2 BC372 


3.6 


401200 








3.6 


403937 








3.6 


437918 


A1751449 


Hs.121629 


ESTs 


3,6 


443394 


AI055B55 


Hs.133465 


ESTs 


3.6 


439107 


AL046134 


Hs.13944 


adrenergic, beta, receptor kinase 2 


3l6 


417229 


AA975096 


Hs.19522 


hypothetical protein PR02849 
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AU323753 
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Humeri DMA sequence front done 1 198H6 on 
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AA707472 


Hs.190760 


ESTb 
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4S3823 AL137967 

416394 H64111 

432779 AW979241 

439326 W07140 

423035 AW449679 

435766 R11673 

446067 R66568 

441605 AA984647 

414400 X0594B 

41S405 AIB6B282 

437642 AL079309 

460360 T97817 

451704 A1755209 

459037 AW439497 

419247 S65791 

423121 AWB6484S 

426724 AA383G23 

434273 AA913143 

436042 AW29B971 

410500 R09442 

416154 Z46122 

416432 M14156 

454447 BE163567 

458067 AA393603 

44433B A1937026 

427687 AW003867 

415929 AA724373 

41GD09 243062 

421515 Y11339 
403515 

435793 AB037734 

439953 AA918129 

457620 AA602711 

442006 AW975133 

453931 AU21278 

453123 AWD26516 

413468 BE504766 

454600 AW810001 

451065 AW295132 

444493 R59410 

426447 AV655B43 

410908 AA1216B6 

440364 AA910460 
403190 

430762 A 1343652 

451182 052562 

432437 WD70B8 

442137 AA977235 
405970 

407676 AW064111 



gb;DKFZp76 1023^5^1 761 {synonym: hamy2) 
gb7r57f03j , 1 Soares felsl liver spleen 
fib:EST39135t MAGE resequences, MAGP Homo 
Hs^4721 ESTs 

Hs.156739 N .sapiens XG mRNA {clone PEPtl) 
Ks.186498 ESTs 

Hs.183373 src homology 3 doman-coolaining protein 
Hs.128601 ESTs 

Hb.B97 Fc fragment of IgE, high affinity t, rec 
HS.1188B ESTs, Highly sMar to KIAA1 370 protein 
gfrHomo sapiens mRNA full length insert 
Hs.174880 ESTs 

Hs.205616 ESTs, Weakly similar to ALU 1_HUMAN ALU S 
Hs.290656 EST 

Hs.89764 fragile X mental retardation 1 

g h^W2-5N 001 8-29030 M 03^09 SM0Q15Homo 
Hs^93616 ESTs 
Hs.26303 ESTs 
Hs.255593 ESTs 

gb.7f26c09.r1 Soares fetal Hver spleen 

gb:HSCOVB031 normaKzed Infant brain cDN 
Hb.85112 kisunn-likfi growth factor 1 (somatomedi 

^;CrV3-HT0460-230200-loi-b03 HT0460 Homo 
Hs.36752 prcteri kinase anchoring protein GKAP42 
Hs.146642 ESTs 
Hs.1570 histamine receptor HI 
Hs/49344 hypottiaticaJ protein FU11006 

9b:HSC12£041 ncrmaS^d &irant brain cDN 
Hs.105352 GaINAca(pr^2 1 6-EJE^trensferaseLl 

Hs.4993 K1AA1313 protein 

Hs.124638 ESTs 

Ks.336753 EST 

H3.292663 ESTs, Weakly sknlar to S72482 hypolhatl 

Hs^5144 ESTs 

Hs.31791 acylphosphatase 2, musde type 

Qb:hz40g01jt1 NO_CGAP_GC6 Homo saplans 
gt:MR4-ST01 24-270300^05.b1 1 ST0124 Homo 

Hs.222231 E8Ts > Weakly simitar to granule cell mar 

Hs.282094 ESTs. Moderate!/ similar to 138022 hypot 

Hs.169919 electron-trajisfcr^avoproterri, alpha po 

Hs.10592 ESTs 

Hs.128626 ESTs 

Hs.105667 ESTs 

HS^S6317 KIAA17B9 protein 

Hs.293685 ESTs 

H3.I28B30 ESTs. WeaWy similar to Z1 92LHUMAN ZINC 



Hs^79823 ESTs 
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413141 

431418 

431964 

45S371 

428062 

423841 

420430 

443921 

444453 

443475 

414136 

453263 

4108BB 

458303 

431474 

439702 

45B797 

430140 

423871 

459278 

446672 

431543 

416182 

422899 

417B63 

405455 

426235 

439567 

444648 

451426 

408172 

401626 



BE166323 

X68242 

AKQ01974 

R20991 

AA420683 

AW753967 

AI703192 

A1091310 

AW379394 

AI066470 

AA812434 

R9177B 

AW861207 

AA224872 

AL133990 

AW085525 

AW001B35 

AW296771 

AA331906 

AW294659 

TQ5514 

AJ834273 

NM_004354 

D16471 

R07483 

AI631964 

At0566l8 

AW451176 

AW205003 

W02488 



417991 

443212 

403356 

404518 

413581 

426701 

445510 

418663 

447617 

448150 

410140 

443283 

454777 

410767 

433183 

43616B 

436456 

411186 

411860 

433567 

433805 

409434 

440184 



419189 
428648 
407995 
413200 
416421 
416737 



429215 



433383 



AA731452 
AW269515 

AJ815601 

BE150618 

Af96B103 

AA946676 

AK001100 

A1400762 

AW2167 

AL 134435 

BE568610 

AW62QQ27 

AJQ01873 

AF231338 

AK000883 

AA9133B1 

AW621267 

AW872477 

AFD73299 

AA706910 

AF278761 

AB0O2297 

AW592167 

T95B62 

AFD5Z728 

AI094748 

AA127395 

AA 134005 

AF154335 

AL04G991 

AE89472 

AA551010 

AW360833 



Hs.252722 
Hs.272242 

Hs,98321 



Rs.134848 
Hs/145126 
Hs.134482 
Hs.11S023 
Hs.99369 

H&.1 15088 

Hs.190642 

Hs.134182 

HSJ3323 

Hs,221999 

Hs.34054 

Hs.9711 
Hs.7S069 
Hs.121571 
Ha.180461 

Hs.34447 

Ha.134314 

Hs.195954 

1^208063 

Hb.46039 



416294 
446190 
417B01 
41S122 
418375 
4433S7 
446645 
434294 
452372 
414241 
436982 
43D54B 
427119 
437073 
437845 



D8&980 

A1279299 

AA417383 

R42778 

NNtOD3081 

AW07134S 

AI336596 

AJ271379 

A1B85742 

AA425085 

AB0183O5 

AW450575 

AWBB0562 

AJ885608 

AA769578 



gb:QV4-HT0492-27010O0a6-el2 HT0492 Homo 
Hin-1 

hypothetical protein FU11112 
gb:yg06h01.rl Soares Infant brain 1NIB K 
hypothetical protein FLJ14103 
gb:RC2-CT03Q4-D801 00-01 1-h12 CT0304 Homo 
gbwd92h04j(1 NCLCGAPJU24 Komo sapiens 
ESTs 
ESTs 
ESTs 

SMC2 (structural maintenance of chromoso 
ESTs 

gb:RC1-CT03Q2-12Q200-013404 CTO302 Homo 

ESTs 

ESTs 

ESTs 

hypothetical protein RJ22059 
ESTs 

gb:EST35805 Embryo, 5 week I Homo eapTan 
Homo sapiens cDNA FU22488 fis. done H 
gb;EST034O3 Fetal brain, Slratagene (cat 
novel protein 
cyct3n62 

Human mRNA. Xq terminal portion 
ESTs 

ESTs 
ESTs 
ESTs 
ESTs 

phosphogjycerate mutase 2 (muscle) 



Hs,19Q008 
Hs.102500 

Hs.79197 

Hs.209461 

Hs.282824 

Ms.41690 

Hs.176675 

Hs.302739 

Hs.22269 



ESTs 

hypothetical protein FU2Q481 

CDS3 antigen (activated B iymphocyies, I 
gb:RC3-HT0272-11010W)l3^)6HT0272 Homo 
Homo sapiens cDMA FU 12838 fis, clone NT 
ESTs 

desmocdRn 3 
ESTs 
ESTs 
neurocin3 

gb:6D1342622F1 NIHJ4GC_63 Homo sapiens c 
0b:QVO-STO2S4-24O3CO-l7^gQ4 ST0294Homo 
Ws.66185 Homo Sapiens mRNA, partial cDNA sequence 
Hs.222024 transcripfoo factor BMAL2 
Hs.301645 Homo sapiens cDNA FU10Q21 fis, clone HE 
Hs.190513 ESTs 

gb:PM3^STD307-231299-0014)11 ST0307 Komo 
gb:hm30mx1 NOjCGAPjrhy4 Homo sapiens 
Ks.1 03132 solute carrier faml/ 9 Isodtomftydrogen 
Hs.112742 ESTs 

Hs.131581 Homo sapiens lesSs transcript Y 7 (TTY7 

Hs.7022 dedicator of cyto-tfnesis 3 

Hs.293299 ESTs 

Hs.112318 62 kd protein 

Hs. 186021 potassium voltage-gated channel. subfsrrii 

Hs.100134 hypothetical protein FU 12737 

Hs.222414 ESTg 

Hs.79306 eufcaryotjc translation tnlrJaUon factor 
Hs.79691 L1M domain protein 
Hfl.10338 ESTs 
Hs.65407 ESTs 
Hs.216640 ESTs 

gb:PM1-CTO243-201099-0Q4-dQ8 CT0243 Homo 

Hs.79170 KIAA0227 protein 

Hs.256584 ESTs 

Hs.82562 integrin. beta-Cke 1 (with EGF-Ilke rep 

Hs.22217 Homosapiens clone 1MAGE32106, mRNAseq 

Hs.84389 syrtaptosornaJ-essodated protein. 25kD 

Hs_21S937 ESTs 

Hs.156294 ESTs 

Hs.76194 ribosomaJ protein S5 

Hs,228474 ESTs 

Hsj4007 Sarcolemmai-assodaled protein 

Hs.5378 spondin 1 , (f-Bpondln) extraceUuIar mat 

Hs.153203 ESTs, WeeJuy similar to B34087 hypothetl 

Hs,1l4574 ESTs 

Hs.94122 ESTs 

Hs.90486 ESTs 

4 369 
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454962 


AW047O4O 




414394 


A1904738 


Hs.76053 


417175 


R44558 


Hs.94002 


456536 


AW135986 


Hs.257859 


401132 






407764 


BE006347 




428004 


AA4495G3 


Hs.151393 


450347 


A1745400 


Hs.204662 


456605 


AI827786 


H3.259044 


452879 


AW905326 


Hs.180642 


454754 


AW819191 




429479 


AA45348B 


Hs.99333 


448090 


A1608821 


Hs.270289 



401324 
404731 

419936 AJ79278B 
455571 BE003714 
433990 AA8B9326 
415239 R42608 
416878 W2C090 
436079 R09664 
422183 AA431695 
457460 AI143312 
454145 AA046B72 
446577 ABO40933 
430664 AW959834 
40458B 

407634 AVW8499t 
413087 BE0B4655 
440790 AW593050 
452081 AW958859 
421915 R34441 
419261 $017376 
419340 AA236590 
444771 AB023201 
446233 AV653034 
457030 AI301740 
408334 AW514652 
4100B5 AA428482 
411018 AWB13428 
403623 

432223 AA333283 
444050 AW138295 
421036 AA810560 
401459 
404404 

4S043B AIB96071 
414523 AU076S33 
419169 AW851980 
441274 AW59S781 . 
450785 AA852713 
452401 NM.007115 
400316 

410307 AF022913 
431906 AW320O38 
440046 AW402306 
450271 AI69390O 
415811 AA450191 
415273 239840 
450519 AA010066 
451421 W16522 
446364 AB0D6624 
436838 AJ271945 
416079 R4005B 
446466 A522109 
448835 BE277929 
415046 R40018 
446134 AW70790 
456027 BE327387 
45B023 AW978161 
417079 U65590 
421308 AA687322 
414884 R54418 
449136 AW294215 
455756 8E079307 
428170 H05530 
429878 AA460188 
455000 AW850263 
436369 T77666 
415840 R1595S 
444955 AW002B44 
436020 AA778177 
453051 AW196690 



Hs.112950 

Hs.139270 

Hs.6616 

Hs.191223 

Rs.112794 

Hs.129206 

Hs,6279B 

Hs.15420 

Hs.303303 

Hs^6100 

Hs.128560 

Hs.7514 

Hs.1O1007 

Hsu89791 

Hs.67530 

HG.11912 

Hs.297559 

Hs.173381 

Hs.321637 

Hs.58569 



HsJ 21001 
Hs.135024 
Hs.303577 



gb:lL3<rr0213-28010Q-056-A04 CT0213 Homo 
DEAO/H (Asp^u-Ala-Asp^s) box poly pep 
ESTs 
ESTs 

9b:CMO-BN01S4-OB0400^2^h04 BN0154 Homo 
gtulsrote-cyaieone Ugase, catalyEc sub 
ESTs 
ESTs 

rkosomal pfotein L13 

gb:CWl-ST0283<)71299461-<J08 ST02B3 Homo 

ESTs 

ESTs 



gb:ol91dQ5.y5 NCLCGAPjGdS Homo s 
gb:CH^-BNQ096-2O040O-161-aO1 BN0095 Homo 
ESTs 
ESTs 
ESTs 
ESTs 

Human DNA sequence from ctona 1068E1 3 on 

casein kinase 1, gamma 3 

ESTs 

KIAA1500 protein 
ESTs 

ESTs 

gD:Rd-BTO3ia-30t29S-O12-cO9 BT0313Homo 
ESTs 

Homo sapiens cDNA FU12141 lis, done MA 
Homo sapiens cDNA: FLJ23546 lis, clone L 
wlngfess-ty pe MMTV Integration site feml 
ESTs 

KIAA0984 protein 
ESTs 

dihydropydrrirfnasevllkfi 2 
ESTs 

gtycogsnln 2 

gb:MR^STOm010200-21&c05ST0192 Homo 

Homo sapiens, done JMAGE3460280, mRNA 

ESTs 

ESTs 



Hs^53800 

Hs.76353 

Hs.282346 

Hs.131357 

Hs.25459 

HS29352 

Hs.62167 

H6.374B6 

Hs.6877 

Hs.200920 

Hs.172963 

Rs.22229 

Hs.224849 

Hs.237689 

Hs.14912 

Hs.134984 

Hs.6911 

Ha.171066 

Hs.11081 

Hs.56400 

Hs.34494 

Hs.13913 

Hs.268555 

HsS1134 

Hs.192843 

Hs.183745 

Hs.195631 

Hs.12565 

Hs.1 27263 

Hs.324429 

Hs.83428 

Hs21758 

Hs.148641 

Hs.121724 

Hs.224269 



ESTs 

serine (or cysteine) proteinase InMHto 
ESTs, Weakly similar to S724B2 hypothec 
ESTs 

Homo sapiens, eJpha-1 (VI) collagen 
tumor necrosis factor, aJpna-lnducBd pro 

phosphatiaViinosHol grtycan, class K 
ESTs 

hypothetical protein TU10483 
ESTs 

hypohwtfcal protein FU14624 
ESTs 

Homo sapiens cDNA FIJI 2593 fs, dona NT 

Homo sapiens cDNA FL) 13539 (is, clone PL 

WAA0286 protein 

ESTs 

ESTs 

ESTs 

UBXdorrdiworrta]nIng2 
ESTs 

ESTs 

KIAA1 577 protein 
S-$ exorfbonuc tease 2 
IntBfteuWn 1 receptor antagonist 
leucine zpper protein FKSG14 
hypothefcal protein FU13456 
ESTs 

gb:RC1-BT6523-1202Q04)11-g09 BT0623 Homo 

ESTs 

ESTs 

Homo sapiens cDNA FLJ14015 fis, done HE 

nuclear factor of kappa light potypepBd 

ESTs 

ESTs 

ESTs 

ESTs 
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425178 

402145 

410655 

44923B 

455737 

438214 

438250 

411622 

418454 

449357 

418950 

431508 

405090 

445409 

45277B 

455577 

40B235 

436194 

452073 

427050 

427244 

44B4Q5 

433767 

421376 

441519 

404367 

453502 

421948 

438165 

400603 

404042 

405229 

411411 

415452 

430371 

447046 

455851 

429014 

405605 

400227 

439037 

439393 

427533 

418355 

433536 

448446 

449623 

44556B 

440446 

420201 

444148 

447972 

432504 

440925 

42B39B 

415913 

418145 

413252 

400335 

426132 

436938 

437960 



414899 
403786 
430187 
451700 
455868 
445900 
457041 
415716 
422336 
451684 
407244 
455249 
428662 
406076 
405302 
400325 
406408 
423119 
424152 
431380 



H16097 Hs.161027 ESTs 

AA4971 17 Hs.129600 ESTs, Moderately similar to ALU1 JiUMAN A 

AA428229 Hs.331 561 muscle-specific RlNG-finger protein 3 

BE247203 Hs.124831 CGI-67 protein 

HG6D76 Hs.26320 TRABID protein 

AY0M867 Hg,85B44 neurotrophic tyrosine kinase, receptor, 

AI807B94 Hs.47274 Homo sapiens mRNA; cDNA DKFZp564Bl76 (fr 

AA31 5308 Hs,195S70 hypothetical protein RJ1499I 

AI076363 HB.288BQ6 Homo sapiens cDNA FLJ1 1778 fis, clone HE 

T78517 Hs/13941 ESTs 

ML012481 Hs.182979 rtbcsomal protein L1 2 

A1949081 Hs. 147862 ESTs 

R71338 Bs.5921 Homo sapiens cDM* FU21592 fis, clone C 

BEQ05341 gb:RC2-BN0127-240300-01 1-b05 BN0127 Homo 

AA0533B1 Hs.75969 prolhe-rlch protein vrilhnuctear target 

AK001074 Hs.333435 Homo sapiens cDNA FU10212 fis, clone HE 

AA625150 Hs.a2098 ESTs 

AA397789 Hs.161B03 ESTs 

AA402400 Hs.178045 ESTs 

AW2076M Hs.170849 ESTs 

AA609245 qb:aM3a11 .s1 SoaresJestis.NHT Homo sap 

AA287948 Hs.134110 ESTs 

AA972740 Hs.127092 ESTs 

AL039786 Hs.21273 transcription factor NY Osp 10 

U2583 Hs.334309 kemfmBA 

AA779344 Hs.138136 ESTs, Weakly similar to 1510254A L1 repe 



AA345241 Hs.55950 ESTs, WegWy similar to KJAA1 330 proton 

FD9134 Hs.12839 ESTs 

DB7466 Hs,240112 KIAA0276 protein 

AA326187 Hs.17170 G proieta-coupTed receptor 4 

BE146B79 flb:W4-HTO222-261099-014-c11 HTO222 Homo 

AIB00518 Hs.118158 ESTs 



AFO75084 gkHomo sapiens full length insert cDHA 

AI741B16 Hs,125B97 ESTs 

R36022 Hs.179566 hypothetical protein FU22624 

L42563 Hs.1 165 ATPase, H+/K+ transporting, nongastrfc. 

A1732153 Hs.188909 ESTs, Weakly similar to alternatively sp 

AI521251 Hs.171030 ESTs 

C00719 Hs.120440 EST 

H0O91B Hs^88744 KIAA179S proteii 

AA885423 Hs.125646 ESTs 

AA424158 Hs.206461 ESTs 

AW003204 Hs.151167 ESTs 

AL137275 Hs.20137 hypothetical protein DKFZp434P0116 

AA928829 Hs,47099 hypothetical protein RJ21212 

AW511090 Hs,1304l9 ESTs 

AJ2493G8 Hs.98558 ESTs 

H703D2 gb-.yr95107.ii Soares fetal liver spleen 

AF12126D H s,83 577 cysteine and gfyane-rich protein 3 (car 

8E074910 gb:RC5-BT0580-t70300-021-F12 BT0580 Homo 

Y13187 Hs.248067 Homo sapiens dmd gene. Intran 1 1 

AA370501 gb:EST82261 Prostate gland 1 Homo sape'en 

AW139680 Hs.161393 ESTs 

R50393 Hs.276435 KIAA1474 protein 

BE162394 gb^M2-HTD45l-l70l00-C)04-a0B HT0451 Homo 

AW975433 Hs .36288 ESTs 



AI799909 Hs.158989 ESTs 

A1470252 Hs.29553 ESTs 

BE149024 gb:CIW-HTO249491099-C64*O4 HT0249 Homo 

AF070526 Hs.13429 Homo sapiens clone 24787 mRNA sequence 

AA399018 Hs.250835 ESTs 

N59294 Hs.179662 microsome assembly protein 1-IEke 1 

A1761322 Hs.1 15285 dhyoWrpoamWe S-acefrttransferase (52 

AA8890B1 Hs.153952 5*nocfeotidase(Crj79) 

M10014 Hs.75431 fibrinogen, gamma polypeptide 

AWB76538 Qb:RC3*PT002B-19010OO12-b06 PTO028 Homo 

NMJ30Q346 Hs.2316 SRY (sex determining region Y)-box 9 (ca 

AL390179 Hs.137011 Homo sapiens mRNA; cDNA DKFZjp547P134 (fr 

M9S292 Hs^47924 Homo sapiens endogenous HIV-1 related se 

AF070571 Hs.44690 Homo sapiens clone 24739 mRNA sequence 

AA322201 Hs.131976 ESTs 

AL133591 Hs.141480 Homo sapiens mRNA; cONA DKFZp434N079 (fr 

AA52369B Hs.324507 hypothetical protein FU209B6 
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425793 AA3S3946 Hs.20969 ESTs 2-9 

401462 29 

458817 A1S22129 Hs.173119 ESTs 2.9 

422163 AF027208 Hs.1 12360 prcmlnln (mouse]-lta t 2.9 

5 419875 M853410 Hs.93557 proenksphalin 2.9 

423047 NMJM5323 Hs.123064 H1 hfetonafamty, member T Oesfis-Bpac 2.9 

425349 AA425234 Hs,79a8B ribose 5-phosphde isomerase A (ribose 5 2.9 

401353 2.9 

418531 R96760 Hs.1 83758 ESTa 2.9 

10 447290 AI476732 Hs.263912 ESTs 2.9 

441143 AI027BO4 Hs.159650 ESTs 2-9 

431292 AA370141 Hs.2281 chromogranln B {Eectetogranin 1} 2.9 

405783 2.9 

444459 AJ680624 Hsl14B676 ESTs 29 

15 402112 R58624 Hs.2186 eukaryofc translation elongation factor 29 

425745 U44060 Hs.14427 Htmo sapiens cDNA: FU218Q0 fis, done H 29 

444627 RD9764 Hs.20416 ESTs 29 

451195 U10492 Hs.43B mesenchyme homeo box 1 2.9 

411417 AW845481 gb:MRl-CTD056-2011W)0B-bO4CTO056 Homo 29 

20 418343 AA216372 Hs.159501 ESTs ' 29 

431595 AA50B19B gh:nhE0ID7.s1 NCJ.CGAPJ'rB Homo sapiens 29 

436187 AKOC0998 Hs.297221 Homo sapiens cDNA FU 101 36 fis, done HE 29 

455699 BE068121 gb:CM1-BTQ3Sa-061299-O60-aQ2BT033B Homo 2.9 

459440 BE048054 gb:tz46c03.y1 NCf_CGAP_Brn52 Homo sapien 29 

25 42B832 AA578229 Hs.324239 ESTs, Moderately simitar to ZN91J-IUMAM Z 29 

423492 AF020761 He,129683 ubkiuHin-conjugBflng enzyme E2D 1 {homo 29 

424235 MIWL0031B1 Ha.143507 T brachyury (mouse) homolog 29 

437913 AI140825 Hs.121623 ESTs 29 

443185 NMJ0O6134 Hs.284142 chromoBome 21 open reading frame 4 29 

30 443453 RD5385 Ks. 143509 hypoihefical protein FU21 924 29 

426803 AA362568 Hs,1 79747 ecotropte viral Integration site 5 29 

437183 A19281B4 Hs.122011 ESTs 2.9 

420879 K31165 Hs.23B837 ESTs, WeaWy similar b S43603 RNA bpndi 2.9 

442726 AW136Q66 Hs.19145 ESTs 29 

35 456189 H91010 Hs.44940 ESTs 29 

441115 R69910 HsJ9Q4l Homo sapiens cDNA FU 141 77 fls. dons NTT 29 

435563 AF210317 Hs.95497 solute Darner family 2 {facilitated glu 2.9 

415628 F130B0 gb:HSC3IO041 normalized Infant brain cDN 29 

423837 AL137279 Hss.130187 Homo sapiens rriRNA; cDNA DKFZp43401214 (f 29 

40 443246 T75157 Hs.337603 ESTs, Weakly similar to T06880 hypotheti 29 

450877 AJ799608 Hs.29173 ESTs 29 

439063 AF085922 Hs.113968 ESTs 2.9 

481526 29 

. . 408751 N91553 Hs^5B343 ESTs 29 

45 +17320 AA195667 Hs.86022 ESTs 29 

442927 AI024347 Hs,131519 ESTs 29 

444125 AI124BB2 Ha. 118121 ESTs 2.9 

452148 AF007143 HsJ282Q5 Homo sapiens dona 23738 mRNA sequence 29 

453901 BE055902 9 b:RC2^T03lB-150ZO[MI11-b09BT0318Homo 29 

50 452589 BE159915 Ms. 61 405 ESTs, Weakly similar to 20D4399A chromes 28 

4D3011 2.B 

436154 AA764950 Hs.1 19898 ESTs 2.8 

40B221 AA91Z1C3 H*47447 ESTs 28 

430345 AKD0Q2B2 Hs.23S6S1 rrypoMcaJ protein FU20275 28 

55 415399 T26994 Hs.177198 ESTs 28 

441817 AW96S706 Hs.293332 ESTs 2,6 

443556 AA256769 Hs.94949 melhylrnalonyl-CoA eplmerasa 28 

455092 BE152428 gb:CM0'rtTD323-l5l299-1 264)04 HT0323 Homo 28 

439703 AF08653B Hs. 195245 ESTs 28 

60 411024 BE062590 gb:QV1-BT026^28 1039X123-105 BT0260Homo 26 

414548 BE379492 sb:6 01 23621 5F 1 NIH_MGC_44 Homo sapiens c 2.8 

434715 BE005346 Hs.116410 ESTs 28 

407594 AW057584 Hs.1G0B81 ESTs 28 

^, 439235 N45513 Hs.466QB ESTs 28 

65 453736 AU 18674 Hs.34871 zinc finger homeobox 19 26 

404957 28 

4377B3 AIB83150 Hs.201550 ESTs, Werfdy strnter to ALUIJiUMAN ALU S 28 

4128B7 BE007420 gb:PM3-BN8l42-2fJ030[W)0l-c04BN0142Horno 28 

^ 426942 AA393551 Hs.97450 ESTs 26 

70 403513 28 

41S077 AA2338B5 Hs.164526 ESTs 28 

421823 M40850 Hs.28G25 ESTs 28 

425664 AJ006276 H&159003 transient receptor potential channel 6 2B 

451007 H38108 Hs.32759 ESTs 28 

75 407B03 AW0B16B1 Hs.269064 ESTs. Weakly simlar Id T42689 hypothec' 2.8 

409642 AW450609 rfc.257347 ESTs 28 

439492 AF086310 Hs.103159 ESTs 28 

420814 AA721155 Hs.190440 ESTs 28 

449508 AK0O1566 Hs.23618 hypothetical protein FU10704 28 

oO 428350 AWB73520 Hs.112017 GE36gens 28 

405456 28 

442459 AI264628 Hs.125428 ESTa 28 

415763 Z42265 Hs,5181 pcofiferatioMssociHted 2G4. 3BkO 2B 
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428532 
436720 
449539 
415533 
408749 
404652 
423130 
424960 
402131 
419530 
456118 
444217 
449S79 
412323 
418312 
433513 
44B912 
451496 
420273 
451949 
420756 



425012 
441 609 
448870 
451206 
457314 
416192 

4iaraB 

455310 



AF157326 

AW975902 

W80363 

T74009 

H65489 

AWB975B6 
BE245380 

X9B33D 

AA380267 

AV646751 

AW207260 

AW937143 

NM_00OS85 

AI565356 

DB37B1 

AW503407 

AI652864 

U03B84 

AA411B00 

BE090503 

T77666 

AA946764 

BE1817B3 



4241BS 

423575 

427443 

452092 

413091 

421003 

42S593 

445611 

412494 

406243 

407308 

42372B 

404587 

4104B3 

416431 

416805 

417177 

427134 

428137 

430844 

441218 

4409t1 

411131 

438602 

441191 

403776 

420169 

427B39 

429905 

449396 

450777 

458043 

405523 

434849 

462756 

438055 

42090B 

405738 

417606 

430698 

441969 

448092 



AM79597 

NMJDQ5036 

AU076B01 

AW893961 

AA428429 

AW954552 

C18863 

AA402713 

BE245374 



T72080 

AK000332 

AW418497 

AL133900 

YC0787 

H67394 

AWB91294 

M99587 

BE563567 

AW384459 

F13271 

NMJ04458 

AA39B409 

AA421792 

T94960 

BE327561 

AA909536 

AW819212 

A1167149 



A1572450 
AA60B823 
AIX80128 
BE169100 
AA255S46 
AW979009 

AW292765 
AW138937 
AA77B655 
AL049974 

AI8d7Z77 
AA492071 
A1733386 



413617 
444931 
412236 
453264 
438370 
406092 
454874 
455880 
459275 



8E467912 
BE1S5373 
AV6S2066 
AW902583 
AA034137 
AAB43242 

AW836407 
BE153208 
AI808913 



Hs.184786 TBP-^nlerac&ig protein 

gb:EST388011 MAGE resequences, MAGM Homo 
HS-5B446 ESTs 

Hs.268738 ESTs, Weakly simile to ALU7JWMAN ALU S 
Hs,250659 ESTs 

Hs.21213 ESTs 

Bs.l 53952 5* nucleotidase {CD73) 

Hs.90821 ryanodine receptor 2 (cardiac) 

Hs.78277 CKFZP434F2021 protein 

Hs.282395 ESTs 

Hs.1 34014 ESTs, Weakly similar b T46425 hypowab" 

gb:PMl-DT0041-281299401-roi DT0041 Homo 

Hs.89472 angiotensin receptor 1 

Hs.171437 ESTs 

Hs.22559 KIAA0197 protein 

gb:Ul-KF-BN0-a)^-11-0-UlJl NIHJMGC_50 

Hs,197257 ESTs 

Hs.463 potassium irmardly-tccbTylng channel, a 

Hs 189900 ESTs 

gb:RC6-BT07l7-11040O-Gl1-Fl1 BT0717 Homo 

Bs.92414 Homo sapiens cDNA: RJ22030 fis. clone H 

Hs.133460 ESTs 

Hs.175358 ESTs. Weakly sfrnilarto A475B2 B-ceH gr 

Hs.271780 ESTs, WeaWy similar to 138022 hypotheS 

Hs.193659 hypcthellcal protein DKFZp586J1119 

Hs.998 peroxisome proliferative activated reoep 

Hs,89436 cadherin 17, LI cadherin (Ifoetfrrtesthi 

gb:RC4-WN0O27^)6O400-01 1-dl1 NN0027 Homo 

Hs.98453 EST 

Hs.142634 zinc finger protein 

Hs.163443 Homo sapiens cDMA FU 11 576 fis, clone HE 

Hs.97672 ESTs 

Hs.27842 hypothefical protean RJ11210 

gkRC1-8T0313-110500>017^02BT03l3Homrj 

Hs .95687 F-box protein 30 

Hs.209927 Homo sapcens cDNA FJJ20325 fis, clone HE 

Hs.145583 ESTs 

Hs.792 AOP-ribosy laUon factor domain protein 1 

Hs.624 mterteuklnB 

Hs-331 325 ESTs, WeaWy simler to 138022 hypoths!i 

Hs.132136 solute carrier family 4, sodium bJcarbon 

Hs.104134 homeo box (H6 fanfly) 1 

gb,*QV3-HTO4H>-230200-1 01-b08 HTT0460 Homo 

Hs.1 72004 ffiri 

Hs,79981 Human clone 23660 mRNA sequence 

Hs,81452 fatry-acld-CoertTymB A ligsse, bng-chain 
Hs. 173561 EST 
Hs.1 70999 ESTs 

gfcye3Bd07.r1 Stratagene lung (937210} H 
Hs,202345 ESTs 
Hs.143562 ESTs 

gfe:CM1^T0283^7t29M61-c07 BT0283 Homo 
Hs.1 23374 ESTs, WsaWy sVnilsr to mariner franspoa 
Hs.148816 ESTs 

Hs.99785 Homo sapiens cDNA: FU21245 fis. done C 

Hs.98244 ESTs 

HsJ225998 OKFZF434Ct53 protein 

Hs.195029 ESTs 

HS.6047B ESTs, Moderate}? similar to S47073 tinge 
Hs,326108 ESTs 

Hs,8053 ESTs 

Hs.21 3436 ESTs* Wfeatyy similar to A340B7 hypoSieti 

He.270942 ESTs 

Hs.1 00261 Homo sapiens mRNA; cDNA DKFZp564B222 {fr 

Hs.183733 ESTs 

ob;ne97bD4.s1 NCI.OGAPJCdl Homo sapiens 
Hs.129194 ESTs, WeaWy slmlar to ALUlJtUMAN ALU 8 
Hs,145894 ESTs 

Hs.1 54294 discs, targe {Drosophila) homolog 1 
Hs.279518 amyloid beta (A4) precursor-Ska protein 
Hs .751 13 general transcription factor 111 A 

gb:QV3-NNl024-260400-l7l-f10 NN1024 Homo 
Hs.271955 ESTs 
Hs.48523 ESTs 

Hs.270143 e>rJracelhilaf glycoprotein EMIUN-2 prec 

gb:PMfWITO335^504O(HJ07-F1DHTO335 Homo 
Hs.339352 Homo sapiens brother of CDO (BOQ mRNA, 
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411987 


AA375975 


Hs.1833BO 


441884 


AW172630 


Ha.1448B4 


416211 


R14625 




433128 


AB021923 


Hs,23367 


452259 


AA317439 


Ha.28707 


453696 


A19B9482 


Hs.146266 


45620S 


AVU29969B 


Hs.334625 


425876 


AW005887 


Hs.23405B 


450458 


AAD09926 




406603 






410181 


AM6B210 


Hs.261285 


410871 


078367 


Hs,68739 


412706 


R97106 


Rs.16754S 


422B97 


AA679734 


Hs.4290 


436329 


AT798750 


Hs,163960 


436679 


A11 27483 


Hs.1 20451 


459992 


BE179015 




452S94 


AU076405 


Hs.29981 


419296 


AA236115 


Hs,1207B5 


454747 


AW818535 




455791 


BE090BB9 




41M09 


AW844803 




426662 


AA879474 


Hs.122710 


400268 






436782 


AA8283B0 


He,1 26733 


443764 


F23283 




412486 


AF21D650 


Hs. 150858 


411514 


AW850178 




457900 


AW976B92 


Hs.291665 


417376 


AA253314 


Hs.154103 


426682 


AV6B0038 


H&2056 


436608 


AW1 83971 


Hs_250896 


413527 


BE1820B2 


Hs.246973 


432415 


T16971 


Hs.289014 


445660 


AJ702668 


Hs.201955 


441396 


AW293677 


Hs/IB6890 


452046 


AB018345 


HS.27657 


454936 


AW846082 




454434 


AA083558 


Hs.2612B6 


435588 


A1942357 


Hs.187870 


431613 


AA018515 


Hs.264482 


408812 


BE397160 


Hs.254763 


416890 


HB4Q7B 


Hs.108551 


436471 


AA719813 


Hs.117662 


426659 


AKD00590 


He,158B36 


426237 


AK001104 


Hs.1 63241 


45B257 


U48351 


Hs.201219 


455544 


AWB9388Q 




407494 


U10072 





452821 AW471181 

434222 AF1198B6 

429864 AA460039 

456273 AF154B46 
402603 

411162 AW819944 

420521 M276808 



Hs/160874 
H&283&41 
Hs.2B6 
Hs.1148 



ESTs, Moderately almlarto AlUS.HUMAN A 
ESTs 

Bb:yg45c03.r1 Scares Infant bratol NIB H 
EST- YD 1 protein 

signal sequence receptor, gamma (franskj 

ktaesln ramHy member 13A 

Homo sapiens cDNA FU14890 fis, clone PL 

ESTb 

gb^W7e05.r1 SoaresJetaUlverj6pJeer\_ 

pleiotrapic regulator 1 (PRL1» Arabldops 
keratin 12 (Meesmann comB&l dystrophy) 
ESTs 
ESTb 

Homo sapiens heat shock transcription fa 
ESTs, Weakly similar to unnamed protein 
gb:RC3-HTO12-OBQ50G-0mi0 HT0512 Homo 
solute earner family 26 (sulfate tran&p 
ESTs 

9b:RC1-ST027e-14O300-OtWO5 ST0278Homo 
gb:RC1*flT0720-2aoaiHM)1l-roa BT072D Homo 
gb:RC3^N0058-170300-015-fOB CND056 Homo 
ESTs 

ESTs 

gb:HSPD22980 HM3 Homo sapiens cDMA clone 
NAG19 protein 

gl):lL3-CT0219.271099^22-Hl2CT0219 Homo 
ESTs 

UM protein (similar to rat protein Wna 
UDPglycosyHransferaBe t family, polype 
ESTs 
ESTs 

ESTs, WeaWy similar b A43932 mucin 2 p 

ESTs 

ESTs 

K1AA0&02 protein 

gb:MR3-CT01764)B1099^B2-dui CT0176 Homo 

ESTs 

ESTs 

Homo sapiens mRNA; cDNADKFZp761A0411 (f 
ESTs, WeaWy slmlar to A42442 Integrin 
ESTs 
ESTs 

hypothetical protein FU20583 

hypothetical protein FU10242 

ESTs, Weakly similar to S 18946 ultra big 

gb:RCMN0034-2404(XMJ17-d09 BN0034 Homo 

fibiHuman forkhead family (AFX1) mRNA, pa 

ESTs 

Homo sapiens PR02991 mRNA. complete cds 
ribosomal protein U 
zinc finger protein 

gb:CWSTt)234-24O3QO-l72^03 ST02&4 Homo 
gb:z»79cG9.r1 NCLCGAPJ3CB1 Homo sapiens 



435113 


AA665469 


Hs.117136 


ESTs 


4331GB 


AA779975 


H5.128659 


ESTs 


435255 


A4394151 


Hs.37932 


ESTs 


450181 


H05254 


Hs-2M198 


ESTs 


433764 


AW753676 


Hs,399B2 


ESTs 


433229 


AB040925 


H&.91625 


WAA1492 protein 


443718 


AW835B0 


HS221373 


ESTs 


41B246 


AI472179 


Hs.121276 


ESTs, Weakly svnilar to R5HU7A ribosomal 


463930 


AA419483 


H636727 


hypothefcal protein RJ10903 


400365 


Y10259 


Hs.274501 


Haptens ACTH receptor mRNA 3"UTR 


41331a 


AW969742 


Hs.291005 


ESTs 


428527 


A1902398 


Hs.34492 


Cyt19 protein 


404414 






446444 


AJ743737 


Hs.24370 


ESTs 


4U354 


AW992424 


Hs,28B141 


hypothetical protein M6C315& 


417918 


AA209205 


Hs.163754 


hypoiheEcal protein FU1260& 


418310 


AA8141G9 


Hs.86693 


ESTS 


454481 


AW794878 


Hs.314230 


ESTs, Highly simitar to clock [ftsaplens 


,441216 


BE299830 


Hs.192908 


ESTs 


438257 


AW474419 


Hn.224794 


ESTs 


442264 


AI278777 


HSJ63455 


ESTs, WeaWy similar to ALU1_HUMAN ALU S 


419505 


AA24366D 


Hs.143061 


ESTs 


417596 


R07343 


Hs.226823 


ESTs, Moderately similar to 154374 yens 


443565 


N71710 


Hs.21398 


ESTs, Moderately simitar to A Chain \ H 


4445U 


AI939339 


Hs.146083 


ESTs 


454887 


AW635924 




Ob:PM1-LTO(W8-2S02(XM)rj2-aO9 LT0018 Homo 


455B70 


AW452631 


Hs.313803 


ESTs. Highly similar to AF1 57833 1 noncl 
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457630 A16808O3 
424210 T71397 
447748 AJ422023 
411970 AA099142 
441233 AA972965 
400706 

436033 H75391 
440B36 AW370882 
4^1066 A18296S2 
465110 BE154505 
455678 BE0660C7 
413068 BE0E4962 
436196 AK0010B4 
437396 BE140396 
432374 W6B615 
442690 AKJ14727 
441700 AA233556 
410285 AI739159 
403271 

429761 A1276780 
437085 AA743935 
450822 AW771660 
457505 AF131757 
416585 X54162 
430357 AW976789 
417249 N58198 
423554 M90516 
440400 AA994354 
440460 H92571 
446302 AI285848 
424012 AW368377 
428944 AA7801B1 
41S647 AA34B947 
455500 AW963532 
419435 A1200540 
452450 AW854891 
434699 AA643687 
436421 A167B031 
447505 AL0492G6 
419758 U31S73 
42669B AA394104 
446861 A1696519 
423025 AA831267 
447624 AI640326 
411736 AWHS90B9 
416334 H53139 
446818 A1342668 
454836 AWB33711 
442278 A1733477 
453393 AW956392 
420854 AW296927 
408729 AA195764 
455675 BE065984 
411660 AW855718 
455252 AW676627 
409156 N76186 
423175 W27595 
430291 AVB60345 
401785 
402369 

439079 AF085937 
412566 AW9S2574 
411463 AW847645 
4137S8 BE162391 
404989 

409446 A1561173 
412613 AA653507 
4179D9 R35614 
454743 AW618456 
405364 
404108 

411934 AW876538 
415747 AA361209 
443526 AW792B04 
415319 AAS59923 
454864 AW835775 
458771 AW295151 
414349 BE512968 
426589 AW954460 
429515 AL03122B 
443614 AV6S5386 
411772 BE170301 
434784 AA649051 



Hs.112627 

Hs_222707 

Hs.161338 

Hs.13804 

Hs.13556B 

K&25574B 
Hs.222080 
Hs.211561 



Hs.333498 

Hs.21621 

Hs.301885 

Hs.160047 

HS.12690B 

Hs.61896 

Hs.135173 

Hs2Q2329 

Hjl205130 

Hs.274533 

Hb.79386 

Hs.165607 

H&.18269B 

Hs.1674 

Hs.125594 

H&.23447B 

H&.1497S7 

hk.137569 

Hs.41182 

Hs.91816 

Hs.14877 

Hs.194720 

Hs.149425 

Hs.122813 

Hs.18724 

Hs.93173 

Hs.97489 

Hs.14427 

Hs.12244 

Hs.62713 

Hs.36271 
HsJ279765 

Hs.166313 
Hs.110376 

HsJ2639 



H&.17351B 
Hs.18653 
Hs.233126 



Ks.36348 



Hs.676BB 
HS.2B5711 

Hs.79347 



Hs.134002 
Hs.34955 

Hs.163612 



Hs.204370 
HSJ645 

Hs.164007 



ESTs 

KIAA1718 protein 
ESTs 

hypothetical protein dJ 4 6202a 2 
ESTs 



ESTs 
ESTs 

gb:PMO-HT0343-23129MD3-EO6 HT0343 Homo 
gb:RC3-BT0319-12020CMrt4-d09 BT0319 Homo 
gbcRC1-BT0313-13n400-D16<tf2BT03l3 Homo 
Homo sapiens cDMA FU10222fis, clone HE 
hypothetical protein DKFZp7620076 
Homo sapiens cDNAFLJ 11 346 fis # clone PL 
ESTs.Weatfy similar bB28096ir>^1 pr 
hypomancal protein RJ12994 
DKFZP586N2124 protein 

ESTs 
ESTs 
ESTs 

Homo sapiens done 24925 mRNA sequence 

teioniodin 1 (smooth muscle) 

ESTs 

ESTs 

ghjMnd-fnictos&-6-pr>Qsphald transamtn 
ESTs. Wew-Wy similar b T25472 hypotheti 
Homo sapiens cDNA: HJ22648 fe. done K 
ESTs 

tumor protein 63 kDa with strong homo log 
Homo sapiens DC47 rnRM A, complete cds 
hypothetical protein 

gb:EST 375655 MAGE resequences, MAGH Homo 
ESTb, Weakly srrflar to {defllne not ava 
ATP-binding cassette, GiMamily G (WHIT 
Homo sapiens cDNA FU1 1 SBO lis. ctone HE 
ESTs,WeaWir similar to ZN22JUJfvWN ZINC 
Homo sapiens mRNA; cONA DKFZp964F093 (fir 
phosphodiesterase 6C, cGMP-speciffc, con 
ESTs 

Homo sapiens cDN A: FU21800 £s, clone H 

hypothetical protein RJ 20097 

ESTs 

Qb:MR1^Cn}350-1 5020W»2*K)2 CI0350 Homo 

ESTs 

ESTs 

gb;QV4-TT000&-25119&O43-e11 TTQ008 Homo 

ESTs 

ESTs 

9b:UI-H^W0-aJr>c^7-r>Ul.s1 NCI_CGAP_Su 
ESTs 

gb:RC3aT0319-12020W)14^06 BT03 19 Homo 
gb:RC1-CT0279-070100-O21-aQ6 CT0279 Homo 
gh:RC3-PTOO2B-12O200-013J11 PT002BHomo 
M-pbase phosphoproteln homotog 
hypotheHcri protein RJ14627 
CGl-49 protein 



ESTs 

Qb:EST374647 MAGE resequences, MAGG Homo 
gb:IL3-CTD2l3-28O10(W5eA04CT0213 Hbmo 
Bb:PRmmM51-09010IMI02-f04 HTD451 Homo 

ESTs 

hypothetical protein FLH30B9 
gh^g66eOBjr1 So ares Infant brain 1NIB H 
KIAA021 1 gene product 



gb:RC3^0026M90100>012-ta06 PT0028 Homo 
gb:EST94257 Activated T-cdte I Homo sap 
ESTs 

Homo sapiens cDNA FU 1 3485 fis. clone PL 
gb:aV4-LT0016-2402flO-110-d04 LT0016 Homo 
ESTs 

gb:60H72296F1 NIR.MGCJ5 Homo sapiens c 
gb:EST3 66530 MAGE resequences, MAGC Homo 
DMA segment on chromosome 6 {unique, pse 
fibrinogen, B beta polypeptide 
fl b:QV4.HTO536O405D0-193«5 HT0536 Homo 
ESTs 



2.6 

Z6 

26 

2.6 

2.6 

Z6 

26 

2.6 

26 

2.6 

2.6 

2.6 

2.6 

2.6 

2.6 

2.6 

26 

26 

26 

26 

26 

26 

26 

25 

26 

26 

26 

26 

26 

2.6 

2.6 

26 

26 

26 

2.6 

2.6 

26 

26 

2.6 

26 

26 

26 

25 

25 

25 

25 

25 

25 

2.5 

25 

25 

25 

25 

25 

25 

25 

2.5 

25 

25 

2.5 

23 

25 

25 

25 

25 

25 

25 

25 

2.5 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

2.5 

2.5 



375 



WO 03/042661 



PCTAJS02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



429322 

446252 

453361 

455276 

449410 

451403 

458861 

416944 

423010 

412505 

446399 

412139 

403691 

424025 

420352 

422342 

447343 

457770 

427731 

426920 

427794 

429803 

454190 

414550 

435391 

401989 

423346 

444905 

424539 

400861 

458426 

429520 

403568 

430592 

451073 

424580 

427888 

425541 

422B40 

404708 

405008 

453772 

411036 

444575 

449311 

454277 

454566 

454597 

41620B 

407851 

446554 

452B50 



A1283125 
AA035197 
AW977806 
AAO01356 



AI630223 

N22809 

W25436 

M974491 

A1298405 

BE044976 

AT701B52 

BE258B35 

AA309272 

AA256641 

BE065030 

AA411750 

AA393351 

AA709186 

AL134197 

AW177821 

BE3790O8 

AJ227692 

A1267677 

AW135863 

L02911 

AKJ84514 
AA16Q142 

X8Q240 

A1927694 

AA158727 

AA417068 

AA3S91I9 

U44059 



BE281431 

AAB67218 

AI2W847 

AJ657014 

AW295069 

AWSO7B05 

AWB09648 

AW291168 

NMJJ14496 

AA151730 

H23230 



407300 

408817 

409827 

416665 

417404 

418994 

428709 

429654 

432253 

439786 

445432 

453052 

454137 

459608 

452843 

433222 

449695 

431532 

425967 

400641 

430982 

432808 

410645 

411561 

421083 

423513 

434627 

435663 

455879 

451797 



AA102616 

R61736 

AW99762B 

H72974 

NMJ007350 

AA296520 

BE268717 

Af 435046 

AWD90822 

AV552707 

AV653771 

R63Q50 

AW500340 

AL119471 

AI796769 

AW514472 

AA164569 

AI537817 

NKLQ071S9 

R17432 

NWL015985 

AWB07182 

HB1164 

AA263628 

AF03596O 

AI221894 

AI023707 

BE153Z75 

AW663858 



Hs.199243 WAA0231 protein 
Hs.t500.09 ESTs 
Hs.1 07375 ESTs 

9b:EST3398lO MAGE resequences, MAGO Homo 
Rs.18159 ESTs 

Hs40919 Homo sapiens cDNA RJ14511 fls, ctone WT 
gb:ad06gOa.rt Proliferating Erymroad Cg 
gb;yw41a07.st Welzmann Olfactory EpHhel 

Hs.90725 ESTs, Moderately similar to 138022 hypot 

Hs.21734 ESTs 

Hs/150080 ESTs 

pta:hn25b10.x1 NCI_CGAP_Jhy7 Homo sapiens 

Hs-301296 Homo sapiens cDNA: FLJ23131 fls, dona L 

gb:601117374Fl NIHJ4GCJ 6 Homo sapiens c 
9 b:EST180209 Liver, hepatocellular caicl 

Hs.236B94 ESTs, Highly similar to S02392 alpha-2™ 

Hs.124179 ESTs 

Hs.20943 ESTs 

Hs.132121 ESTs 

Hs.282963 ESTs 

Hs.93597 cyclli-depandent Wnase 5, regulatory su 

glKlL3+fr0059-180899^07^C05 HT0059 Homo 
gb:60U59567T1 NIH_MGC_53 Homo sapiens c 

Hs.146274 ESTs 

Ks.127416 synaptojanln 1 

Ks.209228 ESTs 

Hs,150402 adivin A receptor, type I 

Hs.249587 ESTs 

Hs.205058 hypothetical protein FU20075 

rjtoH.sapiens endogenous retrovirus HERV- 
Hs.204470 ESTs 

Hs.1 50555 protein predicted by clone 23733 
Ha.1 37598 ESTs 

gb;EST68l72 Fetal lung II Homo sep'rans c 
Hs.121481 thyrotrophlc embryonic factor 



Hs.1 6323 Homo sapiens, Similar to G antigen 8, cl 
Kb.297007 membrane-bound transcription factor prot 
Hs.22545 Homo saofero cDNA FU12935 lis. clone NT 

gb:tt49s12xl NCI_CGAr\_GC6 Homo sapiens 
Hs.31743 ESTs, Weakly similar to 21S7_HUMAN ZINC 

gb:MR4-STO098>l2Ol0O^30143O6STO098 Homo 
gb:MR4^ST0124-26109W)1W01 ST0124Homo 
Hs.41295 ESTs, WeaHy slmlar to MUC2_HUMAN MUCIN 
Hs 40434 ribosomal protein SB Kinase, SOkD, polyp 
Hs.301 789 nudlx ^nucleoside diphosphate finted moi 
Hs.22481 ESTs, Moderately simflar to A4801 0 XJIn 

gbzn43e07,Bl Stntfagene HeLa celt s3 99 
Hb.124128 ESTs 
Hs313637 ESTs 

gb:yu28a10is1 Soares fetal liver spleen 
Hs.B21 01 pteckstrin homotogy-tike domain, farrfly 
Hs.89546 selecrJn E (endothelial adhesion molecul 
Hs.104916 hypotheficat protein FU21940 
Hs.164318 ESTs 

Hs.274174 transcription elongation factor (Sill) e 
Hs.33756 Homo sapiens mRNA lull fengm Insert cDN 

gb:AV85377l GLC Homo sapiens cDN A dona 
Hs 223813 ESTs 

Hs!313876 ESTs. WaaHy similar to 138022 hypotheb 

gb:DKF2p761M141jr1 76i tsyrtonyirr. hamy2) 
HsJ208320 ESTs 

Hs.238415 ESTs, Moderately similar to ALUBLHUMAN A 
Hs.34550 ESTs 

Hs.27031 1 ESTs, WeaWy s&rilar to ALU1JWMAN ALU S 
Hs.4007 Sarcolemm^sssodated protain 

Hs.22217 Homo sapiens ctone !MAGE:32106, mRNA saq 
He.278973 anglopotetln-3 

gb:t^STT^2-180200^-b04STO062rtomo 
Hs.265017 hypothetical protein FU21799 
Hs.296016 ESTs, Weakly similar to 138022 hypotheti 
Hs.1 29719 transglutaminases 
H&39311 ESTs 
Hs.134273 ESTs 

gb-PMO-m0335-l804OOO08-a11 HT0335 Homo 
Hs.333513 small inducible cytoWne subfamily E, me 
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409041 ABQ33025 Hs.MOBt WAA1199 protein 24 

423244 AL039379 Hs.209602 ESTs, Weakly similar to ubiquitous TPR m 24 

453B74 AW591783 Hs.36131 collagen, type XIV, alpha 1 (undulln) 24 

_ 448BB9 BE140902 gh:IL1-HTOO28-24O699-001~Cl 1 HTT0028 Homo 24 

5 439481 AF066294 Hs.12SB44 ESTs 2.4 

412074 S74683 Hs.73139 AOP-itoyllransferase 1 24 

403D53 R58624 HsJ2l86 eukaryotic translation donation factor 24 

409228 AAO70211 gb:zm6Bc04.s1 Slratagene neuroapilheliurn 2*4 

^_ 411322 AW887330 Hs,l724Q5 rail division cycle 27 2.4 

10 447640 AJ417187 gb:to75g11jc1 Soares„NhHMPu_S1 Homosapi 2.4 

447849 AI53B147 Hs-164277 ESTS 2.4 

458763 AI693417 Hs.293309 ESTs 2.4 

454638 2- 4 

4139B6 Z43567 glxHSClFC021 nonralzed infant brain cOM 24 

15 407721 Y12735 H&JB01B duafcspeclncny tyrosine^{Y>phosphc*yl 2.4 

422321 AA906427 Hs.181035 hypothetical prateiitMGC1 1296 2.4 

40B238 W9S901 gb:ze43d11.r1 Soares retina N2b4HR Homo 2.4 

436747 AW977192 Hs.291343 ESTs 2.4 

437Q4B AA743240 Hs,9i5B2 ESTs 2.4 

20 413143 BE067232 gb:PM3-BTO347-17020tW)01-bO5 BT0347 Homo 24 

404561 2A 

444009 AI380792 Hs.135104 ESTs 24 

400250 2.4 

403B91 2.4 

25 417002 T79613 Hs.14613 ESTs 2.4 

439446 AI927629 Hs.57873 ESTs 2.4 

441227 AW2S5407 Ks,1 28893 ESTs 24 

445038 A1635444 Hs. 143917 dJ467N11.1 protein 24 

455107 BE154113 gb:PMl-HT0340-151299-003-a08HT0340HomD 2.4 

30 ' 458624 AI3G2790 HsJ78B39 WAA1684 protein; fikaly homoiog of metis 2.4 

459344 AW499533 Hs.257976 ESTs 2.4 

452605 AW96B557 Hs.90012 hypoUietical protein FU23441 24 

457652 AF116656 Hs.273809 Homo sapiens PR01 167 mRNA, complete cds 24 

450068 AW207212 HsJ280925 ESTs 2.4 

35 444750 AW242684 Hs.243623 ESTs 2,4 

414591 AIBBB490 Hs.55902 ESTs, Weakly similar to AUUSJiUMANAtUS 24 

407264 L34727 gbiHomo sapiens T-cdl receptor beta (TC 24 

443169 AI038687 Hs.133338 ESTs 2.4 

426536 A1949749 Ha.44441 ESTs 2.4 

40 449752 AI66B626 Hs.61773 Homo sapiens cDNA FU1 1648 fls, clone HE 24 

459592 AUD37421 Hs208746 ESTs, Moderately sWIar to pot ORF I [ 2.4 

429504 X99133 H&204238 Bpocalin 2 {oncogene 24p3) 24 

429053 AW363B45 Hs.122142 ESTs, Weakly similar to A490tOX-Jlnked 2.4 

430484 DB2BB0 Hs.241548 RAS p21 protein activator 2 2.4 

45 423673 BE003054 Ks.1 695 matrix metalioproteinase 12 (macrophage 2.4 

447375 AI376650 Hs557822 ESTs 24 

444230 H95537 Hs.146067 ESTs 2.4 

439911 AA854024 Hs.189110 ESTs 2.4 

421296 NM_002666 Rs.1 03253 perillpin 24 

50 449385 AJ650471 Hs270370 ESTs 2.4 

430044 AA464510 H5.152B12 ESTs 2.4 

427131 AA44B460 Hs.112017 GE36gflna 2.4 

409103 AF251237 Hs.1 12209 XAGE-1 protein 24 

421354 AA766485 Hb.269664 ESTs 2.4 

55 423740 YQ7701 Hs.293007 amhapeptfdase puromydnsensflVo 2.4 

440Q4B AA897461 Hs^28737 ESTs, Wealdy sbrlar to envelope protein 24 

441358 AW173212 Hs-129041 ESTs 24 

453B57 AL080235 Hs.35861 DKFZPSBSE1621 protein 2.4 

^_ 414290 AI588B01 Hs.71721 ESTs 24 

60 427342 AL11O150 Hs.176680 Homo sapiens mRNA; cDNA DKFZp5B6D0724 (f 24 

459459 AA46D445 rjb:zx6BM1.r1 8oares_toteUsb5jib2HFB_ 24 

434638 H50758 gteyp86e06x1 Soares fetal liver spleen 2.4 

442717 R68362 Hs. 180591 ESTs, Weakly sirdar to T23976 hypometi 24 

. 419637 W27493 gntflMD Human retina cDNATandomly prim 24 

65 431169 AW971240 gb£ST383329 MAGE resequences, MAGL Hdiiki 24 

449432 AW451361 Hs.196829 ESTs 2-4 

458734 A1554946 Hs-15B794 ESTs 2.4 

449529 A1930559 Hs.232033 ESTs 24 

4260B8 AF038007 Hs.166196 ATPase, Class I, type 8B, member 1 24 

70 420195 N44348 HsJ26343 Homo sapiens cDNAHJ 11 177 ficdone PL 24 

418105 AW9374BB Hs.178000 ESTs. Weakly similar to FVl MOUSE FRIEND 24 

430957 A1937072 Hs.55043 Hbmo sapiens oDNAFUl3277fls, clone OV 24 

4181BB AW139413 Hs.1518B0 ESTs 2.4 

__. 424103 NMJW1918 HsJ 39410 dlhyfoHpcainrie branched chain transact 24 

75 454324 AW608930 Hs.52184 hypothetical protein FU20518 24 

437369 AA76S230 Hs,121742 ESTs 24 

453211 W84829 gta*53f04j1 SoaresJeteUver^pben. 24 

451099 R52795 HsJZ5954 IrrterieuWn 13 receptor, alpha 2 24 

rtjrv 400462 24 

80 413B97 AA131315 Hs47144 DKFZP586N0819 protein 24 

421755 AW169454 Hs-207422 ESTs. Weetrty similar to S71S49 metal topr 24 

424195 U5D536 Hs.142907 Human BRCA2 region, mRNA sequence CG011 24 

434163 AW974720 Hs.26206 group Xil aecreted phosphoT^aseA2 24 
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435985 AA703154 
449916 T60525 
458661 A1299789 
45S023 AW966226 
406005 

456561 AJ86B634 
452151 R43077 
436590 AI393115 
430151 AW9SB203 
446636 AI769774 
433479 AW511459 
44167G BE584206 
407965 W21483 
460682 Z42993 
46295B AA8B3929 
454032 W31790 
405347 

440577 AA889945 
455780 BE0BB828 
457024 AA397546 
404249 

437511 A100750O 
42133B AA287443 
425146 AW954627 
428277 AA425220 
444870 A1200621 
402090 

458507 A1185703 
443054 A17451B5 
446634 A1307366 
453111 AB014598 
405230 
405935 

413642 BE154037 
420724 AA279694 
436998 AA745625 
445748 U80766 
434283 AW235341 
407404 AF040257 
440525 AW296024 
423417 APOQ0365 
424131 AA335714 
450737 AW007152 
453687 T55674 
442704 A1015463 
457756 M126136 
412732 AW993300 
418998 F13215 
419751 AW1955B1 
429405 AW1970B6 
433377 AJ752713 
434B96 AWQ22054 
441675 A1914320 
444711 AI10B739 
445621 AI733B16 
449182 AW292381 
430987 Y0S5S4 
404058 

414366 BE549143 
438315 R56795 
423161 AL049227 
447998 AI76B2B9 
410150 AW382942 
432782 AA448114 
443363 A1792629 
440729 AAS04739 
411045 AW854891 
459207 AW138410 
459124 AW30147S 
45B6B4 BE2B1115 
427962 AAS465B2 
401899 

432116 AA902953 
404196 

410999 AW813004 
41330B W28131 
430264 AA470519 
443482 AW1B8093 
453305 R39224 
451963 A1826440 
453043 AW136440 
435559 AF209198 
440727 AI073991 



Hs.191934 
Hs.299221 
Hs.165999 
Hs.6079fl 

Hs.246358 
H&221747 
Hs,127655 

Hs.209831 

Hs.249972 

Hs.49B89 

Rs.41707 

Hs.25320 

Hs.40527 

Hs.1 94293 

Hs.326381 

Hs.119151 

Ha.125247 



Hs.179203 
Hs.148504 

Hs.206957 
Hs.8939 
Hs.175225 
Hs.31720 



Hs.191540 
Hs.291414 
Hs.13252 
K&58715 

Hs.150434 
H3.12B342 
K&.19966S 
Hs^03330 
Hs.283108 
Hs.130987 
Hs^8125 

Hs.287849 

Hs.93121 

K&89338 

Ks.43845 

Hs.136591 

Hs.5461 

K&14B488 

Hs.145549 

Hs.224160 

Hs.248190 



Hs.82419 

Hs.124776 

Hs.304389 

Hs.6774 

Hs.278950 

Hs.133293 

H3.12B2Q4 

Hs.115325 

Hs^SOSI 

H5.1B4592 

H3J8655 

Hs£7O0 



ESTs 

pyruvate dehydrogenase Wnssa, Isoenzyme 
ESTs, Moderately similar to 138344 titin 
ESTs 

ESTs. Weakly similar to T32250 hypotheU 

ESTs 

ESTs 

gb:EST3B0398 MAGE resequences, MAGJ Homo 
ESTs, Weakly similar to ALU1.HUMAM ALU S 
ESTs 
ESTs 

heal shock 27kD protein 3 

Homo sapiens clone 25142 mRNA sequence 

ESTs 

ESTs. Weakly simiar to 154374 gene NF2 
EST 

gb:CM2rBT069323fJ300-129-g09 BT0693Homo 
ESTs 

ESTs 

gfczs52c11]Lrf NC|_CGAP_GC81 Homo sapiens 
gb:EST366697 MAGE resequences, MAGC Homo 
ESTs 
ESTs 

ESTs 

yes-associated protein 65 kOa 
ESTs 



gb:PM1-HT0345-12119^001-cOB HT0345 Homo 
ESTs 

ESTa, Weakly similar to ALU5LHUMAN ALU S 

Human EST done 22453 mariner transposes 

thiamine pyrophospholtinase 

gb:Horno sapiens TNF receptor homotog mRH 

ESTs 

potassium large conductance calcium-ad! 

ESTs 

ESTs 

hemoglobin, gamma G 
ESTs 

Interferon-induced protein 75, 52kD 

gkRC2-BN0033-1 8020W1 Sfl06 BN0033 Homo 

ESTs, WeaWy similar to T22074 hypotheS 

WAA0761 protein 

ESTs 

ESTs 

ESTs 

ESTa 

ESTs 

ESTs 

ESTs 

IfDP-N'O^alpha^alaclrjsamlnecpobP 

gfc601078456F1 NIHLMBC.12 Homo sapiens c 
ESTs 

Homo sapiens mRNA; cDNA DKFZp564N1 11 6 (f 

ESTs 

ESTs 

protocadherin beta t . 

ESTs 

ESTs 

RAB7, member RAS oncogene EamilyJlce 1 
ESTs 

prcrtcii kinase, lysine deficient 1 
hypothetical protein FU 20909 
deteted in liver cancer 1 



Hs.306538 ESTs 

gbcRC3-ST01 8^30300-01 9-h02 8T01B6 Homo 
gbc42F7 Human retina cDNA randomly prime 
gb^c71f10.3l MQ_CGAP_Pr1 Homo sapiens 

Hs.250385 ESTs 

He_267997 EH W2 gene 

Hs.224952 ESTs 

Hs.224277 ESTs 

Ha,42B36 zinc finger proton 277 

Hs.1 34268 ESTs, Weakly simitar to 2109260A B cell 

378 
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434120 
429768 
425292 
455841 
411093 
430706 
4282GB 
456833 
452215 
444109 
428411 
43309B 
424382 
453178 



413841 



433532 

442710 

444206 

451254 

454784 

429080 

404166 

416327 

400631 

43B504 

435325 

421253 

427046 

432711 

439715 

441393 

448458 

452542 

417768 

427374 

446847 

423600 

413006 

434698 

407639 

455121 

446117 

443931 

45Q7S5 

418632 

419441 

455067 

418291 

455964 

445944 

424827 

449272 

445292 

415131 

444715 



A143B05Q 

AAB05719 

NMJ305824 

BE145836 

BE067650 

NMJJ0354B 

AA424957 

AW236702 

AK002043 

AM24553 

AW291464 

AW190593 

AI379461 

AA496086 

M34276 

U50531 

AW975367 

AI015631 

AW301017 

A176S235 

AW820626 

AA446228 

R99622 

AF173937 

AW665281 

A1038388 

AH88102 

BE246180 

AA5637B5 

AA524504 

AA932398 

AW614367 

AW812266 

R24732 

AM50033 

T51454 

AI633559 

W03B57 

BE044674 

AW205359 



H49129 
H23213 
AWI73371 
AW118745 
AW02373? 
^^854538 
BE3003G9 
SE166924 
H06335 
AKJ57094 
AW137656 
AV653264 
D61119 
AV650947 



444140 
423949 
428434 
445711 
424565 
455201 
429180 
418849 
425523 
41G509 
419337 
419699 
428976 
436294 
458925 



460048 
451640 
416677 
405920 
405747 
412105 
420457 
407726 
423720 



AV648089 

AI014546 

AW363590 

T79611 

AW102723 

AW947B84 

AA808287 

AW474547 

AB0D7946 

M57713 

AW291112 

AA24B398 

AL037824 

M706310 

R15891 

AL133B87 

AI693269 

AA195601 

T83470 



H07971 
AA482280 
AA435679 
AUM4191 



Hs.1 43937 ESTs 

Hs.192154 ESTs 

Ha. 155545 37 kDa leudne-rich repeat (LRRJ protein 

gb:MRO-HT020B-1 01 299-202-bOB HTQ208 Homo 
gb:MR4-BTO358-09030f>00^eO1 BT0356Homo 

Hs.247816 H4 hlstone famiy, member C 

Hs.294132 ESTs 

Hs.17t431 ESTs. Wsakly similar to A46010 Xrlfoted 

Hs^8472 hypothetical protein FU11181 

Hs.48965 Homo sapiens cDNA: FU21693 lis, done C 

Hs.10338 ESTs 

Ha.151143 ESTS 

Hs.153636 far upstream element (FUSE) binding prot 

Hs.61648 ESTs 

Hs, 75576 plasminogen 

Hs.13B751 Human BRCA2regton, mRN A sequence GG030 
gb:EST3B7475 MAGE resequences. MAGN Homo 

Hs.23210 ESTs 

Hs.146492 ESTs 

gb.wgB2g08.x1 Soares_NSFJ r 8,9W„OT_PA_P_S 
gb:RCO-ST0299-190!00-012^10 STD299Homo 

Hs.99057 ESTs 

Hs.36172 ESTs 

Hs.1 09494 secreted protein of unknown function 

Hs.224625 ESTs 

Hs.119309 ESTs 

Hs.31028 ESTs 

HS.1213B5 ESTs 

Hs.152465 ESTs, Weak* slmRar to 138022 hypothec- 

Hs.42612 ESTs, Weakly similar to AU}1_KUMAN ALU S 

Ks.292036 ESTs, Weakly similar to 834087 hypometi 

Hs.171054 ESTs 

gb:RCOST0174-191099-03l-aG7 8Tfil74Homo 

Hs.175139 ESTs 

Hs.143586 ESTs 

Hs.82845 Homo sapiens cDNA- FU21930fis, clone H 

HsJ310359 ESTs 

Hs.34298 ESTs 

gbAm46f02.x1 NCLCGAP_RDF1 Homo sapiens 

Hs.312830 ESTs 

gb:tmHTO3€B-0401OW>82-f06 KT0368 Homo 

Hs.172982 ESTs 

Hs.22657 ESTs 

Hs.60435 ESTs 

Hs.9480 Homo sapiens mRNA; cDMA DKFZp547C244(fr 

Hs.274368 MSTP032 protein 

, gb:RC3-CT0255'2OaiG0-O24-b02 CT0255 Homo 

Hs.289038 hypothetical proteii MGC41 28 

tficCM4-HTO5O1-240300-519-101 KT0501 Homo 

Hs,13480 Homo sapiens done 24875 mRNA sequence 

Hs.96867 Homo sapiens cDNA: FU23155 fe, done L 

Hs.197645 ESTs 

Hs.13982 Homo sapiens cDNA FU14666 lis, clone NT 
gb:HUM15aC11B Oorrtech human fetal braii 

Hs.282464 ESTs 

Hs.74899 hypottieHca1prolBinFLJ12a20 

Hs,2823B3 ESTs 

Hs.130912 ESTs 

Hs.65551 Homo sapiens, Similar to DMA segment Ch 

Hs.193631 ESTs 

Hs.75i295 guanylate cyclase 1, soluble, alpha 3 

gb:PM1^T001f>20[)3rjtMJ01-g08 MTO010 Homo 

Hs.58893 ESTs 

hk£3565 Homo sapiens PIGW mRNA for mwuiosyllrari 
Hs.158244 WAA0479 protein 
Hs.260899 ESTs, Moderately sffnilar to 2N91_HUMAN Z 
Hs.209978 ESTs 

Hs.1 73044 ESTs. WeaWy simitar to 138022 hypothsfi 
Hs.1 94695 ras homolog gene femly, member 1 

gtezfl07b07.s1 Soares_plneaLflland_N3HPG 
Hs.281 567 Human (clone CT&A4) mRNA sequence 
Hs.254122 hypothetical protein 
HsJ02273 ESTs 

Hs.26771 Human DMA sequence from clone 747H23 on 
Hs.334840 ESTs. Moderately similar to I7B8B5 serin 



Hs.94319 VPS10 domain reoeptor protein 

Hs.191656 ESTs 

HS.88S94 ESTs 

Hs.23388 hypothetical protein DKF£p434F0318 
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409517 
435352 
439B71 
444098 
449276 
417712 
449015 
411377 
429276 
411816 
455280 
407809 
420478 
424073 
445117 
459390 
420230 
411517 
403678 
467003 
404531 
423 MS 
409427 
434745 



X90780 



407259 
411BS3 
42B192 
439634 
438018 
458303 
4DS69Z 
403572 
415380 
433014 
417859 
456472 
444108 
428231 
454086 
425071 
41634B 
403780 
414262 
419423 
44207B 
452975 
419216 
4165B8 
4253GB 



RBB51S 

AV647969 

AW241510 

AA205569 

AL038958 

AW841462 

AF056O85 

AWB64609 

AW88615S 

AW082279 

AA5212S9 

U03493 

AI208754 

BE3B5725 

A1034344 

AW850267 

S76234 

Z25BB4 

AW967472 

AW3B9B68 

AW974445 

L02256 

R82845 

AA424051 

T823B4 

AK0O1160 

A1264628 



441638 

446845 

422563 

436574 

424584 

456347 

446901 

459364 

43QB85 

414B31 

425707 

403525 

453343 

421574 

449327 

454769 

420493 

401614 

404767 

403534 

410594 

436193 

438626 

45S4BI 

441453 

424946 

437332 

454419 

416225 

450579 

400664 

447613 



F07953 

ML014711 

T26453 

AK0D1714 

A1123922 

U179B9 

AW885909 

NMJD139B9 

H65B87 

AW975616 

D26488 

AW268583 

M85521 

AU076718 

H66558 

AB014595 

M73531 

AW293202 

A1343645 

BE299342 

AW293527 

H10592 

U00B03 

AI347274 

W69284 

NMJM1942 

M31158 

AF115402 

AA905353 

AJ000152 

AI638743 

AWB1984B 

A1635113 



AW770778 

AA706059 

M22415 

AA258033 

AW176106 

M 54572 

AA814943 

AA082211 

AA577730 

AW136774 

ALD41057 



Hs.120036 

Hb.120893 

H5.46736 

Hs.109594 

Hs.252713 

Hs.194193 

Hb-22868 

Hs.198612 



Hs.244106 
Hs.193796 
Ks.138959 
Hs.147369 

H5.2B4186 



Hs.172405 
Hs.121483 
Hs.183302 

Hs.1B5155 



Hs.273789 
Hg.304742 

Hs.5999 
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Hs.16085 
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Hs.95744 
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Ks.183105 

Hs.6975 

Hs.154424 
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Hs^91469 

Hs,90315 

Hs.262629 
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Hs.155976 

Hs.1937 

H5.133451 
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HS.1934B 

Hs.126465 

Hs.13310 

Hs.69426 



HsJ2633 

Hs.77439 

Hs.11713 

Hs.121622 
Hs.105924 
H3.224S72 

H&270366 
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HS.1B90BO 
Hs.106110 
HsJZ85459 
Hs.153932 

Hs.233936 
Hs.186684 
Hs.48614 



troponin I, cardiac 
ESTs 

hypolheQcal protein FU23476 

WAA1451 protein 

ESTs 

ESTs, Moderately simitar to ALU1_HUMAN A 
protein tyrosine phosphatase, non-recept 
gb:RC6-CN0014-08Q30W)12-B09 CN0014 Homo 
G protein-coupled receptor 51 
gb:PM3^N0017-240300-001-h03SNOOl7 Homo 
gb:RC5OT0076-150300-Q21-E08 Or0078 Homo 
ESTs 

Esrs 

gap Junctfon protein, alpha 7, 45kD (con 
ESTs 

gb:601276347F1 NIH_MGCL20 Homo sapiens c 
forehead box CI 

9b:IL3^T02l9-161199.031-A09 CT0219 Homo 



cell division cycle 27 
chloride channel 1 v skeletal muscle fFh 
PCTAIRE protein kinase 2 
gb:RC2-ST016frO7t299^l3-IO6 ST8168 
ESTs. Wealed similar to T12482 hypolhefi 

gb:Human Fab fragment binding syncytial 

ESTs 

ESTs 

gb;yc14f05,r1 Stratagene lung (997210) H 

hypothetical protein FU10298 

ESTs 



putative G-protsm coupled receptor 

K1AA0419 gene product 

gb AB214F6R Infant brain, LLNL array of 

hypothetical protein similar to ankynn 

Homo sapiens cDNA FU1 1 400 fis, clone HE 

nuclear auto an tig en 

PRO1073p«rteln 

debdinase, todolhyrontne. type II 

ESTs 

ESTs 

K1AA0007 protein 
ESTs 

Homo sapiens, done IMA6E:3611719, mRNA, 
smal inducible cytokine subfamily B (Cy 
gb:yu16e04.r1 Soares fetal liver spleen 



nefjnal degeneration, slow (retfnifa pi 

ESTs 

ESTs 

hyprthebcat protein FU13119 

ESTs 

ESTs 

fyn-rel&ted kinase 

gtetc05dOZxl WO_CGAP_Co16 Homo sapiens 
gh^d46c03j1 Soares JetaLhearLNbHHISW 
desmogleta 1 

protein Kinase, cAMP-de pendent, regutato 
E74-SkB factor 5 (ets domain transcript 

ESTs 



beta 2 
ESTs 

o>KmST02944)70300-15l-b04 ST02S4 Homo 
ESTs, Weakly similar to 176885 sedne/th 



ESTs 
ESTs 
ESTs 

DKFZP547E2110 proton 
ESTs 

protein tyrosine phosphatase, non-tecept 
gtooc07d06*1 NCLCGAP_GCB1 Homo sapiens 
myosin. tght polypeptide, regulatory, n 
ESTs, Weakly similar to PC4259 ferritin 
ESTs 
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426365 
406634 
423546 
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10 

457802 T78013 
4445B5 AW17G015 
433781 AA609379 

15 450587 A1B2B854 
434077 AF11B659 
448756 AI739241 
4303BB AA3S6923 
rt 454471 AW902125 

20 419107 AW085152 
465114 AW857121 
416548 H62953 
454117 BE410100 
456056 AA463550 

25 409998 M78345 
422352 AA76629S 
409191 A WE 1 B3 90 
433919 AA746311 
455771 BE084820 

30 431632 AHQ00992 
454716 AWB50664 
413752 BE161807 
456037 AF074982 
434239 AF119910 

35 436133 AJ010482 
442772 AW503680 
400697 
455685 
447039 AV66T7S8 

40 404593 

422728 AW937826 
421976 AL138443 
401673 

425001 U55184 
45 447816 NM_007233 
416143 AI955650 
419118 AA234223 
426261 AW242243 
449808 AAB94220 
50 454749 AW31B649 
456933 AA363946 
402942 

437064 AXJ23254 
45B623 A1305223 

55 41625? FD3016 
426269 H15302 
442783 AI0175B6 
444313 A1140494 
453444 ALD36531 

60 42Z757 AJ909935 
430013 AA463833 
43713B AI935622 
406298 

409723 AW885757 
65 414481 AW451956 
433266 A1S63224 
435090 8E217923 
4571&7 AA443927 
445061 AJ253094 
70 442617 AW340093 
438298 H23542 
4S4916 BE0S7246 
426017 AA424983 
__. 451149 AUJ47586 
75 418076 R613B8 

403306 NM-006825 
441811 AJ07354B 
434763 AA648618 
ort 447453 AW60864S 
80 420931 AFD44197 
415424 Z44766 
406332 K91230 
421216 AV649282 



AKD01334 Ha.15470 putative ring zinc finger protein NY-REN 

AF053748 Hs.248114 gtel ceK derived neuroVophfc factor 

AA565264 Hs,1 36443 ESTs 

AA376667 Hs,1D283 RWA binding motif protein 6B 



gb:yJ35d05.rl Scares placenta Nb2KP Homo 
Hs.148410 ESTs 
Rs,279596 ESTs 

Ma.17165 regulator of G-pTOtan signalling 13 
Hs.174762 ESTs. Weakly similar to KIAA1437 prokrfn 
Hs.167279 FYVE-finger-conlalrilng Rab5 effector pro 
Hs,6594 ESTs 
Hs.192083 ESTs 

Hs.258538 strfatln, calmodulin-bDiding protefn 
Hs.321151 Hamosapisns PR01412 mRNA, complete ctfs 
Hs.171480 ESTs 

Hs.240770 nuclei cap binding protein subunit 2, 2 

gb:QVr^NN1022-120500-2204i12 NN1022 Homo 

Hs.292967 ESTs 

gb:RC1-CT0302-04040tMJl7-«12 CT0302 Homo 
6bryr47f06ir1 Soares fetal Over spleen 

Hs AO 368 adaptor-rdated protein complex 1 , sigrrra 

Hs.337532 ESTs, Weakly similar to A47582 B-ceJI gr 

Hs.98265 KIAA1877 protein 

H8.99200 ESTs 

Ks.175613 homolog of Xenoptia Clespln 

gbra5Sd12r1 NCLCGAPJGCB1 Homo sapiens 
Hs,186711 hypothetical protein FU20O7O 
Hs-333144 Homo sapiens cDNA FU 1 0130 fe, clone HE 

fl b:rL3CT02l&.16020(M)63-D12 CT0219 Homo 
gb:MR3-HT0446-30030(WO3-hO1 HT0446 Homo 
Hs.226031 £STs, Highly similar to KIAA0535 protein 
Hs.283047 hypoUveficsl proteiii PRD2964 
Hs.3141 2 Homo sapiens cDNA FU1 1422 fe, done HE 
Hs.5957 Homo sapiens done 24416 mRNA sequence 

gb:PrVKJ-BT0340-211299-003^12 BT0340 Homo 
Hs.262915 ESTs 

Hs.103262 ESTs, Weakly sirrtarto ZNSI^HUMAN 2JPJC 
Hs.23450 mitochondrial ribosoma* protein S25 

Ks.1S4145 hypothetical protein FU11585 

Hs.274329 TP53taroMgene1 

Hs.79033 glutBrranyt-peprlde cyctotransferase (glu 

Hjl139204 ESTs 

Hs.1 6B670 peroxfeomal farnesytated protein 

Hs.15403 ESTs. Moderately similar to ALU7_HUMAN A 

gb:RC1-ST0278-040400-018-B02 ST0276 Homo 

H&J20969 ESTs 

g1xov64h03^t SoaresJtestjaJNHT Homo sap 
Hs.148056 ESTs 
H&27513 ESTs 

Hs.1 6B950 Homo sapiens mRNA; cDNA DKFZp5B6A1046 (f 
Hs.131181 ESTs 
Hs.197955 KIAA0704 protein 

gb:DKFZp564l1162_r1 664 (synonym: hfbr2) 
Hs.65561 Homo sapiens, Similar to DMA segment Ch 
Ks.151275 ESTs, WeaWy similar to TRHY.HUMAN TRICH 
Hs.271245 ESTs 

Hs,257862 ESTs 

Ks.9383 bromodcmaln adjacent to zinc linger doma 

Hs.31478 Homo sapiens cONA FU13872 fis, ctone TH 

Hs.149595 ESTs 

Hs.144360 EST 

Hs.145227 ESTs 

Hs.130539 ESTs 

Hs.181768 ESTs 

gb:Pto1-BT0348-151299-O01-d04 BT0348 Homo 
Hs.96312 ESTs 

Hs.10263 RNA binding motif protein 8B 
Hs.6724 ESTs 

Hs.74368 transmembrane protein {63kD}, endoplasmf 
Hs.164697 ESTs 

gb:ns07a11.r1 NCLCGAP.Ewl Homo sapiens 
Hs.18800 hypotheOcal protein FU20281 
Hs.100431 small inducible cytokine 8 subfamily {Cy 

gb:HSC26G081 normalized infant breJn cOM 
Hs.234794 Homo sapiens mRNA; cDNA OKFZp564B083 (f r 
Hs.102664 veslde-assodated membrane protein 4 
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429609 AF002246 
440700 BE614182 
457741 BEO44740 
437927 AI039789 
401694 

423531 AW752782 
424419 AK001563 
436640 M724411 
43B290 AA843719 
445908 R13580 
455735 BE161124 
458455 AV648310 
4306B0 AW138724 
447147 AA910353 
424063 NMJJ02019 
441B74 AA9703B9 
448045 AJ297436 
433629 R1314Q 
415266 AA164199 
440633 AI140686 
442789 AW904361 
417563 AA2037O1 
407768 BE5149B2 
401240 

408908 BE296227 
411151 AW86B497 
414275 AW970254 
436992 AA741074 
439834 W79377 
411770 NW_014278 
460040 

456762 AWBQ2754 
424736 AF230877 
419953 BE267154 
410648 AW792909 
423717 AA33CD36 
436GB3 AW991276 
445225 A1216555 
410991 AW812790 
41263d AW9612B4 
447777 AM24223 
451270 AW341392 
404526 AI912555 
452492 BE063096 
417154 A1674701 
428152 AA42203D 
442312 AI8Z0617 
455513 AA279143 
430712 AW044647 
441445 AJ221959 
42026B AW071225 
412329 AW937445 
447033 AI357412 
436853 BE328074 
455189 AWB64176 
430899 BE018217 
458356 AI024855 
457040 N77824 
424480 AA341442 
403317 U02687 
406018 

410566 AA373210 
413601 M62246 
41S671 R5599S 
416747 AWB76523 
417725 R25257 
424856 AA347746 
439474 A1624060 
446895 M166555 
448583 AI538860 
452783 AA028167 
442430 R89164 
428908 AW303529 
427335 AA448542 
428336 AA503115 
419290 AH28114 
415951 AA190926 
439950 AW937417 
458227 Z40670 
447179 AW015633 
454950 AW847460 
404453 

420844 AA595522 



Hs.210863 eel adhBsion molecule with homology to 
Hs.123075 ESTs 

Sb:hm559l0.x1 NCLCGAPJTOF1 Homo sapiens 
Hs.25982 hypotheflcal potein FU21031 

Hs.129750 hypothetical protein FLU 0546 

Hs.146589 hypothetical protein FU1O701 

Hs.156065 ESTs 

Hs,122341 ESTs 

Rs. 1 3435 Homo sapiens done 24425 mRNA sequence 

gb:PMu-HTQ425-141299-001-AD6 HT0425 Homo 

Hs.213488 ESTs 

Hs.168974 ESTs, rtghty similar to ALU7J-IUMAN ALU S 

Ks.292B15 ESTs, Weakly similar to T23482 hypcthetl 

Ks. 138671 fms-relaled tyrosine kinase 1 {vascular 

Hs.126055 ESTs 

Hs-20166 prostate stem cell anOgen 

Rs,13359 ESTs 

Hs.270152 ESTs 

Hs.263320 ESTs 

Hs.131191 ESTs, Waafcly similar to AIU7_HUMAN ALU S 

gb:zx52a10.r1 SoaJBs_fetaU'rver_6pio9n_ 

Hs,38991 S100 calcium-binding protein A2 

Hs.250822 serine/threonine kinase 1 5 

gbiQV4-SN0024-l70400-17&*O7 SN0024 Homo 
Hs.889 Charol-Leyden crystal protein 
Hs.120750 ESTs 

Hs.167 mfcroliiub^assodated protein 2 
Hs/71992 heal shock protein |hsp1 10 famSy) 

gb:IL24JM0076-030400-051+K)1 UM0076Homo 
Hs.152701 mfcrotubule^nterectmg protein that ass 
Hs.125752 ESTs 

gb^MO-UMQD01-Ol0300-258^UM0001 Homo 
Ha.152003 ESTs 
Hs.57787 ESTs 
Ks.202398 

Hs.296235 

Hs.235795 
Ha.157195 

Hs.21383 

Hs.1292t6 
NsJ8581 
Hs.196284 
HS.1B7937 
H«i24555B 

Hs.157601 
Hs.148681 

Bs.183528 
Hs.131575 
Hs/173717 
Hs.205299 
Hs.3B5 

Hs.43047 
Hs.35405 
Hs.283309 
Hs.15929 
Hs.21503 
Hs.9521 
H&211S01 
Ks.282803 
Hs.94812 
H8.61486 
HS.4B320 
Hs.144955 
Hs.251677 
Hs.183752 
Hs.1 12885 
Hs.190765 
Hs.293561 
Hs.181340 
Hs.157299 



gb:RC3^TOlB6-141299-014-gOBSTOia6 Homo 
ESTs 

gbte95a05.x1 NCLCGAP_Pr2B Homo sapiens 
EBTs 

peptide YY, 2 (sernlnafplasmin} 
gb^M4-BTD266-091199-039-a02 BT0266 Homo 
ESTs 

gb:zv26h05jt Soares_NhHMPo_S1 Homosapl 
ESTs. Weakly slmlar to ALU1_HUMAM ALU S 
ESTs 
ESTs 
ESTs 
ESTs 

gb;QV3-DTOO43-O9O20OO8D-cO9 DT0043 Homo 
ESTs 
ESTs 

Ob:rmSNQ014-2fi040{WXJ2-bCa SN0014 Homo 
hypothetical protein FUJ 14906 
ESTs 

phosphatide acfd phosphatase type 2B 
ESTs 

fms-rel alert tyrosine kinase 3 

Homo sapiens cDNA FU13585 lis, done PL 
ESTs, HIgNy gmla- to unnamed protein 
ESTs, Moderately slralter to ALU1_HUMAN A 
hypothefcal protein FU12910 
ESTs 

ESTs. WeaUy similar to ZN43LHUMAN 2 NG 
ESTs 
ESTs 
ESTs 
ESTs 

double ring-finger protein, Dorfin 
ESTs 

G antigen 7B 
rrtaseinino protein, beta* 
spina! conktertved growth factor-8 
ESTs, Moderately simitar to S65657 alpha 
ESTs 
ESTs 
ESTs 

flb:RC3-CT0208-270999-021-B04 CT0208 Homo 
gb:nh22c09.6l NCLCGAP_Pr1 Homo sapiens 
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443372 
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422093 
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402333 






409374 


RS7083 


1 1- mnii'i 

H5,19D31 


412011 


NM„00O406 


Hb.73064 


41279B 


AW99B657 


H8.1 19120 


416085 


H18072 


Ks ,92576 


418378 


AW9620B1 




437046 


AA7T3B66 


Hs.244569 


452374 


AL037405 


hs.339539 


450061 


A1737034 


Hs.201115 


450180 


AW449644 


Hs.257182 


405120 






407378 


AA239264 


H&57776 


458690 






435800 


AL047034 


Hs.1 19747 


440964 


Afl33106 


Rs.130218 


417455 


AW007066 


Hs.18949 


436461 


AW511955 


Hs.293261 


435777 


AA731199 


HSJ29313D 


427521 


AW973352 


Hs.290585 


413646 


BE155042 




413231 


DB7461 


H6J5244 


423969 


A1B30571 


Hs.331633 


411518 


AW850246 




443777 


AV645510 


Hs.4t185 


416148 


H22453 


Hs.169187 



ESTs 

potassium votage-gated channel. Isk-rel 

hypclhetfcal protein FLI12761 

gb:ok308l1jc1 SoarBs_NSF„F8_9W_OT^PA.P_S 

Homo sapiens cDNA FU 13155 te, done NT 

ESTs 

ESTs 

ESTs 

ESTs* Weakly similar to 2109260ABceH 
ESTs. Weakly similar to ALU1 J1UMAM ALII S 
ESTs 
ESTs 

CGi-94 protein 
ESTs 

gcnadotropn-rateasfog hormone receptor 

E3 ubtquifei ligase SMURF1 

ESTs 

gb:EST374154 MAGE resequences, MAGG Homo 

esophagus cancer-related gene-2 

ESTs 

ESTs 

ESTs 

ESTs, Moderately similar to I38022 hypol 
gkPM4-SN0020-010400-009-b05 SN002O Homo 
ESTs 
ESTs 

ESTs, WeaWy s&rilar to CA2B_HUMAN COLLA 

ESTs 

ESTs 

ESTs 

gb:PMO^T0349-1012994)02-E04 KT0349 Homo 
BCL2-llka2 

hypolhefcal protein DKFZp566N034 
gb:1L3-CT0219-291 09W321-EQ7 CT021 9 Homo 
Homo sapiens mRNA: cDNA 0KFZp564Ol262 (f 
ESTs 



431215 


AA495078 


Ws.121554 


Human ONA sequence from clone RP1 1-218C1 


436820 


A16S4535 


Hs.200811 


ESTs 


446209 


AI375025 


Hs.1 53368 


ESTs 


453362 


H149BB 


Hs.107375 


ESTs 


417430 


AA984546 




gb:am88e08js1 Stratagene scnlzo bran S1 


401069 








454078 


AA601518 


HsJ22209 


secreted modular caidum-biiding protein 


410966 


AW812088 




gb^C4-ST0173.191099^32-a07 ST0t73 Homo 


447124 


AW976438 


Hs.17428 


RBM-lfoe protein 


449939 


T86420 


Hs.272139 


ESTs 


411693 


AW857271 




gb:CMO-Crr0307.210100-158-g09 CT03u7Homa 


438005 


BE151746 




gb:PM14fTD305O61299-003-306 KT0305 Homo 


443486 


HM.0D3428 


rls.9450 


zinc finger protein 84 (HPF2) 


407884 


BE075315 


Hs.95011 


syntmpWn, beta 1 (dystopnin-assocfete 


404594 








406668 


T62745 


Hs.184411 


albumin 


441092 


TS9289 


Hs.126556 


EST 


454543 


BE006345 




gb:RC£BN0l27-24030(W>1 W05 BN012T Homo 


426646 


AA382787 


Hs,122713 


ESTs 


431605 


AW972407 




gkEST384498MAGE resequences. MA6L Homo 


414452 


AA454038 


Hs,29032 


ESTs 


401991 








457176 


AA436B37 




gfczv57n07.s1 SoaresJesfeJiHT Homo sap 


436464 


A4016176 


H&268783 


ESTs, WeaWy similar to ALU1 .HUMAN All) S 


428208 


AA442327 


Hs.104854 


ESTs 


445049 


AVB52718 




gb:AVS52718 GtC Homo sapiens cOMA clone 


419116 


AF292402 


Hs.283093 


neuromedin U receptor 2 


427894 


AL135709 


Hs.28921 


zbc finger protein 


424296 


AI631874 


Hs.155140 


casein kinase 2, alpha 1 polypeptide 


424323 


AA338791 


Hs.177788 


ESTs 


404582 
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AA225921 


Hs.115105 


ESTs 


424872 


AA347923 




gb:EST54302 Fetal heart 11 Homo sapiens 


452539 


AW1Q5321 


Hs.49367 


ESTs 


454558 


AW812330 


Hs.11123 


OKFZP554G092 protein 


440310 


AA878939 


Hs.125408 


ESTs 


433297 


AVG5B581 


Hs.282633 


ESTs 


410900 
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TABLE 33C: 



Ptey: Unique number carrespondlng Id an Eos pre beset 

Reft Sequence source. The 7 dlgH numbers in thfc column are Gsnbank Identifier (Gl) numbers. 'Dunham, et al " refers to the publication entitled "The DMA sequence of 

human chromosome 27 Dunham, el al. (1999} Mature 402:489^495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntpoeition: Indicates nucleotide posiOons of predicted exons. 
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24404-24521 
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9144087 


Minus 


3094&31386 


402550 


7652009 


Mfnus 


6041340573 



TABLE 34A: About 703 genes unregulated in idiopathic pulmonary fibrosis relative to hypersensitivity pneumonitis or novspeeffle Interstitial pneumonitis 

Pkey; Unique Bos probesel WentJfiar number 

BtAccn: Ekempiar Accessbn number, Genbank accession number 
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Tabte30C 

Pkey: Unique number corresponding to an Eos pro beset 

Ruf: Sequence source. The 7 digit mimbere In (his column are Genbank Identifier (Gl) numbers. "Dunham t. et d." refers to the puWIcaJion enfjBsd The DMA sequence of 

human chromosome 22/ Dunham I. el al., NafeJre (1999) 402:489-495. 
Stand: Indicates DNA strand from Which earns were predcted. 
NLposlUon: Indicates nucleotide positions of predicted axons. 
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162268-162474,163089-163195 

93973-94120 

155620-155815 

31137-31293 

116611-116821 

2398-2513 

4393644078 

128316-123627 

104806-104939,106898-107052 
10507-10713 

33114^3209.33496-33678 

113086-114800 

12843-13403 

155593-165656 

2258323699 

50417-50522 

46137-48343 

169609-169742 

141663-141852 

131390-132157 

58854209 

102152-102366 

3468-3623 

146568-146659,147539-147811 

171964-172239 

157618-157755 

58039-5B149 

134283-134485 

7521-772B 

127100-127251 

183683-184026 

5062340834 



30699-30910 
70823-70990 
9283943036 

155310-155436,158402-158535 
173358-179553 
152431-153243 
46652-47332 



1253-1675 
554*6176 
3519-5426 
6551-7111 

142647-142771.145531-145762 

119573-120430 

882B04B463 
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403776 


7770611 


Minus 


1414-1513,1624-5756 


403760 


8076989 


Phis 


93160-93409 


403786 


B083635 


Minus 


73028-73217 


403891 


7331467 


Minus 


191508-193220 


4UJao/ 


7711761 


Minus 


12609-12773 




3000573 


Pius 


5140-5208,8633-8763 


404043 


9558573 


Plus 


29042-29135,46597-46699 


40406B 


316B621 


Mmus 


18123-18766 


4W1UO 


8247074 


Minus 


63603*54942 


404166 


7596822 


PTus 


86147-86509 


404193 


3881948 


Minus 


9418&S43Z2 


4U4l9b 


3805917 


Minus 


67928-68109 


404249 


8655533 


Plus 


64270-64633 


404367 


9965011 


Minus 


114391-114628 


404404 


7272262 


Plus 


82112422*4 


404414 


7382165 


Plus 


143127-143398 


404416 


73B2420 


Minus 


143042.143216,14470^144853,145800-146048 


404420 


7407952 


Minus 


129817^130566 


404443 


757S073 


Minus 


87198-87441 


404453 


7657714 


Plus 


27768-29179 


404476 


8080699 


Plus 


10184H02043 


404518 


81519B8 


Plus 


84494-84603 


404526 


8152067 


Plus 


121918-122123.125198-125348 


404531 


8247909 


Plus 


20152-20362 


404561 


9795960 


Minus 


89039-70100 


404569 


7240169 


Minus 


104257-104348,104B22-104970 


4045B2 


9739220 


Plus 


53230-53424 


4045B7 


8598840 


Minus 


69781-70096 


404508 


6456726 


Minus 


40059-40210 


404593 


99440S6 


Minus 


7492&7E7BB 


404595 


9958262 


Minus 


16764-16900 


404638 


9796751 


Minus 


99433*99523,1 00035*1 00161 


404652 


9736969 


Minus 


108172-108296 


404694 


9799557 


Minus 


128092-128227 


404708 


9800828 


Plus 


77522-77658 


404731 


7230299 


Minus 


168609.168781,182951-183081 


404767 


7882627 


Minus 


23244-23759 


404793 


7232206 


Minus 


61087-61590 


404822 


3810614 


Plus 


7541-8132 


404834 


0911603 


Minus 


37948-38226 


404957 


7407927 


Plus 


147512-148011 


404967 


7523744 


Minus 


89944-90729 


4048B8 


4662677 


Minus 


7240672600,72779-72856 


405001 


6015406 


Minus 


104646-104819 




Q088019 


Minus 


64091-64267 


405090 


8072525 


Minus 


38552-39202 


4051 20 


8099940 


Plus 


140176-140340 


405229 


7249019 


Plus 


510B1-517O1 


405230 


7249032 


Minus 


97493-976B2 


405302 


2078453 


Minus 


121686*121840 


405347 


2979802 


Minus 


977-1116 


405443 


7408143 


Plus 


90716-90687,101420-101577 


405455 


7656875 


Plus 


134112-134671 


405456 
405494 


7655676 


Plus 


150062-150206 


B05Q952 


Minus 


70284-70518 


405521 


9454643 


Plus 


65096-65247,77508-77637^1242-81364,8424^84395 


405523 
405605 


9454643 
6836195 


Plus 
Minus 


1 14550-1 14688,117265-1 17407,1 1 9490-1 19599,123237-123395,131 140-131217 
117070-117270 


405606 


5815499 


Minus 


66822-66925 


405634 
405654 


530628B 
4895155 


Pius 
Minus 


17858-17957, 1 B302-1 6412,1 8837-1 8927,22790-22969 
53624-53759 


405692 


4314424 


Plus 


61379-62562 


40573B 


994399B 


Plus 


443704541 Q 


405747 


8469069 


Minus 


153933-154060 


405780 


7246203 


Minus 


48204-48371 


405783 


5738434 


Minus 


27238-27885 


405784 


741736B 


Minus 


77798-78000 


405829 


7109593 


Minus 


15628-16127 


405920 


675B795 


Plus 


120521-120971 


405935 


6758795 


Minus 


163112-163652 


405970 


8247789 


Minus 


45795-46295 


406005 


B247BQ1 


Minus 




406018 


6758904 


Minus 


37795-38163 


406076 


9123123 


Plus 


89972-90319 


406092 


9123919 


Plus 


251370-251797,262168-252882 


406190 


7289992 


Minus 


22395-22901 


406289 


7549820 


Plus 


111718-112008 


406298 


5686276 


Minus 


3008440770 


406333 


9213235 


Plus 


64889^4798 


406364 


9255114 


Minus 


5071^50833 


406378 


9256142 


Maius 


126408*126800 


406413 


9256407 


Plus 


43858-44003.46993-47136 


40646B 


9795553 


Plus 


4373^16i8a7(M048,11366-11509.l162S-11880 
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406603 8272659 Minus 39606-39694 



TABLE 31A: ABOUT 1884 GENES UP-REGULATED IN SPF COMPARED TO NSIP 

Table 31 A lists about 1884 geneswhose expression levels are up regulated in Idiopathic pulmonary fibrosis (IPF) samples as compared with non-specific inleratirjal pneumonia (NSJP1 
samples. These were selected from about 59660 probesets on an AflymetrixfEos HuQ3 GeneChlp array such thai the raffe oTaverBge" kfiopalhlc pulmonary fibrosis sample 
expression level to •average - non-specific nterstiual pneumonia sample expression was greater than or equal to about 2.0. The "average" kfiopaWc pulmonary fibrosis level was sol 
to me 901b percentile amongsi Idiopathic pulmonary fibrosis samples. The 'average" non-specific Intercbb'at pneumonia level was set to the 90ih percentile amongst non-specific 
intersWat pneumonfa samples. r 

Pkey: Unique Eos probeset idenlifiBr number 
ExAccn: Exemplar Accession number, Gen bank accession number 
UnlgenelD: LWgene number 
Unigera TlrJa: Unlgene gene title 



R1: 

Pkey 

450478 
405664 
432365 
403637 
43154B 
407811 
439606 
403574 
416653 
441233 
415617 
409632 
432437 
407266 
423017 
403323 
429629 
441519 
453623 
406690 
416379 
42B862 
407305 
434683 
441802 
431242 
442377 
420407 
428908 
445896 
457673 
458771 
426000 
440504 
415025 
43B557 
416126 
457242 
423629 
404793 
435563 
415672 
4554B8 
426220 
412282 
431622 
405523 
424603 
436397 
456476 
434784 
422977 
442849 
451519 
412474 
457081 
444627 
404822 
402430 
457900 
400292 
410934 
440172 



Ratio of IPF {kflopahic pulmonary fibrosis) to NSIP (non-specific interstitial pneumonia) 
ExAccn Unigen 



AW451709 

AK001106 

AI834273 

AW190902 

W79123 

AA7685&3 

AA972965 

U88967 

W74001 

W070B8 

AJ 235664 

AWJ78761 

BE501732 

AA972740 

AL137967 

M29540 

N38857 

MMJX0346 

AA7152W 

AW298724 

AA968536 

AA9B7742 

AA993607 

AA814732 

AW303529 

AF07O623 

AA551569 

AW295151 

AA385065 

AJ948966 

AW207091 

AW364104 

AA173632 

AA457011 

AWD21173 

AF2I0317 

N53097 

M102322 

AA3H7019 

BE1 60188 

AWB79271 

BE169&10 

AA715013 

AA266753 

AA649051 

AA631498 

R10099 

A18C06OO 

AJ791451 

AA916785 

R09764 



AW976692 
AA250737 

Awaum 



Hs.274419 

Hs.9711 

HS.40Q9B 

Hs,58561 

H&.74170 

H&135568 

Hs.78857 

Hs.55279 

Hs.293685^ 

Hs.2Z7948 

Hs.30622 
Hs.127092 

H5J220529 
Ha203933 
Hs^3l6 

Ks.202838 

Hs.1Z7B77 

Hs.251278 

Hs.167367 

Hs.145010 

Hs.144955 

Hs.13423 

HsJ?72034 

Hs.163512 

Hs.130017 
Hs.72307 
Hs.143609 
Hs.22116 

Hs.18612 

Hs.95497 
Hs.193579 

Hs.241395 

HS.2931B4 

Hs.47557 
HSu1 69835 

Hs.164007 

Hs.269605 
Hs.209573 

Hs.lBa610 
Hs.20416 



Hs.72472 



Undone Title 


R1 


ESTs 


20.2 




16.1 


hypolheBcat protein FU10244 


11.9 




11.2 


novel protein 


103 


cysteine knot superfarnlly 1, BMP antagon 


104 


G protein-coupled receptor 87 


10.3 




mi 


indalfathionelnlEr^wtional) 


9.3 


CO IS 


9.1 


proteh tyrosine phosphatase, receptor-t 


85 


senna (or cysteine) proteinase Inhlblto 


8.4 


ESTs 


BL3 


gtxHomo sapiens mRNA forimraunoglobuEn 


8.2 


serine (or cysteine) proteinase inhlbalo 


8.1 


Homo sapiens cDNA FU 13010 lis, cfone NT 


8.0 
B.0 


ESTs 


7.9 


gb:DKFZp761D231SLr1 761 (synonym: harm/2) 


7.8 


carclnoembryonic antigen-related cell ad 


7,7 


ESTs 


77 


SRY [sex determining region Y>bc* 9 (ea 


7.5 


gbrnv3aD3.r1 NCLCGAP_Br5 Homo sapiens 


7,2 


ESTs 


7_2 


ESTs 


6L9 


K1AA1201 protein 


6.9 


ESTs 


6.9 


Drpopolysacca ride-specific response 5-fi 


6.B 


ESTs 


6.8 


Homo sapiens clone 24468 mRNA sequence 


6.7 


hypothetical protein PRD2622 


6.7 


ESTs 


6.6 


§b:EST98959 ThvrcJd Homo sapiens cDNA 5 1 


6.6 


ESTs, Weakly similar to J N090B Kh-transp 


6.6 


ESTs 


6,5 


hypothetical protein FU21924 


BJ5 


CDCtt (cell division cycle 14, S. raravi 


6.4 


gb^a9Dc1l4l Stratagene fetal retina 93 


13 


Homo sapiens cDNA: FU219Q9 fta. clone H 


6.3 


solute earner family 2 (facilitated g!u 


6.2 
6.2 


ESTs 


6.2 


gb:zB0f03.r1 Stratagene colon (937204) 


6.2 


protease, serine, 1 (trypsin 1) 


6.1 


0lxQV14lTO4l3-O1O2O(M)59^O5 KT0413 Homo 


6.1 


ESTs 


R1 




6.0 


E&Ts 


6,0 


ESTs 


6.0 


gb3B22b12.r1 NCLCGAP_GCB1 Homo sapiens 


5.9 


ESTs 


5.9 


gb:np83h04^1 Na^CGAPJThyl Homo sapiens 


5.9 


ESTs 


S3 


ESTs 


5.8 


gbmi50crj9.y5 KCLCGAP_Ov2 Homo sapiens 


5,8 


splicing factor proline/glirtamlna rich { 


5.8 


ESTs 


5.8 




5.7 




5,7 


ESTs 


5.7 


ESTs 


5.7 


gb:MR2-SrrOl31-l11t99'016-a04STO131 Homo 


5.7 


ESTs 


5.7 
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431374 


BE258532 


Hs.251871 


409516 


AW50O954 




447613 


AL041057 


Hs.33363 


417919 


AJ928203 


Hs.86379 


4252S9 


AL0492B0 


Hs.155397 


439053 


AF0B5922 


Hs.1 13968 


406053 






431211 


M86B49 


Hs.323733 


451830 


H18433 


Hs.21542 


416035 


H42314 




413849 


BE173561 


Hs.15384 


4 594 SB 


AW270957 


Hs.254577 


416154 


246122 




404561 






428395 


AA437124 


Hs.1B7247 


419247 


S65791 


Hs.89764 


455601 


A13G66BO 


Hs.816 


440925 


AW511090 


Hs.130419 


419249 


X14767 


Hs.89768 


448477 


BE512572 




454039 
459564 


AW079064 


Hs.245540 


401497 






408493 


BE206854 


Hs.46039 


444931 


AV652066 


Hs.75113 


456680 


AL13775B 


Hs .1 16072 


452542 


AW812256 




411402 


BE297855 


HS.69B55 


404957 






436445 


AA922213 


Ha/121735 


442617 


AW340093 


Hs.130538 


416045 


H 15990 


Hs.31403 


425178 


H16097 


Bs.161027 


441918 


AI733373 


Hs.128119 


455464 


AW963901 




420929 


AI694143 


Hs.296251 


448844 


AI581519 


Hs/1 77164 


4306B5 


NMJJ01942 


Hs-2633 


405229 






417641 


AA205015 


Hs.54617 


434167 


AA626334 


H3.116153 


450438 


A1696071 


HS.253B0O 


456394 


W28506 




455747 


BE074910 




41742D 


TB5150 


Hs.26&B14 


409545 


BE296182 


Hs.19002 


426750 


AA383950 




440615 


AI733055 


Ha.130806 


408959 


AW890B78 


Hs^11610 


454482 


BE147919 




436S0B 


AW804381 


Ns.121121 


452046 


ABO10345 


Hsl27657 


407415 


AF073328 




450090 


AW448940 


Hs.202259 


406333 






434188 


A1765848 


Ks.281680 


403344 






445468 


H3B026 


Hs.308 


405455 






4113B7 


AW842339 


Hs.130615 


426097 


BE327369 


Hs.1 12238 


427766 


T78402 


Hs.174880 


41101B 


AW813428 




415257 


F03016 


Hs,27613 


441107 


AA91707S 


Hs.190520 


419519 


A1198719 


Hs.176376 


410901 


AW810001 




426217 


AW131B68 


Hb.172792 


424188 


AW954552 


Hs.142834 


456987 


AJ 557230 


Hs.173536 


405303 






414955 


C15506 




451620 


AW449388 


Hs.257224 


421948 


L42583 


Hs.334309 


424780 


U39576 


H$.15305B 


443271 


BE588568 


Hs.195704 


417181 


L10123 


Hs.1071 


402230 






422246 


AA461032 


Ha.5306 


431508 


N&L012481 


Hs.182979 


415236 


R414QO 




413101 


BE065215 




444774 


AW052174 


Hs.196030 



CTP synthase 

gh:UI-HF^P0|^air-M2-0-ULr1 NIH_MGC_5 

DKFZP434K093 protein 

ESTs 

Homo sapiens mRNA; cONA DKFZp564K143 (fr 
ESTs 

gap junction protein, bate 2, 26kD (conn 
KIAA1035 protein 

gb:yo09e02ji1 Scares adutl brain N2b5HB5 
API gamma subunit binding protein 1 
ESTs, Weakly similar to 934087 hypothec 1 
gb:HSC0VB031 normafaed infant brain cDN 

ESTs 

fragile X mental retardation 1 

SRY (sex determining region Y)-box 2 

ESTs 

gamma-arninobutyric acid (GABA) A recepto 
gb:601452090F1 NIH_MGCJG Homo sapiens c 
ESTs 



phosphpglycerate mutase 2 {muscle) 
general transcription factor 1IIA 
Homo sapiens mRNA; cDNA DKFZp434H24S (fr 
9tKRC0-ST017W91O99-031-aO7 ST0174 Homo 
NPAS-related gene 

ESTs 
ESTs 
ESTa 
E&Ts 
ESTs 

gb;RC141N0003-220SXH)l1-«O HN0003 Homo 

programmed celt death 4 

ESTs 

desmoglein 1 

hypothetical protein FU20060 

ESTs 

ESTs 

Sbc48f1 Human retina cDNA randomly prime 
gb:RC5-BTO5BO-17030(H>21-F12 BTOSSO Homo 
ESTs 

hypothetical protein MGC467S 
gb:EST97403 Thymus II Homo sapiens cDNA 
ESTs 

CUG triplet repeat RNA- binding protein 
gb:RC3-HT0230-16020r>016^0B HT0230 Homo 
ESTs, WeaWy simBar Id S00755 ptecksW 
KIAAOB02 protein 

gbcHorno sapiens tetracyfeie transporter- 

Ears 

peroxisomal trans ^enoyt CoA reductase; 

arrestln 3, retinal (X-arrestin) 

hypothetical prolan FU21870 

ESTs 

ESTs 

gb:MR3-STOl92-Ol0200-21f>c05 ST0192Homo 

ESTs 

ESTs 

ESTs 

gb:MR4ST0124-2703Q(HW5*11 STOl24Homo 
ESTs, Vfea% similar to hypothetical pro 
zinc finger protein 
ESTs 

gb:Cl550B Ctontecb human aorta poryA+ mR 

ESTs 

keratin 6A 

butyrophilln. subfamily 1 k member A1 
ESTs 

surfactant protein A binding protein 

hypothetical protein DKFZp5&GFl122simil 

ribosomal protein L12 

gtryJ94b12.s1 SoarasWant brain 1MIB H 

gb:RCm031 43 10300-01 5-f01 B7U314 Homo 

ESTs 



5.7 
5.6 
5.6 
5.5 
5.6 
5.6 
5.5 
&5 
5.5 
5.5 
5.5 
5.5 
5.5 
5.4 
5v4 
5l4 
5.4 
5-4 
5.4 
5.4 
5.3 
5.3 
5.3 
5,3 
5.3 
5.3 
S,2 
5.2 

5.2 
5L2 
5.2 
5.2 
5.2 
5.2 
5.2 
5.2 
5.2 
&1 
5.1 

ai 
ai 

5.0 
5.0 
5,0 
5.0 
5.0 
5.0 
4.9 
4.9 
4.9 
4,9 
4.9 
4.9 
4.9 
4.6 
4,8 
4.8 
4.8 
4.8 
4.8 
4.8 
4.8 
4.8 
4.8 
4,6 
4.8 
4.B 
4.8 
4.8 
4.8 
4.8 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.6 
4,6 
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444414 AWZ93214 Hs.8752 transmembrane protein 4 4.6 

431291 N25621 Hs.25275 Kmppel-type zinc finger protein 4.6 

436853 BE328074 Ms.146561 ESTs 4.6 

445334 A1610081 Hs.9475 glucose transporter protein 10 4.6 

5 408172 WO 24*8 . Hs.46039 phosphoglycerate nwlase 2 (muscle) 4.6 

4269B5 BE394849 Hs.131905 ESTs, htoderale]y^mllarbZ195_HUMAN2 4.6 

404638 4.6 

447617 AM00762 Hs.176675 ESTs 4.6 

422182 ALD43S92 Hs.180582 Homo sapiens cDNA: FU21836 fe. ctone H 4.6 

10 442360 AI374621 Hs.29065 ESTs 4.6 

411738 AW859353 gb:MRt-CT0353-15O3O0.1O2-a12 CT0353 Homo 4.5 

444157 Al 125785 Hs.153351 ESTs 4.5 

4D1365 4.5 

459592 AU037421 Hs.208746 ESTs, Moderately similar to poL ORF 1 [ 4.5 

15 436269 AA707472 Hs.190760 ESTs 4.5 

459448 AA41 6773 Ha.275012 EST 4.5 

452090 AA022BB4 . Hs.124673 Homo sapiens cDNA FU 11 477 te. ctonB HE 4.5 

414899 AW975433 H&36288 ESTs 4.5 

443764 F23283 ghcHSPD229B0 HM3 Homo sapians cDNAekme 4.5 

20 444896 Ai20l548 Hs.30B33B ESTs 45 

417428 N87579 gb:LL2030F Human fetal heart, Lambda ZAP 4.S 

428528 Al 004034 Hs.98638 ESTs 4.5 

405605 4.5 

4579B2 AW8560S3 Hs.1 83617 ESTs 4.5 

25 427731 AA4tt750 Rs.2Q943 ESTs 4,4 

420691 AA829433 Hs.27S343 ESTs 4.4 

429927 NM_001115 Hs.2522 adenylate cyclase 6 (brain) 4.4 

453080 AI423056 Hs,23921 hypothsfcal prolan DKFZp547A023 4.4 

412147 AW89S984 gb:QV4-r4N003M405(XM97>«08 NN0039 Homo 4.4 

30 435747 A1079519 Hs.134398 ESTs 4.4 

463824 AL138012 rfe.183840 ESTs, Modsrataly simitar to ALU7 _HUMAN A 4.4 

458B65 T05D95 Hs.19597 KJAA1694 protein 4.4 

459037 AW439497 Hs.290658 EST 4.4 

403310 4.4 

35 425576 U65652 Hs.158313 chnxnosome17openi%ao^gframe1A 4.4 

427500 AW97C017 Hs.293846 ESTs, Weakly similar to S65B57 alpha-IC- 4.4 

432020 AJ251509 Hs.272345 phosphodiesterase 11 A 4.4 

453043 AW135440 Hs,224277 ESTs 4.4 

456293 AW131715 Ha31l561 ESTs, Woa% sfrnilaf to CYA7J4UMAN ADENY 4.4 

40 447879 8E503405 Hs.170437 ESTs, Weakly similar to PRP4jHUMAN SALlV 4.4 

426646 AA382787 Hs.122713 ESTs 44 

454864 AWB35775 gb:CfV44.TDOl6-2402DO-11<W04 LT0018 Homo 4.4 

404838 4.4 

435434 AA660387 Hs.187850 ESTs 4.4 

45 443314 AW771701 Hs£4646 ESTs 4.3 

4OBQ00 L11690 Rs.620 bullous pemphigoid anEgen 1 (23 0/240 kD) 4.3 

441700 AA233556 Hs.126906 hypothetical protein RJ12994 4.3 

455000 AWB502B3 Hb.324429 HomosaptenscDMFUl4Q15t]s,dor»HE 4.3 

404767 43 

50 445189 AI936450 Hs.147482 ESTs 43 

452393 H&7398 Rs.99858 ribcsomal protein L7a 4.3 

426740 AA433B3B gbuav53a12r1 Soa^sJotaLfelus _Nb2HFG_ 4.3 

426B30 AA385751 Hs.1 96379 ESTs. Weakly slirflar to putative pt50 IH 4.3 

410615 AW772721 gb:hl95C0txl NCLCGAP_Jby8 Homo sapiens 4.3 

55 446619 AUD76643 Hs.3t3 secreted phosphopmteTn 1 (osteoponDn, 4.3 

406073 4.3 

409692 4.3 

436033 H75391 Hs.25574B ESTs 43 

410733 D842S4 Hs.66052 C038 antigen fe45) 4.3 

60 455587 BE007829 gb^VO-BKOi47-2a04OO-213^O3 BN0147 Homo 4.3 

4590B4 H01699 Hs.27289 CG1-1 25 protein 4.3 

401189 43 

435451 AF195420 Hs.303006 ESTs, Weekly similar to gamma-hfifegulin 43 

456407 AW968614 gb:EST380690 MAGE resequences, MAGJ Homo 43 

65 425733 F13287 Hs.159388 Homo saptens done 23578 mRNA sequence 43 

447863 ALD47611 Hs,288B85 Homo sapiens cDNA FU14246 fis, clone 07 4.3 

438G59 AI21790O rte.144464 ESTs 4.3 

435463 AA682507 gbajl^sl ScwresJfetaUver spleen. 4.3 

455675 BE065984 gb:RC3-BT0319-12020D-014*06 BT0319 Homo 43 

70 4394B1 AFCB6294 Hs.125544 ESTs 4.3 

405287 4.3 

405784 43 

436461 AW511956 Hs.293261 ESTs 43 

_ _ 437636 AA7647B1 H8. 291 844 ESTs 42 

75 409829 AW449589 Hu.279724 ESTs 42 

412999 BE046255 gb:hn3Bg10j<2 NCI_CGAPJ*DF2 Homosaplens 42 

403281 42 

427531 AA405097 Hs.97957 ESTs 42 

0 _ 451882 AI821324 Hs.100445 ESTs 42 

OU 41BB56 AA362B58 gb:EST72900 Ovary II Homo sapiens cDNA 5 42 
405494 42 

4560Z7 BE327387 Hs.13913 KIAA1 577 prolan 42 

414539 BE379046 Qfc601236646F1 NIH_MGC_44 Homo sapiens c 42 
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Hs793B9 
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417706 


T90797 


He 9fiftR^ 


428692 


AJ372822 


Hs.110103 


413071 


BEO&4032 




437354 


AA749215 


H&J2S18&6 


403381 






425798 


AA364002 




459429 


AA27B779 


Hs.3356e6 


426365 


AA376567 


Hs.10263 


430757 
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430205 


AB 025904 


Hs.235168 


433887 


AW204232 
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444743 


AA045648 
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ESTs 

hypothetic at protein 

Homo sapiens cDN A FU11983 fts, done HE 
gb;E5T365510 MAGE resequences, MAGS Homo 
ESTs 
ESTs 

peptide YY, 2 (samtnalpJasmsn) 
Jane finger protein 

ESTs 

gb:bb28c0l.fc1 NlH_MGC_5 Homo sapiens cON 
gb:RC2-CT0304-O801O(WJl1-h12 CT03&4 Homo 
odd Oz/ten-rn homotog 2 (DrosophJIa, mous 
RASp21 protein activator 2 

ESTs 

gb:od77b0&s1 NCI„CGAPj3v2 Homo sapiens 
ESTs 

ESTs, WeaWy similar b T24961 hy potheK 
gb:PM1-BT0348-l51299-001-d04 BT0348 Homo 
Homo sapiens cDHA: FU23515 fis. dona L 
v-myc aviari myelocytomslosfe viral rdst 



flb:EST33382 Embryo, 12 week I! Homo sapi 
chramosome 1 open reading frame 12 



gb:EST383329 MAGE resequences, MAGL Homo 
gb:ng65d01,s1 NCLCGAPJJp2 Homo sapiens 
6-phosprofrucb-2-ldnas6#uctose-2 > 6-U 
ESTs, Moderately simitar to ALUSjiUMAN A 
ESTs 

hypothetical protein RJ 14624 
gt>:MRO-SNOD39-3003MW)01-c02 SN0039 Homo 
Homo sapiens, clone 1MAGE:3010666, mRNA, 
ESTs 

pregnancy-associated plasma protein A 
aWo-Keto reductase family 1, member C2 
ESTs 



ESTs 

gb:aa65fl)5j1 NCLCGAP^GC81 Homo sapiens 
ESTs 

ESTs, Moderately similar Id S&5657 alpha 
ESTs 

MAX-interading protein 1 
gb:EST374787 MAGE resequences, MAGG Homo 
ESTs, rfghVsTmi!artoslmttarbCrJc14 
ESTs, Weakly s^nHar to 2109260A B celt 
v-myb avian myelofalastosfs viral oncogen 
gMMO-HTOifi2-041099^06&Bl1 HT01B2Homo 
Homo sapiens mRNA fuO length insert cDN 
estrogen receptor binding sfte associate 
KIAA0594 gene product 

gb:RC0-Hnr0613-14030(MJ2l-d06 KT0513 Homo 
gb:zB21h11rl Na_CGAP w GCB1 Homo sapiens 
nel(diickenHI®2 

ESTs, Weakly similar to S23650 retrovtru 
gb:EST92807 Skin tumor I Homo sapiens cD 
ESTs 
ESTs 

KIAA1376 prolan 
ESTs 

RNA polymerase \ transcription factor RR 
gb:Qfv3-BTO2964l1O300-111-b0B BT02S6 Homo 
ESTs 

gb:EST74529 Pineal gland II Homo sapiens 
EST 

RMA blntfng motif protein 88 

Qb:MJ4g09jtl NCLCGAPOU24 Homo sapiens 
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Homo sapiens cDNA: FU22769 fte, don© K 

ESTs 

ESTs 

gb:nf76g1U1 NCI_CGAP_Co3 Homo salens 
ESTs 

secreted protein of tinkrwwn function 
putative K6-OMVmeihyllrangf9r36e 
ESTs, Weakly similar to 138022 hypothoO 
a dfcrintegrin and metelloprotetoase doma 
gb.-yr47f06.r1 Scares fetal liver spleen 
ESTs 
ESTs 

dectron-transfer-flavoproteJn, alpha po 

ESTs 

ESTs 

euteiyotic translaflon ekmgab'on factor 

Homo ssptonscDNA FU13539 fte, clone PL 

ESTs 

ESTs 

ESTs 

gbxJf2GcOZy1 Morton Fetaf Cochlea Homo 

gb:Human alpha satellite and setdffe 3 

hypothetical protein FU10246 

EST 

ESTs 

Human DNA sequence from clone RP1-187J1 1 

ESTs 

ESTs 
ESTs 

gb:PM3-ST0307-2312S&-OOl-b11 ST0307 Homo 
guanytate cyclase 1, sdubla, alpha 3 
gb3ih30cO4.s1 NCLCGAPJ^ Homo sapiens 

hypothBbcal protein FU126D6 
ESTs 

ribosomal protein U 

Fanconl anemia, complwnentaflon group A 

ESTs, Weakly slmlar to T19326 hypothefi 

ESTs 

ESTs 

ESTs 



ESTs 

Homo sapiens cONA FU1 2927 fe, don. 
ESTs 
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hypothetical protein FU22995 

Homo sapiens cDNA FU1 3336 fis, clone OV 

ESTs 

ESTs, Moderately shflarto neuronal thr 

ESTs 

ESTs 

hypothetical protetn PRQ2849 

Human DNA sequence from dona 1198H6 on 

Homo sapiens mRNA; cDNA DKFZp434E232 (fr 
earty&cell factor 

Human 8RCA2 region, mRNA sequence CG029 
gbryf2fc09.r1 Soares fetal liver spleen 
ESTs 

Homo sapiens cDNA: FU21 592 fi s, clone C 
gb:f 3 M3-LT0032-26129&OO2'tD2 LT0032 Homo 
ESTs 

gb:zx55g02.rt So»a8jetaUft*r^pleen_ 
asspiens XG mRNA {clone PEP11) 
ESTs 

Fc fragment of IgE, high affinity I, rec 
ESTs, Highly similar to KIAA1370 protein 
ESTs 

ESTs, Weekly similar to AIU1JHUMAN AUU S 

mulated tn cdoredaJ cancers 

fibcHomo sapiens TNF receptor homolog mRN 

gb:PM2-SN001 8-200300-003^09 SN0018 Homo 

EST s, Weakly simiar to T17288 hypothec 

ESTs 

gb:QV4-HrO536^O405O0-193-f05 HT0535 Homo 

hypothetical protein FU12401 

ESTs 

ESTs 

431 



aa 

3.8 
3.8 
3.0 
3.B 
3.8 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3,7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 

as 

3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 

a& 

^6 
3.6 
3,6 
3.6 
3.6 
3,6 
3.6 
3.6 

ae 

3\5 
3JS 

as 
as 
as 
as 
as 

3.5 
15 
3.5 
3.6 
3.5 
3.5 
3.6 



WO 03/042661 



PCT/US02/36810 



413543 AA13022B Ka.324611 ESTs, Moderately similar to ALU8_HUMAN A 3.5 

454447 BE163567 gb:QV3 HTM 60-230200-1 01 -fa08 HT0450 Homo 3.5 

458067 AA3936Q3 Hs.36752 protein kinase anchoring protein GKAP42 3.5 

_ 437608 AA761 605 H&.292308 ESTs. Weakly similar to ALU INHUMAN ALU S 3.5 

5 415549 F11942 gb:HSC33F061 normallzjBdtnfOTthrancDN 3.5 

420910 AL049437 Hs.100292 Homo sapiens mRNA: cDNA DKFZp5B6E112D (f 3.5 

435793 AB037734 Hs,4993 KIAA1 31 3 protein 3.5 

453211 W84B29 gfczh53i04.r1 SoareaJeiaUtfer.jipleen_ 3.5 

418717 AI33443D H&J6984 ESTs 3.5 

10 400641 15 

442973 BE5S7665 Hs.2B8550 Homo sapiens cDNA: FU23156 fls. ctons L 15 

410007 M13509 Hs.83169 matrix metalloprotefnase 1 rjnteretfo'al 3.5 

440364 AA910460 Hs.128626 ESTs 3.5 

458340 AJ457102 Hs,6986 Human glucose transporter pseudogeoe 3.5 

15 412281 AJ81O054 Hs.14119 ESTs 3.5 

443204 AW205378 Hs*29643 Homo saptens cDNA RJ 13103 fe, clone NT 15 

416616 H6S270 gb:yrB1h09,r1 BoaresfeU liver spleen 3.5 

44433B AI937026 Hs.146642 ESTs 3.4 

_ _ 436946 AW137748 Hs. 125955 ESTs 3.4 

20 431632 AK000992 Hs.333144 Homo sapiens cDNA FLJ1O130 fia r clone HE 14 

403306 NMJ0OS825 Hs.74368 transmembrane protein {63kD) t endopiasrrf 3.4 

422093 AF151B52 Hs.11l449 CGl-34 proleb 3.4 

426816 AA004986 Hs.193B52 ATP4Mng cassette, subtly C(CFTR 14 

442137 AA077235 Hs,128830 ESTs, VfeaMy similar b Z192_HUMAN ZINC 3.4 

25 405970 3.4 

409434 AF276761 Hs.131581 Homo sapiens testis transcript Y 7 (TTY7 14 

416100 H1B700 Hs.268799 ESTs 14 

431418 X68242 Hs.252722 Hln-1 14 

431954 AK001974 Hs.272242 hypothelfcal proton FUHU2 3.4 

30 440388 AI693520 Hs.223000 ESTs 3.4 

421072 AI2150B9 Hs*9113 ESTs 3.4 

424678 AK001973 HS.150B9O rrypatoatteal protein 3,4 

436331 A1239496 Hs.120tB9 ESTs 14 

444063 A1122614 flb^oS6b05.x1 Soar^fetaUieailjNbHH19W 14 

35 444453 AW379394 Hs.145126 ESTs 14 

404196 14 

421262 AA2A6746 F&9343 Homo sapiens cDNA FU 14265 fls, dona PL 3.4 

409555 AW41078B Hs.2561B5 ESTs 14 

417669 T99898 gteye68g01x1 Soaras fetal liver spleen 14 

40 416057 AJ9Z73B2 Ha.29B57 ESTs 3.4 

425206 NM_Q02153 Hs.1 551 09 hydraxysterotd (17-beta) dehjfdrogana38 2 3.4 

447738 AW71000 Hs.1 61330 ESTs 14 

430664 AW969834 Rs .303303 ESTs 14 

411377 AW841462 gb:RC6-CMOOl4^B0300-012-B09ai0014Horno 14 

45 415769 H941B6 Hs.5912 F-box only protein 7 3.4 

429382 AI791249 Hs.278054 ESTs. WeaWy similar to 138022 hypelhefi 14 

431474 AL133990 90642 ESTs 14 

456906 A1953671 Hs.22D994 hypothetical protein FLM41 29 14 

442826 A1018777 Hs.131241 ESTs 14 
50 400608 14 

436111 AJ8030B2 Hs.157212 ESTs 3.4 

452807 AA02B933 Hs.162434 ESTs 3.4 

436577 WB4774 Hs.17643 ESTs 14 

412209 AW901456 gb:RCO-NMl012-27030OO31^c07NN1012Womo 14 

55 417153 X57010 Hs.81343 cofiagen, typeH. alpha 1 (primaryoste 14 

423B71 AA331S05 gb:EST35aD5 Embfyo, 6 week I Homo sapten 14 

447516 W05355 Ks.102971 hypothetical protein FU 14751 14 

409623 AW449165 gteUI-r*BI3*l<8**0r>0-UU1 NCLCGAP.Su 14 

„ 4161B2 NM.004354 Hs.79069 cydirtG2 14 

60 420854 AW296927 gb:UWfl\ntoJc^-4MJi.6l NCLCGAP.Su 14 

422899 D16471 Hs.121571 Human mRNA. 5Gi terminal ponjon 3.4 

432404 AA535246 H9-50852 ESTs 3.4 

458695 AV660I59 Hs.282284 ESTs,VVeaJuV6imflartol3B022hypothet" 3.4 

440727 AI073991 Hs.134268 ESTs, Weakly similar to 2109260AB ce» 13 

65 428766 AA4779B9 Hs.96800 ESTs 13 

439567 AI058618 Hs.134314 ESTs 13 

458231 H73163 Hs.129B85 ESTs, Weekly similar to 20Q4399A chromos 3.3 

454318 AW367764 Hs.7857 erythrocyte membrane protean hand 4.1-li 13 

„ 411966 AAD39113 Hs.1186Q9 ESTs 13 

70 443G44 AJ080491 Hs.93270 ESTs. Moderately similar to S65657 alpha 3.3 

437037 T63B04 gb:vc21e09.r1 Straferjene Jung (937210) H 3.3 

407664 AW063476 Hfc279060 ESTs 3.3 
405780 13 

426567 AA381579 Hs.1 82962 ESTs » 13 

75 400432 AX0158D9 Hs.287767 Sequence 6 from Patent WO99502B5 13 
403356 3.3 

404518 AI815601 HsJS197 CD63 anBgerr (activated B lymphocytes, r 3.3 
413581 BE150618 gb:RC3-HT0272-1 101 00-01 3c06 HT0272 Homo 3.3 

„ 429875 AI091815 gl«»fi5BbQ6s1 Soares_NhHMPUJS1 Homosapl 13 

oO 433765 BE044533 Hs.t12704 ESTs 13 

437876 AA770151 Hs.126424 ESTs 13 

444870 AJ20O621 Hs.148504 ESTs 3.3 

453324 W26592 K&3320B9 ESTs 3.3 
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437963 
425361 
4O0B13 
426692 
407456 
433183 
43516B 
43B456 
453242 
415131 
412040 
435070 
444443 
434001 
454145 
405264 
411849 
416815 
435325 
440184 



429216 
429105 
405720 



BE3SB279 gb£01309785F1 NIH__MGC_44 Homo sapiens c 

AA355933 Hs.t32221 hypothefcrf prolan aJ12401 

AI5B009D Hs.48295 RNA hdicase fanSy 

AK001751 Hs.171835 hypothetical protein FU10B89 

AJ237589 gb:Homo salens mRNA ferT-box iranscrip 

AF231338 Hs.222024 transcription (actor 8MAL2 

AKO006B3 Hs.301645 Hornos&ptt!nscDNAFlJ1002t fis. clone HE 

AA9133B1 Hs.190513 ESTs 

T98327 Hs.18343 EST* 

D61 H9 gb:HUM15BC11B Clonlech human fetal brain 

D3651 9 hte. 730 B6 ne urope ptide Y receptor Y6 (pseudogene) 

A1B21270 Hs.285643 Homo sapiens cDMA FU14364 fis. done HE 

A1149286 Hs.55099 rab6 GTPase activating proton (GAP and 

AW950905 Hs,3697 serine {or cysteine) proteinase Inhlblto 

AA046872 Hs.62798 ESTs 

AW964970 hts.18851 ESTs, Moderately similar to WAA1 276 pro 

T7116B Hs.119567 ESTs, Weakly shnter to A475S2 B-cetl Df 

AKJ383B8 Ha.1 19309 ESTs 

ABQ02297 Hs.7022 <Jedlcatorofcyto-MiesB3 

AL04699t Hs.10338 ESTs 

AI3B9472 Hs.65407 ESTs 

AA446S12 gb:2w85g07.s1 Soares_tataJ_felds_Nb2HFB_ 



416294 
422094 
425374 
418122 
427374 



446645 
457604 
452291 
410481 



42960B 
437454 
430503 
432339 
421698 
412321 
422219 
454962 
441705 
403619 
435609 
426701 
401132 
407764 
409425 
428004 
443603 
419935 
455571 
4Q6592 
446530 



401449 
431196 
422183 
459458 
421308 
427335 
455236 
425156 
404568 



D869&0 

AF129535 

AI9O4013 

R42778 

AM50O33 

AW071349 

Al 336596 

A1004397 

AF015592 

R34107 

AM11303 

U49250 

AL390159 

AA533574 

AA579465 

TB9677 

AW936913 

AW978D73 

AW947645 

AJ0B70S2 

AW183971 
A5968103 

BE008347 

11404 62 

AA449563 

BE502601 

AT7927B8 

BE003714 

AV65&909 
AA984138 

AW974436 
AA431698 
AA460445 
AA687322 
AA448542 
AW675972 
AA351364 



444910 
426660 
43B315 
425523 
419340 



430553 
457030 
447375 
409334 
410085 
410536 
446495 
405634 
431098 



Rs.79170 WAA0227 protein 

Ha.272027 F-box only protein 5 

gb:MRBT041-220199-104BT041 Homosapien 

Hs.22217 Homo sapiens clone tMAGE:321 06, mRNAseq 

Hs.143686 ESTs 

Hs.215937 ESTs 

Hs.156294 ESTs 

Hs,334552 Homo sapiens cDKA FU14930 fe, clone PL 

Hs.2BB53 CDC7 (celi tfvtston cycle 7» S. cerevlsi 

Hs^21450 pregnancy specific beta^tycoprotein 2 

Ks,3QD22 ESTs. Weakly similar to NAH6_HUMAN SODIU 

Hs,210B62 T-bcx, brain, 1 

Hs,269B!2 Homo sapiens mRNA; cONA DKFZp76lMD415 {f 

Hs.152274 ESTs 

H&45207 hypothetical protein KIAA1335 

Hs.324323 ESTs 

gb:RC1-OT0029-03020OO12-40a DT0029 Hcmo 

Hs.1010 regulator of mitotic spindle essemWy 1 

gbJL3<^0213-2B01ftO-056A04 CT0213 Homo 

Hsu55993 ESTs 

H&.250B96 ESTs 

Hs-209451 Homo sapiens cONA FU12838 8s, clone NT 

gtxCM0-BN0154-0a040O-325-hO4 BN0T54 Homo 
Hs.54452 zinc linger protein, subfamily 1A, 1 (Ik 
Hs.151393 glrtamate-cystetoelgase, catalytic sub 
Hs. 1 34289 ESTs, Weakly similar to KIAA1 053 protein 

gbcot91d05ty5 NCLCGAP_KJd5 Homo sapiens 
gtxGV3-BN0Q96<20D40n-16l-eO1 BNQ095Homo 

Hs.282542 ESTs 

H6.1 55101 ATP synthase, H+ trans porSng, milochond 
Hs.154929 ESTs 

Hs. 11 2794 Human DMA sequence from clao© 1 0B8E13 on 
gb:zxfi6hl1-rt Soares_totaJ_(ehj5_Nb2HF8L 

H<l1 92843 teua'ne zipper protein FKSG14 

Hs*251677 G antigen 7B 

^CM3-PT0Ql4O7l299O5l-b05 PT0014 Homo 
gb:EST59G99 Infant brain Homo sapiens cD 



A1201649 

NML002719 

R56795 

ABQQ7948 

AA23S590 

AK0O1243 

AW392B21 

AO01740 

A137B660 

AW514652 

AA4284B2 



rte.171734 

Ks.82419 

Hs.158244 

Hs.87530 

Hs.158370 

Hs.173381 
Hs.257822 
HS.321637 
Hs.5B5&9 



AW136516 Hs.208515 



gb^C1-BT0313-3Ot2S9Ol2cO9 BT0313 Homo 
gbcqs76g04jc1 NCLCGAP_Pr28 Homo sapiens 
protein phosphatase 2, regulatory subunl 
ESTs 

KIAA0479 protein 
ESTs 

hypothetical protein FU10331 

SfcClifc-^27£021299-053-h09 ST0275 Homo 

oThydropyrirradkiBse-fike 2 

ESTs 

ESTs 

glycogenii 2 

gb:yv27d04>s1 Scares fetal DverapJeen 
ESTs 



AW501465 Hs.249230 ribonnclease L (Z.S'-clfcQisQBdenylale 
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421581 


U89331 


Hs.105932 


440633 


AI14D686 


Hs.263320 


453264 


M034137 


Ha.271955 


411656 


AWB5S576 




419169 


AWB519B0 


HS.262346 


426591 


AA431127 


Ks.98685 


446566 


C01448 


Ks.300511 


452401 


NMJJ07115 


Hs.29352 


455170 


AWB6Q972 




4162GB 


AW29116B 


Hs,41295 


423657 


AUD4512B 


Hs,1691 


1UUD ID 






410307 


AFG229I3 


Hs.62187 


440046 


AW402306 


Hs.6877 


452824 


W27643 


Hs.73965 


400315 


U46120 


Hs.t93392 


411965 


BE467339 


Ks.280115 


416316 


H5B721 


Hs,271628 


400613 






414819 


BE177320 


Ks,156146 


434833 


AF15654B 


Ks.192969 


418B93 


A!750876 


Ks.87409 


416258 


N4S661 


H&90D11 


405093 
415273 


Z39840 


HsJZ2229 


450519 


AA010066 


rfc324a49 


422654 


AA314316 


Hs.l 63725 


414605 


BE390440 




400441 


M15530 


Hs£9879 


402790 






4385S3 


AAB10B65 


Hs.134746 


447524 


D60449 


Hs.45l77 


448835 


BE277929 


Hs.11081 


415979 


K16427 


Hs.271501 


434479 


AI13B213 


Hs.162035 


426724 


AA3B3B23 


Hs.293616 


41B1Q5 


AW937488 


Hs.178000 


40560B 






406506 
421216 


AV6492S2 


Hs.102664 


452755 


AW13B937 


Hs.213436 


404288 






42987B 


AA4601B8 


Hs.127263 


439B34 


A1754576 


He.124523 


454564 


AWB07573 




450491 


BEO45604 


Hs.202301 


409920 


BE 169746 


Rs.12504 


400579 






402953 






404285 






426690 


AA393167 


Hs.41294 


457770 


BEO6903O 


Hs.124179 


435477 


BE21B708 


Hs.117270 


436391 


AJ227d92 


Hs.146274 


456083 


U46922 


Hs.77252 


416421 


AA134006 


tfc.79306 


430101 


AF110002 


H&233363 


449238 


AA42Q229 


Hs.331561 


452605 


AW963557 


Hs.90012 


456323 


AW752339 


Hs.87296 


429628 


AB019494 


H3.225767 


423454 


AL1 10456 




452762 


AW501435 


H8.278582 


401344 






455511 


GE144762 




4552BO 


AW886156 




433132 


AB026264 


Hs.284245 


423600 


AT633559 


Hs.310359 


427667 


AKC01279 


Hs.180171 


407257 


AB00BB34 




457041 


AA399018 


Hs.250635 


421482 


AL135462 


Hs.104715 


459062 


AA059246 


Hs.110293 


436475 


R5B80B 


Hs.86149 


411622 


A1B07894 


Hsji7274 


417489 


AW953341 


H&22573 


418454 


AA3153DB 


Hs.195870 


409699 


BE154650 




438394 


BE379623 


HU7693 


443741 


AW451759 


Hs.1 45420 


405090 






432267 


AK000872 


Hs 274227 


445409 


A1949081 


Hs.147862 



short stable iiomeobox 

ESTs 

EST* 

gb:CM4-CTO27B-22l039O27^01 CT0278Homo 
ESTs, WeaWy similar to S72482 hypomerj 
ESTs 
ESTs 

tumor necrosis factor, alpha-Induced pro 
ob;QV0-CT03B7-ia03QQ-l67-hQ7 CT0367 Homo 
ESTs, Weakly similar to MUC2>tUMAN MUCIN 
gtocan (1,4-aTpha-}, brandling enzyme 1 

phosphatklylirioaitol gtycsn, cfass K 
hypothetical protein FLJ10483 
splicing factor, arghlne^eraie-rich 2 
Human expressed unknown mRNA 
ESTs 
ESTs 

hypothetical protein FU 13231 

ESTs, Weakly similar to AT1 AJHUMAN POTEN 

thrombcspondjn 1 

adenylosuccinate synthase 

ESTs 

Homo sapiens cDNA FLH2583 Rb. done NT 
ESTs 

gtx6012B36Q1F1 NIHJAGCL44 Homo sapiens c 
B~ce5 growth factor 1 {12fcD) 

ESTs, Weakly similar to A46010X-linked 
ESTs 

UBX rJornaJn-coniaTning 2 

ESTs, Weekly similar to 154374 gens KF2 

olfactory receptor, family 52, subfamily 

ESTs 

ESTs, Weakly slrrfflaf to FV1 MOUSE FRIEND 



vesicle-associated membrane protein 4 
ESTs, Weakly slmftar to A34087 hypotheti 

ESTs 
EST* 

gb;ik1R1-STOQ66-0212994X)4-g01 STOQaSHomo 
ESTs 

Itafy orthobg of mouse Arkadta 



ESTs 
ESTs 

hypothetical protein FU14345 
ESTs 

fragile hisb'duie &iad gene 

eukaryotfc translation initiation factor 

guanyfate cyclase acdvaJor 1C 

muscte^pedfic RlNG-flnger protein 3 

hypctnetfcsf protetn FU23441 

Homo sapiens cONA FU2Q269 fia, clone HE 

JDN3 protein 

succinate dehydrogenase complex, sub unit 
v-eid marine thymoma vfral oncogene homo 

gb:CM04fT01 80-041099-065*04 HT01 80 Homo 
gb:RC5OT0076-15090(WJ21-E0B OT0078 Homo 
hfltothelical protein IMPACT 
ESTs 

Homosaptens cDMA FU10417AS, clone NT 

gb:Homo sapiens mRNA for HRV Feb N6-VH, 

ESTs 

Inveretn 

ESTs 

phosphoinosOol 3-phosphete-btodtog prot 
Homo sapiens mRNA; cDNA DKFZp564Bl76(fr 
ESTs, Weakly similar to AUU 1JHUMAN ALU S 
hypomettcal protein FU14991 
gb:PMJKr0344^7129W)03HJOQ HTD344Homo 
peptWylprolyl isomarase (cyctophiBnH 
ESTs 
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449347 


AV649748 


428301 


AW62a666 


406364 




418409 


AA219332 


427050 


AA3977B9 


43 177 B 


AL0BQ276 


443405 


AW207634 


429846 


AB023021 


433165 


AA779344 


418886 


AU076B01 


418432 


M14156 


426424 


BE08174S 


419505 


AA243660 


403743 




415452 


F09134 


426579 


NM-005756 


447046 


AA325157 


45SS51 


BE146879 


400227 




436219 




438037 


AF0750B4 


439693 


AJ 741816 


431292 


AA370141 


403513 




425745 


U44Q60 


440122 


AJ733011 


448446 


AI521251 


422563 




448130 


AW271635 


42026B 






AA424158 


436643 


AA7fi7fi2fi 


446966 


AW77?«114 


404513 




412074 


574663 


407762 


AW23563B 


403396 




436936 


AW139B80 

r»»f W9WU 


456090 


AI282149 


40 0706 




432779 


AW979241 


444600 


R4139B 


403786 




430187 




461700 




456649 


R74441 


457503 


AW97Q244 


446251 




406327 




434671 


R34758 


430175 


AA46R794 

nrrnH)ft*r 


4541 BS 




449459 




436934 


R19382 


400325 


M85292 


408408 


AF070571 


414514 


BE327S65 


423717 


AA33003S 


4241 62 


Al 1^SQ1 


430982 


R17432 


424726 


AKDD10H7 


456188 


W26842 


412222 




459201 


AW391177 

WIWJI If ( 


422511 


AU076442 


435579 


AI332373 






AA*3ttlQ 


TTAftftQ 




AA91R379 
AftjClDu/*. 


459440 


BE048054 


403341 




445635 


A1769774 


453830 


AA534295 


455866 


BE149024 


407676 


AW064111 


437913 


AJ140825 


443458 
457049 


R0S3B5 
AW531495 


400491 


H25530 


456189 


KSIOtO 


441874 


AAS70389 


416483 


HS8311 



Hs.295901 KJAA0493 protein 

Hs.93440 ESTs, WeakSy similar to 136022 hypothec' 

Hs.1 20B69 ESTs, Weakly slmflar to R107JHUMAN H-REV 

Hs.161803 ESTs 

Hs.268562 regulator of G-profefo signalling 1 7 

Hs.1 70849 ESTs 

Hs_225945 fircosyt transferase 9 (afcha (1,3) fucosy 

Hs,13813S ESTs.WBaWyKrrtiJartolSK^AAn reps 

Hs.B9436 cadherfn 1 7, U cadherin fliver-intesb'n 

Hs.65112 Insulfo-flke growth factor 1 (soma to modi 

Hs.2721B8 Homo sapiens cDNA FU12090fis p done HE 

Hs.143061 ESTs 

Hs.1 2839 ESTs 

tt&A 64942 G protefaMXHipled receptor 64 

Ks.17170 G pfoteh-cuupled receptor 4 

gfcOV4-HT0222-261099-014-c11 HTD222Homo 

Hs.1465B9 hypothofcai protein FU10701 

gbiHomo sapiens full length insert cDNA 

Hs.126897 ESTs 

Hs.2281 chromograoin B (secrebgranln 1) 

Hs. 1 4427 Homo sapiens cDMA: FU21800 fe, done H 

Hsw127B78 ESTs 

Hs.171030 ESTs 

Hs,19348 hypothetical proteh FU13119 
Hs.170717 ESTs 
Hs.245556 ESTs 
H&206461 ESTs 

Ha.10941 ESTs, WaaWy slrrila/ to IPP1_HUMAN PROTE 
Hs.86149 phosphotoosKot ^phosphate-binding prot 

Ha,73139 AO P- rfcosy Kra nsferase 1 
Hs.29475 ESTs 

Hs.161393 ESTs 

tfe.56213 ESTs, Highly shnlar to FXD3_HUMAN FORKH 



Hs-6996 



gb:EST391351 MAGE 
ESTs 



M AGP Homo 



Hs.158989 ESTs 

Hs.29553 ESTs 

Hs.1 17176 poly(A)-binding protein, nuclear 1 

Hs.162188 ESTs 

Hs.282589 ESTs. Weakly similar to 138022 hy potheb* 

gbiygE1g02,r1 Soares Want braVi 1NIBH 
gbme£fta06.s1 NCI w CGAP_Co3 Homo sapiens 
gb*4RO-HTO067-2mO9M02-Ml HT0067 Homo 

Hs.1 95048 ESTs 

Hs.117869 ESTs 

Hs. 247924 Homo sapiens endogenous HlV-1 related se 
Hs.44690 Homosaptens clone 24739 mRNA sequence 
H&.2B0187 ESTs 
Hs.1 52003 ESTs 

Hs.14t4B0 Homo sapiens mRNA; cDNA DKFZp434N079 (fr 
Ks.22217 Homo sapiens clone IMAGE:32106, mRNAseq 
Hg,138760 HDma3ep1anscONAFlJ10145fc l done HE 

nb;34b3 Human retina cDNA randomly prime 
Hs.292737 ESTs 

gb:MR3-STH203-22l299-023-d05 STO203 Homo 
Hs.1 17938 collagen, type XVH. alpha 1 
Hs.156924 ESTs 
Hs.23926 fiiatfn 

Hs.26B738 ESTs, Weekly simlar to ALU7_HUMAN ALU S 
Hs.32603 hypothetical protein MGC3279 similar 16 
Hs 159501 ESTs 

gb.iz46o03.y1 NCLCGAP_Bm52Homosaplert 

Hs.209831 ESTs. Weakly similar to ALU INHUMAN ALU 6 

Hs 20963 ESTs 

gb:CM&HT024929l099-084^HT0249Homo 

Hs.279823 ESTs 

Hs.121623 ESTs 

Hs.143909 hypothetfcaT prolen FU21924 

Hs.27135 B-celt receptor- associated protein BAP29 

Hs.S0B6S solute earner family 22 [organic cation 

Ks.44940 ESTs 

Hs.126055 ESTs 

HS.165077 ESTs 
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N31165 


Hs. 238837 


446447 


AJ3D0402 


Hs.202250 


439953 


AA918129 


Hs/1 24638 


400643 






436594 


A14199B2 


Hs.1 56169 


438402 


D16902 


Hs.42915 


451353 


M21043 


HW2932 




AI5799C9 


i_t_ 4nr4r>i 

Hs.105104 


415828 


F13080 




423637 


AL1 37279 


Hs.1 301 B7 


454747 


AWB18535 




45277B 


R71338 


H&.5921 


457178 


AL039101 


Hs.1 94625 


401526 






408751 


N91553 


Hs. 258343 


414140 


AA 281279 


HS*23317 


417320 


AA195657 


HSv8o022 


442927 


AI024347 


Hs.131519 


444125 


All 24 882 


Hs.118121 


453901 


8E065902 




421847 


Lit* Ai J -r^ -T 

NtyJ)147l7 


Hs,1 08884 


434424 


AJ811202 


H 3^25335 


422225 


BE245652 


Hs.118281 


403011 






405170 






436878 


R0833O 


H&30152 


436194 


AKD01O74 


Hs.333435 


400394 


AF040257 


Ms.283818 


411244 


AW833768 




441817 


AW9 59705 


Hs.293332 


456118 


AA3B0267 


Hs.76277 


417B01 


AM17383 


Hs.82582 


442717 


R88362 


H3.1 80591 


402131 






428959 


AF100779 


Hs.194680 


438160 


AA779332 


Hs.122671 


407594 


AW0576B4 


Hs,160581 


417877 


AKK5829 


Hs.86320 


439235 


N45513 


Hs.46608 


451257 


AA016255 


1H&31856 


437113 


AA744693 




4308B2 


BE1 74240 


Hs.79024 


409978 


D31897 


Hs.57714 


410572 


AW794600 




412236 


AW902583 




417827 


T79365 


Hs.1 08258 


420206 


M91463 


HBJ95958 


449676 


AW3B0579 


Hs_20S657 


454778 


AW820199 




451203 


AW070604 


Hs.46517 


4501 BO 


AW449644 


Hs,267182 


409432 


D49372 


Hs.54460 


442264 


AI278777 


Hs.263455 


450003 


AA7778Q9 


Hs,191995 


401602 






413986 


Z43567 




436187 


AK000998 


Hs^97221 


415652 


T79213 


Hs.272073 


404076 






409416 


AW3B8359 


Hs.106S7 


420814 


AA721156 


Hs.190440 


426960 


AA393713 




419227 


BE537383 


Hs.89739 


448597 


BE613250 


Hs.98265 


Jnnnnn 

409928 


AL137163 


H^57549 


433077 


AA314262 


Hs.301917 


436720 


AW975902 




447410 


A1470235 


Hs.172696 


414652 


A1620599 


Hb.72068 


430454 


AW469Q11 


Hs.105635 


412417 


A A 4AMM 

AA102269 


Ks.158622 


423130 


AW897586 


Hs.21213 


430660 


R11884 


HS.100B26 


401 D9B 






454036 


AA374756 


Hs.93560 


403549 






414394 


A1904738 


Hs.76053 


412323 


AW937143 




433513 


A1566356 


Hs.171437 


446577 


AJ800311 


Hs.156291 


457756 


AA126135 


Hs.38125 


450855 


N65727 


Hs.10957 


434352 


AF129505 


HS.B5492 



ESTs 

ARP2 (acfti-reloted protein 2, yeast} ho 

ESTs 

ESTs 

gb:HSC3JDM1 normalized Warn" brain cDN 
Homo sapiens mRMA; cDNA DKFZp4340l214 (1 
gb:RC1-ST0278-14030tW)16M05 ST027BHomo 
Homo sapiens cDNA: FU21 592 fis, done C 
dynein. cytoplasmic:, light intermediate 

ESTs 

hypothetical protein FU 14681 

ESTs 

ESTs 

ESTs 

gb:RC2-870318*150200-01 1-b09 BT0318 Homo 
K1AA0390 gene product 
Homo sapiens cDNA: FU23523 lis, done L 
zinc finger protein 266 



fl b:QV4-Tra0O8-l3Ol0O<)77-e06 TT000B Homo 



WNT1 Inducible signaling pathway protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to KIAA1453 protein 
gb:fly28c10s1 NOCGAPJ3CB1 Homo sapiens 
heterogeneous nuclear ribonucteoproteln 
double C24ike domans, alpha 
gb:RC6-UM0014-l70300-022-C05lJM0014 Homo 
gb^3-NK1024-26040U-171410 NN1 024 Homo 
actin binding protein; macrophin (mtaof 
solute carrier femly 2 (facffitated glu 
ESTs 

gb:GOT-ST0296-190100-029-s07 ST0298 Homo 

ESTs 

ESTs 

small Inducible cytokine subfamily A (Cy 
ESTs, WeaWy similar to ALU1J1UMAN ALU S 
ESTs 

gb:HSClFCD2l oorrnalted infant brata cDN 



ESTs 
ESTs 

gbizf71h04.ri SonesJesUs_NKT Homo sap 
cholinergic receptor, nicotinic beta po 
WAA1877 protein 
hypothetical protein d)473B4 
YDD19 protein 

gb:EST3 80011 MAGE resequences, MAOM Homo 

EST 

ESTs 



ESTs 



Hs.93560 Homo sapfens mRNA for Kl AA1771 protem, 



gb:PM1-OT004l-261299430l-roi DT0041 Homo 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



443358 
422816 
420756 
423532 
446870 
451206 
457314 
458023 
422260 



411762 
416192 
455310 
406992 
421003 
429593 
445S11 
445747 
445017 
411726 
451917 
416B05 
423020 
427134 
435689 
429282 
435731 
4266B2 
421274 
403776 
409526 
410201 
427839 
447884 



422968 
442772 
434890 
412400 



403677 
423401 
430698 
432591 
446600 
454936 



445233 

448756 

418379 

43506B 

406092 

422036 

441641 

451395 

455880 

4S9276 

423949 

435420 

439418 

454790 

447453 

454767 

413252 

402429 

403760 

433128 

435448 

445706 

422T71 

459023 

443246 

404569 

4101B1 

422897 

427038 

449380 

455992 

415268 

446554 

452512 

440728 



AA001229 

AA323586 

AA41180Q 

BE090503 

BE181763 

H6B22B 

AA479597 

AW97B161 

AA315993 

AB16S62 

AL138043 

AW860972 

NM_005036 

AW893961 

S82472 

T72080 

AK000332 

AW418497 

AI820863 

A1205493 

AWB58612 

AW391351 

F13271 

AA3B3092 

AA39B4Q9 

AA694284 

N27596 

AA6995B1 

AVG6O038 

BE160327 

BE298751 

AA126129 

AA60B823 

H29505 

BE169100 

AW673847 

AWS03680 

AF161345 

AW948066 

AW103807 

NM_001S92 

AA492071 

AA643238 

AI341635 

AW846134 

BE467912 

AV653034 

AI739241 

AA218940 

H16262 

AA302647 

AA938B63 

AI082419 

BE1S3208 

AIB00913 

A1014S46 

AI928513 

AI2Q214B 

AW820B52 

AW8Q8645 

BE069199 

BEO74910 



Hs.1 31436 ESTs 
Hs.93235 ESTs 
Hs.189900 ESTs 

gb:RC6-BT0717-1104QO-011-f 11 BT0717 Homo 
Hs.1 7535B ESTs, Weakly similar to A475B2 B-cell gr 
Hs,271780 ESTs, Weakly similar to 138022 nypotheti 
H5.193669 riypometfcal pratem DKF2p586J1 119 
Hs.268555 5-3 exoribwiuctease 2 
Hs-105484 regenerating gene type IV 
Hs.211577 klnecfln. 1 (kinesln receptor) 
Hb.293549 ESTs 

gb:QVO-CT0387-18O300-167-ii07 CT0387 Homo 
Hs.998 peroxisome proHferalfva rctwated recep 

gb:RC4-NN0027-0604Oaoi1-d1 1 NN0027 Homo 

gbibste -po!=DMA polymerase beta {axon a 
Ks.95667 F-bOK protein 30 
Hs.209927 Homo sapiens cDNA FLI20325 lis, clone HE 
Hs.145583 ESTs 

Hs,145328 ESTs, WeaWy similar to ALU1JWMAN ALUS 
Hs.176860 ESTs 

flb:CM3.CTD34M 9040M 524i12CT0341 Homo 
Hs, 50320 Homo sapiens unknown mRNA 
Hs.79981 Human clone 23560 mRNA sequence 
HS.160B repllcallon protein A3 (14W>) 
Hs.173561 EST 

gb:zl35c02s1 Soareajtf djiver_5pleen_ 
Hs.21342 ESTs 
H3.1B6B11 ESTs 

Hs.2056 UDP glycosyltransferase 1 family, polype 
Hs.104572 ESTs 

Hs.55014 



hypothetical protein FU10206 
gfczm78c07.r1 Stratagene neuroepHhelltim 
ESTs 

gbrymeOdlOjl Soares Infant brain 1N1B H 
Hs.195029 ESTs 
ESTs 

Homo sapiens clone 24416 mRNA sequence 
Hs.283930 Homo sapiens HSPO082 mRNA, partial cds 

gb:RCO-MT0012-29O3rJO-031-h10 MT0012 Homo 
Hs.243933 ESTs 



Hs.98244 



Hs.97321 
Hs.5957 



Hs.1 28087 coagulation factor II (thfombn) recepto 

gb:na97b04^1 NCLCGAP_Wi1 Homo sapiens 

Hs.146144 ESTs 

Hs.1S64B6 ESTS 

gkQV0-Cr0179-Q91 19W49-d02 CT0179 Homo 

Hs.154294 dlscsjBrgB(DrDsopNla]rcn»tog1 

Hs.297559 ESTs 

Hs.171480 ESTs 

Hs. 13751 6 fldgetm-Jfce 1 

H&31415 ESTs 

Hs.271891 ESTs, Weakly similar to ZN91J1UMAN ZING 
Hs,1 99828 ESTs 
Hs.114761 ESTs 

gb:PMOKr0335-05040a807-F10 HT0335 Homo 
Hs.339352 Homo salens brother of CDO (BOC) mRNA, 
Hs.130912 ESTs 
Hs.59203 ESTs 

Hs.56213 ESTs, HlgNysimforto FXD3LHUMAN FORKH 
gb:RC2-ST0301-120200-01 1412 ST0301 Homo 

Hs.18800 hypothetical protein FU 20281 

Qb:QV^BT0379-010300-1 05^03 BT0379 Homo 
gb:RC^8T0580.17030WH1-F12 BT0580 Homo 



AB021923 Hs.23367 EST-YD1 protein 

H17132 Hs.27065 ESTs 

AA305520 Hs.108812 hypothec protab FU22004 

U50529 Hs.1 1 2434 Novel human gene mapping to ehomosome 1 3 

AW968226 Hs.6079B ESTs 

T751S7 Hs.337603 ESTa, Weakly similar to T0B680 hypothatt 

AI46B21Q Hs^61285 ptelolroplc regulate 1 (PRL1, Arabidops 

AA679784 Hs.4290 ESTs 

NM.014633 Hs.173288 KIAA01 55 gene product 

AI673006 Hs.231948 ESTs 

BE179015 gb:RC3-HTO6l2-OBO50O431 Wi10 HT0612 Homo 

R53935 Hs^87827 ESTs, Highly similar to WDR3_HUMAN MULTl 

AA151730 Hs,30l789 nudx (nucleoside diphosphate linked moi 

AW363486 Hs.337635 ESTs 

AWOB6077 Hs.153272 Homo sapiens cDNAj FU 22715 lis. clone K 
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419481 AIB79195 Hs.90606 15 kDa selenoprotein 2.7 

454352 AW3B9668 gb:RC2-ST016WI7129^013-fD5 ST0 168 Homo 2.7 

422831 R02504 Hs.332943 ESTs 27 

_ 413645 BE155042 gb:PMt>-HT0349>10129WX)2-E04HT0349Homo 27 

5 426872 AA410446 Hs.1 12011 ESTs, Weakly stoiflar to unknown [Rsapie 2.7 

459160 A1904723 gb:CM-BT066-12O29W)92BT06S Homo saplen 27 

421338 AA287443 gbxs52c10x1 NCI_CGAP_GCB1 Romo salens 2.7 

446002 AI346468 Hs. 145789 ESTs 2.7 

t| _ 4S4716 AWa506B4 gb:JL3-CT0219-16020W)G3-Dl2 Crr0219 Homo 27 

10 406664 L34041 Hs.9739 glycerophosphate dehydrogenase 1 (so 2.7 

453128 AW026516 Hs.31791 acylphosphatase 2. musde type 2.7 

408691 AW250525 flb:2B21B2a5pnmeMIH - MGCJ Homo sapiens 27 

454754 AW819191 flb:CM1-ST0283-07l299^51^0BST0283 Homo 2.7 

439451 AFCB6270 Hs.278554 heterochroinatirvlike protein 1 Z7 

15 445225 A1216555 Hs^02395 ESTb 2-7 

427175 H06924 Hs.23782 hypctneticd protein FU 12847 2.7 

411816 AWB64609 gb:PM3-SN0O17-24O300.OO1-hO3 SN0017 Homo 27 

438135 AJ253025 Hs.19042fi ESTb 2.7 

405981 27 

20 406005 2.7 

430762 A1343652 Hs.1 05667 ESTs Z7 

438361 AA805866 Hs.146217 Homo sapiens cDMA: FU23077fe, done L 27 

412105 H07971 Hs.94319 VPS10 domain receptor protein 2.7 

434684 AA737282 Hs.190911 ESTs 2.7 

25 445660 AI70266B Hs.201955 ESTs 2.7 

400844 Z6 

415725 BE219771 Hs.237146 hypothetfcal pralein RJ 12752 Z5 

420159 A1572490 Hs.99785 Homo sapiens cDNA: FU21245 lis, done C 26 

408812 BE397160 Hs.254763 ESTs, WeaMy similar to A42442 integrin Z6 

30 430052 AF102850 Hs.227933 Akj5, S. cerevisiae, homolog of 2.5 

440310 AA878939 Hs.125406 ESTs Z6 

425659 AK000590 Hs. 158836 hypothetical protein FU2Q583 Z6 

417252 AA1 95014 Hs,85971 ESTs ZS 

427167 AI239607 Hs.99196 hypotbelica!piotBinMGC11324 26 

35 431613 AA018515 Hs.264482 Homo sapiens mRNA; cDNAOKFZp761AD411 (f 2.6 

41454B BE379492 gb:601 23621 5F1 NIHJWGCL44 Homo sapiens c Z6 

407494 U10072 gb:Humsnt6rkhead (airily {AFX1) mRNA, pa Z6 

429843 AA455889 Hs.1 67279 FyVE-Rngar-containing Rab5 effector pro Z6 

442240 A1791883 HsJ292719 ESTs 2.6 

40 452821 AW471181 Hs.160874 ESTs 2.6 

410238 N94320 Hs. 144225 ESTs 26 

419236 AA330447 Hs.1 35159 Homo sapiens cDNA FU11481 fls, dons HE 16 

440801 AA90B366 Hs.l30535 ESTs Z6 

Ac . 440274 R24595 Hs.7122 scrapie responsive protein t Z6 

45 411597 AW852925 gb:PMtMJTO248-i3l099-001-ft0 CT0248 Homo Z6 

417956 AA2107O4 Hs,190465 ESTs Z6 

420621 AA278B06 gb^s79c09.r1 NCLCGAPJ3CB1 Homo sapiens 26 

425176 AVW15844 55 005 TEA domain family member 1 (SV40 frartscr Z6 

425492 AL021918 Hs.158174 zinc finger protein 184 (KruppeMJte) 2.6 

50 425598 NM_D1B112 Hs.15924l pdycysfctaJney disease 2-ilks 1 Z6 

426098 KM_014906 Hs.166351 K1AA1072 protein 26 

435113 AA665469 Hs.117136 ESTs 26 

43B188 AA779975 Hs.1 28859 ESTs 2.6 

445550 AB42754 Hs.137306 ESTs 2.6 

55 468604 AU57625 gb:DKFZp761L20i6_r1 781 (synonym: hamy2) 26 

448299 AA497W4 Ha_20BB7 hypolhefcal protein FL) 10392 26 

436407 T88803 Hs.271507 ESTs, Wsa% similar to TIAOIUMAN PRQ8A8 26 

425195 AA352026 Hs.94319 VPS10 domain receptor protein 26 

_ 41B282 AA215535 Hs.98133 ESTs 2.6 

60 442757 AI739528 Hs.28345 ESTs 26 

413470 N20934 gb:yx54c11.s1 Scares melanocyte 2NbHM Ho 26 

428527 AI902398 Hs.34492 Cyt1 9 protein 26 

441209 AA922939 Hs.135742 ESTs 2.6 

458679 AW975460 Hs.1 43563 ESTs 2.6 

65 442279 AW8670Q6 Hs.l5S970 ESTs 26 

407244 M10014 Hs.75431 fibrinogen, ganma polypeptide 26 

411880 AW872477 gkhm30f03j(1 NCLCGAP_Tby4 Homo sapiens 2.6 

404845 2.6 

„. 411693 AW857271 flb:CMm0307^1010l)-158^09CT0307Homo 26 

70 438298 H23542 HS.1B17B8 ESTs 26 

444517 AI939339 Hs.146883 ESTs 26 

455870 AW452631 Hs.313803 ESTs. Highly simlar to AF157633 1 noncl 2.6 

467630 AI680803 Hs.1 12627 ESTs 2.6 

424015 N9S69B Hs.166361 Homo sapiens mRNA; cDNA DKF2p564F1 1 2 (fr 26 

75 417563 AA203701 gb3x52a10.r1 SoaresJetaUivoLSpleen. 26 

413174 AA723564 tis.191343 ESTs 26 

43B875 AA827640 Hs.1fl9059 ESTs 2.6 

440700 AW952281 Hs.296184 guanine nucleotide binding protein (G pr 26 

423257 AW161039 HS.125B78 synapslnlll 26 

80 431086 AIB29B92 Hs.211561 ESTs 26 

409337 H71289 Hs.220535 ESTs 26 

442816 AWI741 Hs.8739 hypotnetfcat protein FU10879 2.8 

410004 A1296027 Hs.5057 carbaocypepCdase D 26 
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459935 BE158637 gter^KT0395-2B0l00-1694)09HT0395Hwno 26 

403273 26 

445955 AA332209 Hs/I5B196 transcriptional adaptor 3 (ADA3, yeast h 2.G 

_ 425626 AI537536 Hs.173519 ESTs 2.6 

5 451531 M01B311 Hs.1 14762 ESTs 2.6 

420085 AA421QB1 Hs.123B8 ESTs 26 

429761 AI2767B0 Hs.135173 ESTs 2.6 

437958 BE139550 Hs.121668 ESTs. Moderately similar to PC4259 fenl 2& 

442656 W74633 Hs.303720 ESTs 2.B 

10 4130B8 BE064962 0b:RC1 -BT031 3-1 30400-01 6*02 BTG31 3 Homo 2.6 

419107 AW0B5152 Hs.292967 ESTs 2.6 

435766 R11673 Hs.186498 ESTs 26 

452879 AW905328 Hs.1 80842 ribosomat protein 113 2.6 

440400 AA994364 Hs.12S594 ESTs, Weekly similar to T25472 hypotreti 2.6 

15 440450 H92571 Hs.23447fi Homo sapiens cDMA: FU2264B lis, clone H 26 

424146 AA705092 Hs.202368 ESTs 2.6 

439950 AW937417 Hs.293561 ESTs 26 

410366 AJ267589 Hs.302689 hypothetical protein 26 

„ 417465 AA203304 Hs.3282fi CGH30 protein 26 

20 412566 AW962574 gb:EST374647 MAGE resequences* MAGG Homo 2.6 

416498 U33632 Hs.79351 potassium channel, subfamily K member 1 2.6 

440397 AABS4448 Hs.1 57239 ESTs 2.6 

451236 AJ767406 Hs.207026 ESTs. Weakly similar to B562Q5transcrip 26 

411819 AW947884 gb:PM1-MTOO1O-20O30(M)01^D8 MT0010 Homo 26 

25 430357 AW976769 Hs.165607 ESTs 26 

432369 AW974094 gbcEST3B6l97 MAGE resequences, MAGM Homo 2.6 

427506 AKD00134 Hs.179100 hypoBietical protein FU201 27 26 

401614 26 

„ 404531 Z25884 Hs.121483 chloride channel 1 , skeletal muscle (Th 26 

30 426698 AA394104 Hs.97489 ESTs 26 

440479 AA8B6451 Hs.208161 ESTs 2.6 

443160 AI467915 Hs.36053 ESTs 26 

419323 AKW2379 Hs.13527S ESTs 25 

442813 A101S435 Hs.270970 ESTs 25 

35 43619B AK001084 Hs.333498 Homo sapiens cDNA FLJ 10222 fis, ctone HE 25 

433561 BE540937 Hs.20104 hypothetical protein FU000S2 25 

434059 AA649162 Its. 7 354 55 ESTs 2.5 

4S4B36 AWB33711 gb:QV4-TT0Q09.251199-D43-e11 TTOOOSHomo 25 

4S85B9 AV654623 Hs.288141 hypothetical protein MGC31 56 25 

40 459716 25 

436340 R42245 Hs.21606 ESTs 25 

428020 L1905B Hs.1 81581 glutamate receptor . io ciDtropb, tefnate 25 

416951 AA190926 Hs. 190785 ESTs, Moderately similar to S65657 alpha 25 

Ac 401078 25 

45 410644 AWS02125 gkQVO-NN1022-12050O-22O-hl2 NN1022 Homo 25 

411660 AW855718 gb:RCt-CT0279-D70lOO4)21-a03 CT0279 Homo 25 

425201 AA352111 gb:ESTGD051 Activated T-oeJb XX Homo sa 25 

455252 AW87G527 gb:RC3^T0028-120200-013^11 PT0028 Homo 25 

439096 AA830185 HsJ269580 ESTs 25 

50 442627 AI027990 Hs.132303 ESTs 25 

457799 AF22018B Hs.236510 uncheraderized hypothalamus protein HTM 2.5 

428799 A1478619 Rs. 104677 ESTs 25 

450402 BE218027 Hs.89969 ESTs 25 

411156 AW819939 Hs.273529 ESTs 25 

55 431673 AW971302 Hs.293233 ESTs 25 

415706 8E182587 Hs.57485 ESTs 25 

412BB2 BE008919 Ha.134106 ESTs 25 

441300 R35063 Hs.181536 ESTs 25 

„ 413257 BEO75035 flb:PM3-QT05B4-260300-002^05 BT0584 Homo 25 

60 434662 AA641957 Db:ns18dQ8.r1 KCLOGAPJ3CB1 Komo sapiens 25 

455255 AWB77139 gb:CS^TO01^1K3^O-133^ PTOOIOHomo 25 

417137 U46265 Ha.81281 mtfochondris} ribosomal protein S21 25 

417909 R35S14 gtxygB6e08.r1 Soares Infant brain 1MIB H 25 

„ 458043 AW979009 Hs.32610B ESTs 25 

65 417006 AW&73606 Hs.80758 asp srfyMRNA synthetase 2.5 

442006 AWS75183 Ha.292663 ESTs, Weakly similar to S 72482 hypo the* 25 

455756 BEO79307 . otxi«1-BT0623-120200.01i-909BT0623HOfno 25 

454032 W31790 Hs.194293 ESTs, Weakly slmJar to 154374 flene NF2 25 

444963 A1916973 Hs.213603 ESTs 25 

70 443526 AW792804 Bs.1 34002 ESTs 25 

454532 AA344685 Hs.58831 regulator of Fas-rfiduced spoptosis 25 

428832 AA578229 Hs.324239 ESTb, Moderately similar to ZN9i JWMAN Z 25 

442003 AW297497 Hs.201891 ESTs 25 

__ 452768 AW069459 Hs.61539 ESTs 25 

75 41 1355 AW838479 Hs_22692 ESTs 25 

453890 AW&65523 gb:PM4-S N 0020-01 0400-009-505 S N 0 020 1 :o mo 25 

400074 25 
405241 2.5 

„ 413096 BE065209 0b:RCl-eT0314-3l0a0frOl5-blZBT0314Homo 25 

80 414349 BE512968 gb:601 172296F1 N1H_MGGJI5 Homo sapiKis c 25 

422884 AW850975 Hs.13256 ESTs 25 

429515 AL031228 Hs.20437O DNA segment on chromosome 6 (unique, pso 25 

431925 AK00QB90 gb^Homo sapiens cDNA FU1 0028 fis. done 25 
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442653 BE269247 gb:60l185486F1 NIH_MGC_B Homo sapiens cO 2.5 

401 8B2 " 2,5 

456257 U48351 ffe.201219 ESTs,WeaWy simitar to S1 8945 ultra hlg 25 

_ 405335 25 

5 439492 AFDBG310 Hs.103159 ESTs 25 

459390 8E385725 gb:601276347F1 NlH_MGC_20 Homo sapiens c 2.5 

436359 Z83806 gb:H.sapfens mWA for axonema! dynein he 25 

429322 D86984 Hs.199243 KIAA0231 protein 2.5 

, _ 431699 NMJJ01173 Hs.267831 Rho GTPase acfivating protein 5 25 

10 437107 AA745598 Hs.291840 ESTs.WeaUy slmlbrta f78885 serine/fo 25 

441953 H1J696 Hs.322901 disrupter of sltencbg 10 25 

442777 AW341541 Hs.271153 ESTs 25 

453361 AA035197 Hs. 107375 ESTs 25 

455275 AW977806 gb:EST389810 MAGE resequences, MAGO Homo 25 

15 457824 R84936 gb:yt55f04.r1 Soara retina N2b4HR Homo 25 

42B550 AW297880 Hs.98661 ESTs 2.5 

445900 AF070526 Hs.13429 Homo sapiens clone 24787 mRNA sequence 25 

456359 A1967991 Hs.93574 homeoboxD3 25 

414366 SE549143 gte6010764S6Fl fflH_MGC_1 2 Homo sapiens c 25 

20 452528 AA742457 Hs.291479 ESTs 25 

40B444 AW6G1839 Hs^53204 ESTs 25 

440327 R12581 HsJ91146 ESTs 2.5 

410406 A19G9703 Hs.1466 glycerol kinase 25 

457021 AW9G8934 Hs.173108 HomoseplenscDNA:FU21897fls,cloneH 25 

25 418MB AJ217097 gb-.qd43hQ7.x1 SoaresJelaLheatJibHHISW 25 

435427 AA682573 Hs.1889B2 ESTs, Weekly similar to organic anion tr 25 

427791 AM12446 Hs.98138 ESTs 25 

403509 AF231S19 Hs,18759 KIAA0539 gene product 25 

_ _ 436590 A13931 15 Hs.lZ7655 ESTs 25 

30 455556 AW995423 gb:QV0-BNO042-0lO4OO-18H0SBN0O42 Hamo 25 

405869 2.5 

408274 R17315 gb:yg12g11.rl Soaresmfent brain t NIB H 25 

446015 AJ456065 Hs.23196 ESTs 25 

454190 AW177621 gb:ll^TO059-160B99-007-C5()5HT0059Honio * 25 

35 436154 AA764950 Hs.119898 ESTs 25 

406377 2.5 

437030 AA742577 Hs.303781 EST 2.5 

420815 AA26Q684 Hs.270584 ESTs 25 

418421 R5Q620 H5.850SQ phosphoiambsn 25 

40 423638 A1003521 Rs/t3031G Homo sapiens mRNA for cycfln 83 Isoform 25 

415425 F08365 gbi HSCZSA1 21 normalized Want brain cON 2.5 

404577 25 

403568 25 

425967 NM_007159 Hs.4007 SarcotemmaUssoclaled protein 25 

45 449899 AI510700 Hs.t03280 ESTs 25 

45107B A1927694 Hs.204470 ESTs 25 

453343 AA905353 Hs.121622 ESTs 25 

428728 NR4_016625 Hs/I9138t hypothetical protein 25 

409642 AW450809 Hs^57347 ESTs 25 

50 426235 At631964 H<*34447 ESTs 25 

452043 H86231 gbiyt03(O2rl Scares retina N2b5HR Homo 25 

401992 25 

419910 AA662913 He.190173 ESTs, Weakly similar to A46010 X-linked 2.5 

__ 411036 AA857218 Hs.297007 membrane-bound transcription factor prol 2.5 

55 444575 AI264847 Hs^2545 Homo sapiens cDNAFU 12935 fis.ckme NT 25 

449311 A1657014 gb :tt49a1 2 j£ 1 NCLCGAP.GC6 Homo sapiens 25 

454565 AW807605 o^MR4-ST009B-120100^t-b06ST0098Homo 25 

454597 AW809648 gb:MR4-ST0124461099-015-dOl ST0l24Homo 25 
„ 413675 BE176776 gb:RC34in35B6-tirj300-011^09HT0586Homo 2.4 

60 421583 AA293333 gb:tf53c09.rf Boares wary Uimor NbrtOT H 24 

426237 AK001104 Hs.16B241 hypothetical protein FU 10242 24 

454437 A1248173 Hs.191460 hypcthefcri prcteii MGC12936 24 

419187 AA234852 Hs.44633 ESTs 24 

444493 R59410 Hs.282094 ESTs, Moderately slrniar to 138022 bypot 24 
65 405547 24 

454086 AW8859D9 Hs.6975 PR0 1073 protein 2.4 

417508 BE163512 Hs.1 80877 K3 hlstone, family 3B (H3.3B) 24 

416277 W78765 Hs.180145 HSPC030 protein 24 

420976 A1924940 Hs.108082 ESTs. Weakly slrniar to *T3t536 hypotheO 24 
70 406468 24 

408S17 R61735 Hs.124128 ESTs 2.4 

418994 AA295520 Hs.69546 sdedin E {endothelial adhesion mdecul 24 
445432 AV653771 gbcAV65377l GLC Homo sapiens cONA clone 24 

„ c 454137 AW50O340 Hs.313876 ESTs, Weakly 6lm1ar to J3B022 hypothetl 24 
75 455328 AW896438 gb:PM1-Nrffi047-0404004)01*d09 NN0047 Homo 24 

409500 U0S098 H&54S76 stitfotransferas^estrogarv-pTefemng 24 
434138 AA825804 gb:zu86M)1.s1 SoaresJeslisJMT Homo sap 24 

419511 AA429750 Hs.75113 general transcription factor II IA 24 

4379B0 R50393 Hs.278435 WAA1474 protein 24 

oU 439999 AA115611 Hs.6838 ras homolog gene family, member E 24 
403501 24 

446845 AJ343645 Hs.156108 ESTs 24 
401775 24 
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410845 AW8D71B2 gfcMR4-ST0062~18020W»1-b04 ST0062 Homo 2.4 

411836 AW901879 Hs.314453 ESTs 24 

412879 BE092219 gb:IL2-BT0734.24O400-071-B04BTO734Homo 2.4 

421083 AA283628 Hs.29B016 ESTs, Weakly aimBar to 138022 hypottiefi 2.4 

5 423513 AFQ35960 Hs.129719 transglutaminase 5 2.4 

428B82 AA436915 Hs.131748 ESTs, Moderately similar to AUJ7_HUMAN A 2.4 

428945 AW1 92803 Hs.98974 ESTs, WeaWy similar to S65824 reverse t 2.4 

434627 AI221B94 Hs^93l1 ESTs 2.4 

^ . 435256 AF193766 Hs.13872 cytokine-like protein C1 7 24 

10 435079 AA664192 <jb:acO5b03.s1 Stratagene lung (937210) H 24 

458239 BE439877 Hs.283389 ESTs 2.4 

414093 BE544867 H5.283077 centrosomal P4.1-associated protein; unc 24 

441252 AJ809130 Hs.176906 ESTs 2.4 

402076 2.4 

15 427962 AA946582 Hs^700 deleted In Iter cancer 1 2.4 

400587 14 

403053 RS8624 Hs.2186 eukaryotic IransJaDon etortgaflon factor 2.4 

411203 AW872430 Hs,273743 ESTs 24 

447849 AJ538147 Hs.164277 ESTs 24 

20 454201 AB023191 H&4413I KIAA0974 protein 2.4 

424131 AA335714 Hs.199665 ESTs 2.4 

429921 NM_007231 Hs.162211 solute carrier family 6 [neurotransmitte 2.4 

440385 AA884263 Hs,192136 ESTs 2.4 

„ 417976 BE585892 Hs.B3077 intedeuldn 18 pnterfarorvgamnva-bducin 24 

25 447179 AW015633 Hs.157299 ESTs 24 

412977 AA125910 Ha.191461 ESTs 2.4 

438958 AA740322 Hs.293539 Ho mo sapiens mRMA for KIAA1 7SB protein, 14 

401361 24 

403891 2.4 

30 40B41S AW250092 Hs.305953 2»nc finger protein 83 (HPF1) 24 

417002 T79613 Hs.14613 ESTs 2,4 

439446 A1927629 H8.57B73 ESTa 24 

458570 AW97169B Hs.12627 TJ6 protein 2.4 

45S624 A1362790 Hs.278839 WM1684rjroleTn;likflryharnologof mous 24 

35 459344 AW499533 Hs.257976 ESTs 24 

413488 BE144017 gb:MR0W0!6^191199-00«09rrT0l65HoTno 2.4 

412114 AW893B91 Hs24D833 ESTs, Weakly similar to 138022 hypotheS 24 

423296 AW957193 Hs.3327 Homo sapiens cDMA: FU22219 Ms, done H 24 

4199B3 W55958 Hs.84030 rk5rnc?sapienaniRNA;cDNAOKFZp58BE1624{f 24 

40 42B2BB AA424957 Ka.294132 ESTs 24 

450947 AI74540O Hs204662 ESTs 24 

423073 6E252922 Hs.123119 MAD (mothers against decapenteplegfc, Dr 2.4 

438142 T90309 Hs.269SSt ESTs 2.4 

A _ 409239 AA740875 Ha.44307 ESTs, Moderately simlar to I3BQ22 hypot 24 

45 424235 NM.0031B1 Hs.143507 T brachyury (mouse) homolog 24 

429063 AW363845 Rs.122142 ESTs, Weakly similar to A46010 X-Gnked 24 

433B68 AA612950 H&33730Q ESTs 2.4 

401645 24 

432149 AW614326 Hs. 157022 ESTs, Weakly similar to T34549 probable 24 

50 453393 AWB56392 Hs.110376 ESTs 24 

436054 AI076262 K8.119813 ESTs 24 

425433 AA357471 <jb:EST66274 LNC&P calls I Homo sapiens c 24 

417712 AA205589 Hs.194193 ESTs, Modaratety similar to AUI1_HUMAN A 24 

„ 420639 A1683116 Hs.25328 ESTs, Moderately sJmBar to ALU7_HUMAN A 2.4 

55 453369 BE551550 Hs.232630 ESTs 24 

405017 24 

405385 24 

435633 AI24B152 HSL270047 ESTs 24 

457128 AI932995 rte.183475 Homo sapiens dene 25051 mRNA sequence 2.4 

60 430535 AW968485 gb:E8T380561 MAGE resequences, MAGJ Homo 24 

434544 C05B75 Hs.91575 ESTs 24 

449432 AW4513B1 Hs.196529 ESTa 24 

455219 AW879403 gb:PrV»OT0019-150300-002401 OTD019 Homo 24 

458734 AI5S4946 Hs/158794 ESTs 2.4 

65 442179 AA983842 He.333555 chromosome 2 open reading frame 2 24 

444313 AM 40494 Hs.197955 KIAA0704 proteri 24 

440448 AAB85428 H&.125646 ESTs 24 

441498 AI379248 Hs^8742 ESTs 24 

438205 AA7B0385 Hs.122161 ESTs 2.4 

70 402615 24 

425707 AFt 15402 Ks.11713 E74-llte factor 5 (ets domain transcript 24 

422306 BE044325 Ks2272B0 U6snRNA^ssodatedSrnJilfflproteift 24 

413997 AA131315 Hs.47144 DKFZP5B6M0819 protein 24 

__ 421755 AW169454 Ha.207422 ESTs. WeaWy similar to S71949 metalopr 24 

75 449007 AI620433 Hs.193201 EST» Weakly similar to N!P2_KUMAN BCL2/A 24 

449916 T60525 Hs.299221 pyruvate dehydrogenase kinase, isoenzyme 24 

41B&57 D10216 Ha.89394 PDU domain, class 1. transcription facto 24 

4224B6 3E514492 Hs.1 17487 gene near HD on 4p16.3 w&h homology to 24 

458914 BE327696 Hs.280922 ESTs 24 

5U 435051 A1651474 Hs.163B44 ESTs 2.4 

416458 AA1 80511 gfczp53f03.r1 Slratagene MT2 neuronal pr 24 

453785 A1368236 Hs.283732 ESTs, Moderately similar to ALU 1_HUMAN A 24 

421515 Y11339 Hs.105352 GelNAc alpha-2 6-sIaryl transferase l t I 24 
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403003 
405347 
406091 
428402 
438762 
4557B0 
457024 
404249 
443921 
407055 
417154 
419720 
40523Q 
405935 
43699B 
44574B 
419233 
414277 
452092 
453736 
41068B 
434239 
434098 
414195 
445688 
451656 
423956 
413445 
436149 
405629 
432702 
433377 
444711 
445621 



449236 
459024 
441037 
431677 
4387B2 
412329 
410999 
429044 
431655 
439642 
441721 
443482 
403416 
416443 
419714 
41S511 
412344 
449264 
451694 
441269 
402333 
453649 
430880 
404357 
403695 
441622 
411004 
411093 
428548 
404059 
446861 
413640 
423554 
435338 
442710 
444206 
451250 
454784 
458455 
456521 
407938 
439546 
441274 
454314 
409660 
428532 
411364 
453687 



AW237531 Hs.326876 Homo sapiens SOX6 mRNA, complete cds 

AW844412 Hs.65450 ralicuton4 

BE068826 gb:CM2-BT0693-230300-129-g09 BT0593 Homo 

AA397545 Hs.119151 ESTs 

AW91310 Hs.f3484B ESTs 

X8921 1 gb:H.sapfens DNA for endogenous retrovir 

AIS74701 HS.213B8 ESTs 

AA249131 HS.33777B hrypoibeDcal 0/oteln RJ11Q68 



AA746625 Hs.291 414 ESTs, Weakly simile to ALUOJUMAN ALU 8 

U80766 Hs.1 3252 Human EST clone 22453 mariner transposon 

AA458B73 Hs.178306 ESTs 

BE269910 gb:601186291F1 N1HJ4GCJ Homo sapiens cD 

BE245374 Hs.27B42 hypothetical protsJn FU11210 

AL118674 Hs.34871 zinc f&igw homeobox 1B 

AWB61207 gb:RC1-CTD302-12O20(M)tt<iO4 CT0302 Homo 

AF119910 Hs.283047 hypoihefcel protein PR02954 

AA625499 gb:aft>9g08.f 1 Soare«JtoHMPu_S 1 Homo sapl 

BE263293 Ha.89605 cholinergic receptor, nfcofinic. alpha p 

AI245205 Hs.153244 ESTs 

BE327DB8 Hs^12752 ESTs 

W2B203 Hs.136169 Homo sapiens clone 25215 mRNA sequence, 

BE141022 gb:MR0-HT0067-2OiO99-0O2^d10 HT0067 Homo 

AI75430B Ks.159452 ESTs 

AW973953 Hs.293744 ESTs 

AI75Z713 Rs-43845 ESTs 

AI18B739 Hs.148488 ESTs 

AI733B18 Hs.1 45549 ESTs 

AW966931 Hs.179662 nudeosome assembly protein 1-lfoe 1 

AJ40312S Hs.26373 Homo sapiens cDNA: FU23449 fis, clone H 

AAO20799 Hs.262869 pfasmfnogeMlte 

AA913360 Hs,l2646B ESTs 

Hs.302040 Homo sapiens DNA sequence from PAC 43401 

Hb.126733 ESTs 

gb:QV3.DT0043-D90200-OB(k309 DTQ043 Homo 
gb:RC3^T0lB6-2303QD-019-hQ2 ST0186 Homo 

Hs.145527 ESTs 

gb:EST383206 MAGE resequences. MAGLHomo 

Hs.153967 ESTs 

Ha-127652 ESTs 

HsJ25Q3B5 ESTs 

HS.1513B5 KIAA0564 protein 

Hs.194225 ESTs 

Hs.98216 ESTs 

Hs.182362 ESTs 

Hs,2641 90 vacuolar protein sorting 35 {yeast homo) 

Hs.196105 ESTs 

Hs.153952 9 nucleotidase (CD73) 

Hs.17B7B4 ESTs 

Hb.341 14 ATPase, Na^K* transporting, sfcto 2 (+) 

Hs.168974 ESTs, Highly sfmlar to ALU7.HUMAM ALUS 



AA82B380 

AW937445 

AW813004 

AI251490 

AW971119 

W81441 

AJ288259 

AW1BB093 

AI744626 

N69469 

AA758751 

Al7326t7 

AW938384 

AI637649 

AA8B90B1 

AW015206 

Y07494 
AW138724 



AW450957 
AWB13242 
BE067650 
AA430058 

AIG96519 

BE158118 

M90516 

AA678071 

AI015631 

AW301017 

AA491275 

AW620626 

AV64B310 

AI651039 

AA905097 

AF088056 

AW593781 

AW364844 

AW452065 

AF157326 

AWB42115 

T55674 



Hs.224*64 ESTs 

gb:MR3-ST0191-0202Q0-2O7^1O ST0191 Homo 
gb:MR4-BT035W)903Q04Q3-e01 BT0358Homo 
EST 



Hs.14427 Homo sapiens cDNA: FU21800 fls, clone H 

gb:MR2-HT037W4Q200-205409HT0378 Homo 
H&.1674 glutamlr^ihjctoss^phosphate brans mi in 
Hs.194300 ESTs, WeaWy similar to I3B022 hypotheti 
Hs23210 ESTs 
Ks,146492 ESTs 

Ks.236940 hypothetical protein FU12542 

gb:RCO^T0299-1901WW)12-e10 ST0299Homo 
HS.2134B3 ESTs 
Hs.148559 ESTs 
Hs.65050 phosphofombsn 

gb;Homo sapiens fuD length Insert cONA 
Hs.131357 ESTs 

gkQV343TuO44-221299045-cO3 OT0D44 Homo 
Hs.258905 ESTs 
Hs.1 84786 TBP-lnteractIng protein 

gb:RaM:N0026-O902O0-031^11 CN0026 Homo 
Hs.283106 hemoglobin, gamma G 
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410140 
422443 
409071 
421253 
441398 
448458 
457225 
44371a 
445563 
400582 
411252 
401145 
407440 
455121 
459077 
448117 
453331 
443751 
402038 
402176 
456505 
432479 
402527 
449272 
411024 
455608 
458618 
419B75 
405521 
436517 
456801 
430444 
4562GB 
430388 
416509 
419337 



AL134435 

NAH_014707 

AW316932 

AI1881C2 

AA932398 

AW6T4367 

AW820C35 



454456 
454633 
45702B 
456925 
42B336 



406622 
421227 



430789 
447475 
452146 
430712 
456103 
420959 
44409B 
445641 
443276 
452294 
457653 
459497 
412852 
437539 
421813 
411994 
443476 
452463 
404936 
442833 
440836 
405120 
400238 
407809 
412303 
420478 
441417 
445117 
431162 
437036 



447624 
439780 
405706 
447732 
440825 
404257 



H0O918 

AW8344B0 

AF227135 

BE156459 

N20370 

H49129 

A12408&5 

A1285839 



A1B27786 
A1042844 

AW137656 

BE062590 

BE011437 

A1523857 

AAB53410 

6E080932 

AW961686 

AW2S6421 

AW299698 

AA356923 

N57713 

AW291112 

AA248S98 

AWB50984 

AW811380 

AW449B38 

R15891 

AA503115 

BE144152 

AAO5606O 

R78581 

AH 25334 

AA632577 

A*380797 

AFO07143 

AW044647 

AW780192 

AA2821J9 

AV647969 

AE245987 

AW241510 

AI87192S 

AIB20719 

AA825742 

BEC041I7 

AAS74673 

BE04B255 

RS729B 

AW068594 

R36452 

AA328153 
AW370882 



AW082279 

AW93633B 

AA521259 

A1733297 

AI208754 

AW971180 

A1571514 

BE146BB6 

A1640326 

AL10968& 

AI75839B 



Hs.22269 neurexJn 3 

Hs.1 16753 hi stone deacetylase 7B 

Hs.1819B2 ESTs 

Hs.31028 ESTs 

Hs.292D36 ESTs, Weakly slmWar to B34087 bypotheff 

Hs.171054 ESTs 

HsJ27S679 a disirrtegrin and melallopratanasB doma 

Hs.221373 ESTs 

Hs.268744 K1AA1 796 protein 

9bA«R2-TTaoi4-15119W)11-b07TTO014 Homo 

sfcHomo sapoens candidate taste receptor 
gb:QVO-HT0368^40lOCM)82-f06 HT0368 Homo 

H&JI35883 ESTs 

Ks.172982 ESTs 

Hs.8895 ESTs 

Ha.153324 EST 



Ms.259044 
Ha.275675 



ESTs 

katenin p80 (WD4CkJ0nlfflrang)subunlt B 



Hs.197645 ESTs 



Hs,232257 
Hs.93557 

Hs,135225 
HS.13B263 
Hs.121035 
Hs,334625 
Hs.240770 
Hs.260399 
H5.20997B 
Hs.173044 



Hs.97582 

Hs.2B1587 

Hs.183752 

Hs.202577 

Hs.266308 

Hs.97406 

Hs.310235 

Hs.158992 

Hs.28205 

HS.1962B4 

Hs.267596 

Hs,68975 

Hs.109694 

Hs.149442 

Hs.252713 

Hs.117895 

Hs.154882 

Hs.67617 

Hs.37415 

Hs.121419 

Hs.109087 
Hs.133878 
Hs.300017 



glxCIV1-BTO260-2810994)23-ffl5 BT0260 Homo 
gb:CW4-BN022(W)B0500-170-f03 BN0220 Homo 
ESTs 

proertkephaEn 
ESTs 

Homo sapiens done 24528 mRNA sentience 
ESTs 

Homo sapiens CDMA FLJ14B90 fis ( clone PL 
nuclear cgp bmdfog protein submit 2, 2 
ESTs, Moderate!/ similar to ZN91J1UMAN Z 
ESTs 

ESTs* Weakly similar to 138022 hypolheli 
0b:lL3-CTO22O-1SO2OW36B-HO8 CT0220Homo 
gb:IL3-3T0143-290999-01^05ST0143 Homo 
ESTs 

Human (clone CTGA4) mRNA sequence 
rrbroEQminoproteh, beta- 
gb:MRO-Kroi65^)60200-006^02HTTJ165 Homo 
Homo sapiens cDNA FU12166 fis, dona MA 



ESTs 

ESTs, Weakly similar to t78885 serine/th 
ESTs 

Homo sapiens done 23738 mRNA sequence 

ESTs 

ESTs 

ESTs 

WAA1451 protein 

ESTs 

ESTs 

ESTs, Moderate^ similar to A475B2 &cel 
DnaJ (Msp40) homdog, subfamily A, mambe 
ESTs 

ESTs, WeaWy almBartoMJU1_HUMAN ALUS 
ESTs 

gbrtz49b0£y1 NO_CGAP_0m52 Homo sapien 
Homo sapiens cDNA: RJ22845 fis. done K 
ESTs, Weakly simflar to YCOLHUMAN HYPOT 
ESTs 



Hs.88201 ESTs, Weakly similar to A Chain A, Cryst 
Hs.222080 ESTs 



Hs.244106 ESTs 

ob:QV4-DTrjQ21-28l2994)70-g11 DT0021 Homo 
Hs.193796 ESTs 
Hs.144474 ESTs 
Hs.147369 ESTs 

gb:EST383268 MAGE resequences, MAGL Homo 
Hs.133022 E8Ts 

Qb:QW4-HT0222^1109W)14406 HT0222 Homo 
Hs.62713 ESTs 

gbiHorno sapiens mRNA fuV length Insert 

HS.16131B ESTs 

H6J22452 HomosBpians mRNA for KIAA1737 protein, 
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23 
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23 
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437722 AW292947 Hs.122872 ESTs. Weakly similar to JU0033 hypofoeii 22 

449133 A1631655 Ks.197919 ESTs 2.2 

456555 AW592167 Hs.293299 ESTs 2.2 

_ 408134 AK00OJS4 Hs.42945 add sphingomydHiase-Oke phospnodtesta Z2 

5 428192 AA424051 Hs.304742 ESTs 2.2 

435634 TB23B4 gb:ycl4fD5.f1 Stratagene lung {937210) H 2,2 

43B01B AKO0M6O Ks.5999 hypolheHcalpfolHnRJ1029B 2.2 

446096 AI276454 gbxjl71a1Zx1 Soaras_NhHMPU_S1 Homosapi 2.2 

... 448106 AI80M7O Hs.171941 ESTs 22 

10 450232 8E300B15 Hs. 201 326 ESTs 2.2 

436134 AK000618 Hs.123784 ESTs 2.2 

448466 AIS22109 Hs.171066 ESTs 2.2 

420678 AW593288 Hs.3530 TLS-aasociated serin^arglnfae protein 2 2.2 

430692 X80240 gb:K^apjens exogenous retrovirus HERV- 2.2 

15 446453 AV658469 Hs.18B646 ESTs, WeaWy slmUartoALUI J1UMAW ALU S 2.2 

423811 A6011163 Hs.12990B KIAAD591 protein 2.2 

444050 AW138295 He.135024 ESTs 2.2 

431532 AI537B17 Hs.270311 ESTs, Wedkljf similar to AIU1JWMAN ALU S 2.2 

422669 H124Q2 Hs.119122 dbosomal protein L1 3a 2.2 

20 4033B8 2.2 

403760 22 

419423 D26488 Hs.90315 WAA0007 protein 2.2 

424719 H90452 g fcyv01cO3.r1 Soares fetei liver spteen 2.2 

431453 AW753917 gb^C0 j CT0298-291199-031-F02CT0299 Home 2.2 

25 442078 AW26B583 Hs.262629 ESTs 2.2 

452975 MB5521 Hs.244482 Homo sapiens, clone IMAGE'361 1719. niRNA, 2.2 

426197 AA0C4410 Hs.1O00D9 acyl -Co enzyme A oxidase 1, palmitoyl 2.2 

427119 AW88Q662 Hs.114574 ESTs 2.2 

400486 2.2 

30 448462 AW29407B Hb.171092 ESTs 22 

402621 2-2 

408363 NM_003369 Hs.44396 OTronin, adin-binding protein, 2A 2.2 

424584 H10692 Hs.13310 ESTs 2.2 

445051 A1253094 Hs.145227 ESTs 2.2 

35 431065 AA491286 Hs.128792 ESTs 2.2 

411908 L27943 Ks.72924 cybdine deaminase 2.2 

441826 AW5036Q3 Ha.129915 phospholrfeslerase related 2.2 

446901 AB47274 gbrtcOSdOZxl NCLCC*PJtt6 Homo sapiens 2.2 

422677 AL046388 Hs308206 hyi>o1helicri protein FU21 162 22 

40 455534 AW991925 fitrPM3-BN0011-13010(MX)24ia7 BN0011 Homo 22 

400163 2.2 

418882 NU.004996 Hs.89433 ATBUndlng cassette, sub-famlyC{CFTR 22 

409206 AW364844 gb:QV3-DI{»44-221299-04S^>3 CT0D44 Homo 2.2 

410556 R32156 gb:yh67a07.s1 Scares placenta Nb2HP Homo 22 

45 432584 AA928829 Ks.47099 hypothetical protein RJ21212 2.2 

439482 W70O45 Hs.58089 ESTs 2.2 

447B77 AW351B4 Hs.164252 ESTs Zl 

418297 R91254 gb:yp94e1 2^1 Scare* fetal liver spleen Z2 

403534 22 

50 410594 AW770778 Hs.2B1238 ESTs 2.2 

414000 BE242614 Ha.323494 ESTs, Weakly similar to T27544 zinc ittsi 2.2 

432762 NMJM4099 Hs.278924 PR01768 protein 22 

437603 M761594 Hs,122440 ESTs 22 

438550 AW976002 Bs.258402 ESTs 22 

55 439628 N22415 Hs.189080 ESTs 2.2 

444540 AJ603927 Hs.265165 ESTs 22 

450024 AAQ05129 gb^h9QhOBj1 So3r©3_feLaLFvEr_sp!ccfi_ 22 

456481 AA2S8G33 Hs.108110 DKFZP547E2110 protein 22 

435138 9E314734 gbc601152976F1 NIH_MGCL19 Homo sapiens c 22 

60 412887 BE0D742O gb:PM3-BN0142^003CO-001-c04 BN0142 Homo 2.2 

454204 AW81649B g b:QV0^5T 0236-1 71 299-075-b02 ST0236Homo 22 

408253 AW6Q7476 H*21051 Homo sapiens mRNA for FU00012 protein, 22 

432887 A1926047 Ks.162859 ESTs 22 

44BQB3 AI459108 HS.159B18 ESTs 22 

65 416171 H23B96 Hs. 125790 leurine-rteh repeatoonlalnlng 2 22 

433098 AW190593 Ha.151143 EBTs 22 

409781 AWB12286 Hs.15220 zbc finger protein 106 22 

423441 R68649 Hs.276359 aosentin melanoma 1 lite 22 

. 423646 H02364 g lxyj35d06j1 Scares placenta r&2HP Home 2.2 

70 436572 AA723274 Hs.279596 ESTs 22 

447044 AFO30107 Hs.17165 regulator d (protein sig nailing 13 22 

448828 A1580296 Ks.1 74782 ESTs. Weakty simlar to KIAA1 437 proton 22 

444585 AW170015 Hs.6594 ESTs 22 

__ 437334 AL353947 Hs-2837BO hypothefical protein DKFZp761N181 4 22 

75 431917 D16181 Hs.2868 penpheratmyalhi protein 2 22 

400843 22 

45568B BE06723B gb:PM1-BT03«-151299-001-Bl2BTO348Homo 22 

449560 AA001767 Hs.17924 ESTs. Moderately amiler to ALU1_HUMAN A 22 

400940 M5&5B3 Hs.662 cerabelfn 1 precursor 22 

80 455201 AW947884 gb:PM1-MT001O-2Q03CO-fJ01-g0B MT0Q10 Homo 2.2 

413617 BE155373 Hs.279518 amyloid beta (A4) precursor-foe protein 22 

459495 BE544158 gb:60t076707F1 NIHJW3C.1 2 Homo sapiens c 22 

4332Z5 AVY816515 Hs.173540 ATPase, Clsse V T type 10D 22 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



444547 
417156 
416761 
408B67 
406743 
427443 
452643 
427473 
433919 
431058 



415250 
440253 
434470 
41B349 
432463 
400861 
407287 
414*17 
416143 
44SB08 
412314 
442952 
425187 
408221 
411480 



414764 
442726 
450433 
437642 
406298 
409723 
433266 
435090 
457187 
446534 
403764 
442735 
455221 
405365 
408420 
441679 
432781 
448470 
419537 
443180 
422213 
423119 
460192 
426042 
400734 
430499 
451134 
401694 
423531 
424419 
431364 
436840 
136602 
443994 
445908 
446412 
448390 
449939 
412700 
453125 
422757 
452864 
452441 
402395 



4281BS 
43B432 
409446 
40B764 



414275 
436992 
439634 
444199 
446009 
435510 



AV650207 

N49476 

HB5422 

AA437*99 

AW3391Q6 

AA402713 

AITS 6769 

AWZ74439 

AA746311 

AW968B65 

AA431765 

F02614 

AI651329 

AA634818 

AW474547 

AA54a518 

AJ678812 

AW902892 

AI9S5650 

AA694220 

AA825247 

AT743261 

AW014486 

AA912183 

AWB48022 

NWL000344 
AW1360G6 
AW44453B 
ALO79309 

AW885757 

A186322+ 

BE217923 

AA443927 

A130735S 

R91949 
AW867751 

NMLC0691S 

BE502267 

NMJK4133 

AW023226 

W27493 

R15875 

AA306385 

AA3222M 

AA2G3143 

AA419529 

AW96940B 
AA318315 

AW752782 

AK001563 

AW971382 

AA724411 

N34488 

A1094805 

R135B0 

AW135313 

AL035414 

T95420 

BE222433 

AW779544 

AI909935 

AA033714 

BE22207B 



AW504300 
AW444990 
AI561173 
BE087164 
BE296227 
AW970254 
M741074 
W79377 
AH2B931 



Hs.282437 

Hs.166563 

H8.10K56 

Ks.656 

Hs.217493 

Hs.97872 

Hs.208320 

Hs.252709 



Hs.27319 
Hs.160289 
Hs.298138 
Hs.53565 
Hs. 186733 



Hs^3782 

Hs,79033 

Hs.15403 

Hs.250B99 

Hs.131660 

Hs.22509 

Hs.47447 



Hs.28fl9B6 

Hs.19145 

Hs_231863 



HbJ257862 

Hs.31476 

Hs.149595 

Hs.144360 

H5.175225 



Hs.44766 
Hs.65996 
HsJ27B940 
Hs.309479 

Hs.258576 

Ha.133160 

Hs.131976 

Hs.24596 

HSJ6391 

Hs.231991 
Hss25999 

rfe.120750 

Hs.146589 

Hs.294016 

Hs.156066 

Hs.170504 

Hs.135522 

Hs.13436 

Hs.150098 

Hs^1068 

H&272139 

Hs.201262 

his.11 5497 

Hs.65551 

Hs.287629 

Hs,1 13069 



ESTs. Weakly similar to 138022 hypoihab" 
lepttcaftxi factor C (activator 1) 1 (14 
ESTs 

caB division cycle 25C 
annexinA2 
ESTs 
ESTs 
ESTs 

Sb:oa56d12.r1 NCI_CGAP_GCB1 Homos 
gb:£ST3B0941 MAGE resequencas, MAGJHomo 
gb:zw80c03.sl SoaresJestisJIKT Homo sap 
ESTs 
ESTs 
ESTs 

Homo sapiens PIG-M mRNA for mannosylfran 
ESTs 

flfeto59d08.x1 NCI_CGAP_Gas4 Homo sapiens 

nypotheflcat protein FU12847 

gMarnfnyl-pBpbdB cycbtransferase (glu 

ESTs, Moderately simlsr b AUJ7,RUMAN A 

heat shock factor binding protein 1 

ESTs 

ESTs 

ESTs 

gb:tL3-Cn)2l4-23*299*53-A09 CT0214 Homo 

survival of motor neuron t, tdomerto 

ESTs 

ESTs 

gb:Homo sapiens mRNA full length Insert 
ESTs 

Homo sapiens cDNA FU13872 6s. clone TH 

ESTs 

EST 

ESTs 

gb:yq06h0&e1 Scares fetal Ifver spleen 
ob:MR0-SN0038-2903OW)01-aO3 SN0038 Homo 

retinitis pigmentosa 2 (X-flnked recess! 
ESTs 

PRO0618 protein 
ESTs 

gb:31h1Q Human retina cONA randomly pnm 

daiidin 12 

ESTs 

ESTs 

RA05l4n«Bracffng protein 
myxovfrus ffciRuenza) resistance 1, hi 



ESTs 

hypothetical protein FU22195 

hypothetical protab FU10546 

hypoUiefical protein RJ 10701 

ESTs. Moderately similar to B34087 hypot 

ESTs 

ESTs 

ESTs, Weakly slmrtar to S38Q3B nypothefi 
Homo sapiens dona 24425 mRNA sequence 
ESTs 

hypothetical protect 
ESTs 

ESTs, Weakly sirilar to 136022 nypolhetj 

hvpometTcal protein FU22655 

Homo sapfens, Simitar to DNAsegment, Ch 

hypolhefcal protein FU14260 

ESTs 



Hs,295605 mannosidase, alpha, rfass 2A, member 2 

H5.258BX ESTs, Weakly similar to I36022 hypothec 

HS.6768B ESTs 

Hs.302415 ESTs 

Hs.250822 senneAhreontoe kinase 1 5 

Ks.BB9 aiarot-LByden crystal protein 

Hs.1 20750 ESTs 



Rs.167 ml cm tubri&- associated protein 2 

Hs.260681 ESTs, Moderately simflsr to ALDF .HUMAN { 

Hs.23192fi ESTs 

BE143837 gb:MR0-HTD1 64-151 299-01 2-b08 HT0164 Homo 
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403691 2.1 

458333 AI0Q0792 HU0B2O9 ESTs 2.1 

464560 AW807281 gb:MR4-STQ0S2-24030{WO^QQl ST0062Homo 2.1 

439343 AF088161 HsJ 14611 hypothetical protein FLJ118C6 21 

5 421 49B AA292084 Hs.1 91575 ESTs, Moderately similar b ALU^HUMAN A 21 

41442& BE29B9G6 Hs.182625 VAMP (vesid&^ssociated membra w protei 21 

406941 X58140 (NONE) 21 

445712 AI45824S Hs.167451 ESTs 2.1 

451270 AW341392 Hs^35795 ESTs 2.1 

10 451403 AA8B55B9 Hs.40919 Homo sapiens cDNA FL) 14511 fis.dona NT 21 

437073 AJ885608 Hs.94122 ESTs 21 

4347B9 AW292515 Hs.194317 ESTs, Weakly similar to T08680 hypolhefi 21 

430084 AF053748 Hs.248114 glial eel derived neurobtiphfc factor 21 

449944 H05336 Hs,l348Q Homo sapiens done 24875 rnRNA sequence 21 

1 5 405233 2.1 

446512 H30351 H*J207982 ESTs 21 

403168 21 

404443 2,1 

433645 A1921748 Hs.190258 ESTs, Moderately similar to AUlfi^HUMAN A 21 

20 414455 H74314 gb:yuS6e10.r1 Sohtbs fetal liver spleen 21 

433479 AW511459 Hs.249972 ESTs 21 

455482 AW946353 gb:RCCW4TO01 5-1 30400-031 -d07 MT0015 Homo 21 

446364 AB006624 Hs,14912 K1AA02B6 protein 2.1 

_ _ 452004 A1827B15 Hs.277359 ESTs 21 

25 409059 21 

425457 AW964212 gb:EST37€285 MAGE resequences. MAGH Homo 21 

403317 U02687 Hs.3B5 fmsHrelated tyrosine kinase 3 21 

413B01 M62246 Hs^5406 ESTs, Highly slmBerto Urmamiid protem 2.1 

415871 R55995 Hs.283309 ESTs, Moderately similar to ALUtJHUMAN A 2.1 

30 432774 AA564346 Hs,156280 ESTs 21 

436349 AW45255 Hs.115315 ESTs 21 

445532 BE13B044 Hs.14620Q ESTs 21 

456313 AA225741 Qb:nc17b10s1 NCI_CGAP_Pr1 Homo sapiens 21 

412818 NM.003337 Hs.811 ubtqultin -conjugating enzyme E2B (RAD6 h 21 

35 450271 A1693900 Hs.200920 ESTs 2.1 

401521 21 

422880 AF228704 Hs. 121524 glutathione reductase 21 

448871 BE818709 Hs.159265 kruppel-related zinc finger protein hcKr 21 

449233 BE048401 Hs.196511 ESTs 21 

40 408217 AI433201 Ks.279860 tumor prolem.translallonalty-^raroto 2.1 

457003 S7B234 Hs, 172405 ceB division cycle 27 21 

41744B AA203135 Hb.130186 ESTs 21 

402103 21 

450579 AW136774 Hs.48614 ESTs 21 

45 429597 NM.003816 Hs.2442 a cJslntegrin and rretaHoprotelnase doma 21 

455595 AA291834 Hs.78950 branched chain ksto arid dehydrogenase E 2.1 

415333 H2441S Hs.13273 WAA06S2 protein 2.1 

457353 X65633 Hs .24 8 144 mdanocortJn 2 receptor (adrenocorlfcofr 21 

_^ 434985 AA558229 H&J91228 ESTs 21 

50 414729 BE466928 Hs.281901 ESTs 21 
400510 21 
420844 AA595522 gb:nJi22c09.s1 KCLCGAPJPrl Homo sapiens 21 

427434 BE53B374 Hs-301732 hypothetical prolan MGC5306 21 

__ 432188 A1362952 Ha.2928 solute carrier family 7 (catlonlc amino 21 

55 446296 AA985652 Hs.63131 Homo sapiens cDNAFLM 3155 fe,ctane NT 21 

453853 ALD4060D Hs.188083 ESTs 21 

459108 AW084176 Hs.223296 ESTs, WeaMy similar to 138022 hypotheH 21 

430118 AI377255 Hs>1 83287 ESTs 2.1 
„ 455964 BE18G924 gb:CM4-HT0501-240300^19-J01 HT0501 Homo 21 

60 437981 AA774445 Hs.192095 ESTs, VteaWy similar to KIAA1 397 protein 21 

439957 AI4531B4 Hs.66357 ESTs 21 
423734 H02217 gbcyj3Bd11.r1 Scares placenta Nb2HP Homo 21 

450721 AI732271 Hs.25567 ESTs 21 

429392 AL109712 HsJ296506 Homo sapiens rnRNA full length insert cDM 21 

65 429966 AF092047 Hs. 227277 stne ocufes homeobox (Drosophla) homofo 21 
432919 ALO79B00 gb:DKFZp434O2330 _r1 434 {synonym: htes3) 21 

434791 AA649235 Hs.116457 ESTs, WeaWy similar to NIP3_H0MAN BCL2/ 21 

445273 AI216441 Hs. 153845 ESTs 21 
400514 2.1 

70 4127S8 AW99B657 Hb.119120 E3 uKquffln Rgase SMURF1 2.1 

416085 K18072 Hs.92576 ESTs 21 

437646 AA773868 Hs.244569 esophagus cancer-related gene-2 21 

439391 AW975638 Hs.293490 ESTs, WeaWy similar to 138Q22 hypothefl 21 

42B414 AL0499BO Hs.164218 DKFZP564C152 protein ■ 21 

75 429430 AI381837 Hs.155336 ESTs 2.1 

449589 AF228421 Hs.238B9 DKFZP564A032 protein 21 

430909 AFD34632 Hs.248126 G protein-coupled receptor 38 21 

453116 AI276680 Hs.146086 ESTs 21 

416312 W02640 Hs. 16247 ESTs, Weakly similar to 20D4399A chromos 21 

SO 423019 A1640185 RsJ!B362B ESTs 21 

414007 A1733895 H&.103B13 ESTs 21 
459535 AV654907 flbAV654907GLCHomosapienscDNA clone 21 

448776 BE302464 Hs.30057 MRS2 (S. coBvisieeHte, magnesium bom 21 
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42*279 AWG6487S Hs.1Q6645 ESTs 21 

443167 A1202009 Hs.132087 ESTs 21 

459124 AW30147B Hs.184592 protein Wnaw.lyarH defidentl 21 

44B078 A146&117 Hs.170464 ESTs, Highly smlar to A53S33 myosin J 21 

5 436B5B BE54549B gb:6O107O344F1 NIH_WGC_12 Homo sapiens c 2.1 

430521 N&4JM6383 Hs.242183 HOW-TES-85 lumor antigen 21 

431089 BE041395 Hs.283676 ESTs, Weak]/ sirrflar to unknown protein 2.1 

407401 AF029325 gb:Homo sapiens larocnin bets-4 chain pre 2.1 

. _ 426336 AA375B02 gb:ESTflai35 HSC172 ce3s II Homo sapiens 2.1 

10 451124 AI186203 Hs.31432 cardiac ankyrin repeat protein 2.1 

425541 AA359119 gb:EST6Sl72 Fetallung 11 Homo sapiens c 2.1 

406504 21 

41G626 BE407727 gb:601 299771 F1 NIH_MGC_21 Homosaplens c 21 

415166 AA160945 Hs.14479 Homo sapiens cDNA FU 14199 ketone 21 

15 416176 H24230 Hs.27149B ESTs. Moderately similar to ALU1_HUMAN A 21 

436320 AI6&4535 Hs.20DBl1 ESTs 21 

442095 AI733162 Hs.12B470 ESTs 21 

451678 AI821027 Hs.8429 ESTs 21 

_ _ 449176 AI63374B Hs.197597 ESTs 21 

20 427307 AF1 17947 Hs.174795 PDZ domairwxmtabing guanine nudeotfde 21 

415B57 AAB66115 Hs.127797 Homo sapiens cDNAFU 11 361 fe. done HE 21 

426154 NMJ301B51 Hs.154850 collagen, lype IX, alpha 1 2.1 

449746 AI668S94 HS.17658B ESTs, Weakly slmfer to CP4Y_HUMAN CYTOC 21 

441543 A1733014 Hs^69715 ESTs 21 

25 403065 21 

42BB11 AA436052 Hs.99487 ESTs 2.1 

451603 BE541174 Hs.25205B ESTs, Moderately similar to PC4259ferri 21 

44290S AW296BBB Hs.170939 ESTs 21 

„ 409171 R17126 gb:jg09c11,r1 Soaras infant brain 1 NIB H 21 

30 414175 AI30&876 He.103849 hypothetical protein DKFZp761D1 12 21 

450785 AAB52713 Hs.25459 Homo sapiens, alpha-1 (VI) collagen 21 

412039 AW887364 gb:RC^OT(»a9-13030(H)2l-<1070TOO&9Honw 21 

453055 AW291436 HU1917 Homo sapiens, done MG&9658, mRNA, comp 21 

443266 AIB00271 Hs. 129445 hypothetical protein FU 12496 21 

35 455022 AWB5DB45 gb:lL3^T022<V1 11199-028-011 CT0220Homo 21 

447972 AL137275 Hs.20137 hypothelcatprotan DKF2p434P0116 2.1 

422942 AF054B39 Hs,122540 tetras pa n2 21 

400451 21 

40 66 SB T62745 HS.1B4411 albumin 21 

40 450159 AI702416 Hs,200771 ESTs, Moderately stater to A Chain A, T 21 
404834 21 

448732 BE614063 Hs334689 KIM1838 protein 2.1 

423453 AW450737 Hs.128791 OG1-09 protein 21 

421447 AB005216 Hs.104461 Nek. Ash and phosphollpase C binding pro 21 

45 405774 AW270B99 Hs.254569 ESTs. Weakly similar b B34O07 by potheti 21 

4199B6 AI345455 Hs.78915 GA-Wndlng protein transcription factor, 21 
405732 21 

417848 AA206681 Ks-39457 ESTs. Weakly similar to J C531 4 COC28fcdc 21 

442875 BE623CQ3 Hs.23625 Homo sapiens clone TCCCTA0O142 mRNA sequ 21 

50 420344 BE463721 Hs^7101 . putative G protein-coupled receptor 21 
455778 BEQ88746 gb:CMMTQS93-21Q3Q0-1 23*109 BT0693 Homo 21 

426953 A17692B1 Hs.97439 ESTs 21 

440454 AT733037 Hs.129990 ESTs 21 

433917 AI609325 Hs.1 22814 Human DMA sequence from done RP5-1028D1 21 
55 424872 AA347923 gb:EST54302 Fetal heart II Homosaplens 21 

454658 AW612330 Hs.11123 DKF7P564G0 92 protein 21 

441963 AT733307 hfa.l2flOD2 ESTs 21 

439498 AA908731 Hs.58297 CUL8 protein 21 

458224 AW292905 Hs. 120770 ESTs 21 
60 413525 BE145B99 gb:MR^0208-221299-204-b10HTO208Horno 21 

444702 AI220122 Hs.326560 hypothetical protein MGC2780 21 

417737 R14948 HS.23B83 ESTs 21 
400612 21 

410B78 AW809201 Hs^14248 ESTs, Weakly tfrrfiar to ALLF4J-1UMAN ALU 8 21 

65 414494 AA768491 Hb.6783 hypoUi B b'calprotahFU22724 21 

427027 A1924294 Hs.173259 uncharBCterized bone marrow protein BM03 2.1 
451067 BE172185 ^MR0-HTO559-11030O-0054i11 KTTJ559 Homo 21 

455032 A1B30B90 Hs.192422 ESTs 21 
„ 417945 R29072 gb:F1-lOlD22weakoW human fetal Iker 21 

70 43826B AA782163 Hs.293502 ESTs 21 
4247S4 R09692 gb;yf23b12r1 Snares fetal Erarspfaen 21 

404599 21 
459S55 21 
__ 402455 21 

75 459276 AW294659 Hs.34054 Homo sapiens cDNA: FU22488 tis, ctone H 21 

4219B7 AU33161 Hs.266131 CGU 01 proton 21 

400339 X57131 HsJ24S209 H2A histone family, member F, pseudogene 21 

43B206 AA780385 Hs.187885 ESTs 21 

or . 458451 AW297181 Hs.195922 ESTs 21 

OO 447534 AW953935 Hs.30837 ESTs 2.1 

417687 AI828596 Hs.25D691 ESTs 21 

412717 W00973 Hs.334728 ESTs 21 
405759 21 
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406413 21 

442081 AA401863 Hs.2238Q ESTs 21 

45793B AI373638 Hs_1339D0 ESTs 2.1 

420687 AA279392 HsJ8605 Homo sapiens cONAFLH 3427 fa. clone PL 2.1 

5 428822 W2841B Hs.30715 potassium votiage-galed channel, lsk*d 2.1 

415635 F13168 gb:HSC3JF101 nomiaflized infant brain cDN 21 

411421 BE272110 Hs.21177 ESTs 2.1 

437B25 AA769123 Hs.291947 ESTs 2.1 

. _ 437033 AW0S2597 Hs.244862 ESTs 2.1 

10 409466 AA436207 Hs.226666 ESTs, Moderately similar to 154374 gene 2,1 

433523 H29882 Hs.162514 ESTs 2.1 

446868 AV660737 Hs.135100 ESTs 2.1 

445882 A1948717 HsJ225i55 ESTs, Weakly similar to A46302 PTB-assoc 2.1 

43B005 BE1S1746 gb:PMt-HT0305-06129MJO3-a0S HTO305 Homo 2.1 

15 406817 AI936Q28 gb:w>47a09jrt Na_CGAP_Gas4 Homo sapiens 2.1 

410486 AW235094 Ks.69233 zinc finger protein 2.1 

411940 AWH76685 gb:CM4-PT0O31- 180200-507^05 PTD031 Homo 2.1 

412446 AI76B015 Hs.92127 ESTs 2.1 

457289 AW573204 Hs.137078 ESTs 2.1 

20 400335 Y13187 Hs.248067 Homo sapiens dmd gene, mlron 11 2.0 

435359 AW296243 Hs.118375 ESTs 2.0 

4481B8 AW001835 Hs.13323 by pothsfcal protein FU22 059 2.0 

418339 AA639902 Hs-104215 ESTs, Moderately simlario SPCN_HUMAM S 2,0 

420430 AJ703192 gb:wd92h04.x1 NCLCGAPJju24 Homo sapiens 20 

25 445717 AW564658 Hs.149332 ESTa 2.0 

451862 H0926O Hs.32333 ESTs ZO 

459SBG 20 

441596 BE349537 Hs^8383 ESTs 2,0 

412194 AW9002B2 Hs.115412 hypotheHcal protein FU 13881 2.0 

30 444229 AV648613 Hs.282397 ESTs 2.0 

441635 A190S53B Hs.133000 ESTs, Weekly similar to 628689 hypothett 2.0 

421387 AF059566 Hs.103983 solute carrier family 5 (sodium Iodide a 2.0 

414373 AW1 62907 Hs.75969 pro!ine-rich protein win nuclear target 2.0 

428209 AA424197 Hs.98947 ESTs, Weakly sfrnilar to S33496 trypsin [ 2.0 

35 443520 W90022 rfe.186809 ESTa, Highly similar to LCTiLHUMAN LEUKO 2.0 

409248 AB033035 Hs.519S5 KIAA1209 protein 2.0 

444518 AJ160278 H&.146S84 ESTs 2.0 

422237 M13149 Hs.1498 htettdine-rich glycoprotein 2.0 

40B316 U2B251 Hs,53237 ESTs. Highly shialar to Z109_HUMAN ZINC 2.0 

40 402725 2,0 

413783 AA314337 Hs.301547 rlb05omalproteiiiS7 2.0 

4238B7 AA331886 fl b:EST35757EiTiw8week!Hoinosaplen 20 

425008 AWB75764 Hs.174248 ESTS 2.0 

427271 AW195922 Hs.188758 connexln59 20 

45 444102 AV647953 Hs-83077 IntBrieuWn 18 0nterferan^amma4nd]icin 2.0 

445829 AI452457 Hs/t45526 ESTs 2.0 

452366 AK00Q464 Hs.29276 hypothetical protein FU204S7 20 

457652 AF116856 Ks.273809 Homo saptans PR01167 mRNA, complete cds Z0 

„ 429540 MS5776 gb:EST02237 Fetat brafo, Stratagene (cat 2.0 

50 459456 AA4B5036 Hs.190124 ESTs 2.0 

409840 AW502122 oJ>:UWF-BR0p*jM>OWUJl.r1 NIH_MGC_5 20 

441025 AA913B80 Hs.176379 ESTs ZO 

457B02 T78013 Ha. 167279 FYVE-finger-contalning Rab5 effector pro Z0 

445627 AWS18475 Hs.7363 ESTs 2.0 

55 440299 AI871778 Hsl250112 ESTs 2.0 

401236 H24185 Hs.92918 hypothetical protein. ZO 

429996 N90822 Ks.48969 ESTs ZO 

455135 AW857989 sb:PM2-CT0328-28129B^)03-e04 CT0326 Homo Z0 

411537 BE073250 ^MR0-BT0551 -050300-102^05 BT0551 Homo ZD 

60 433449 AW772282 B b:hn71b05.x1 NCLCGAP_Wd11 Homosaplen Z0 

454197 BE140966 gb:W^ff00854)61199.00^b06HT<X)65Horno Z0 

445297 BE544163 Hs.87128 hypothe&d proton FU2330S Z0 

403977 Z0 

458948 AI695359 Hs.2B0943 ESTs Z0 

65 418663 AKQ01100 Hs.41690 desmoooHIn3 ZO 

411479 AWB48047 gb:IL^CT0214^29129WJ52-A12CTQ214 Homo ZO 

426536 A1949749 Hs.44441 ESTs ZO 

442765 BE557353 Hs.99480 ESTs 2.0 
400B59 2.0 
70 406829 ZO 

411863 BE075244 Hs.1242Q ESTs ZO 

415258 AW7S2247 Hs_293S53 ESTs ZO 

418093 R60685 Hs.268696 ESTs, Moderately simila- to AUUC_HUMAN ! ZO 

416184 R4S481 Hs.269177 ESTs. Weakly similar to ALUOJtUMAM ALU S ZO 

75 437733 A4792574 Hs.122876 ESTs ZO 

453116 AW195B49 Hs.252757 ESTs ZO 

457039 H 29 990 Hs.101937 sine oculls homBobox (Drosophtla) hoinoto ZO 

444292 AI139794 Hs.146569 ESTs 2.0 

„ 431350 NMJJ0Q427 HS.251BB0 loncrin 2.0 

oO 407G44 D16315 Hs.37288 nudear receptor subfamily 1, group 0, m ZO 

412029 AW8B6238 gb«C5-aT0078-28tt30W»2-F01 OT007B Htomo 20 

438522 AA809431 H&258B86 ESTs 20 

422634 NMJM6010 Hs.118821 CGI-62 piaten ZO 
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41B790 H95693 gb:yB5d1ljrt Soafes_pineaLgl3ni.N3HPG 20 

442950 AI50G4:7 Hs.46764 ESTs 2.0 

457040 N77624 Hs.173717 phosphafelic add phosphatase type 2B 2.0 

436484 AIQ16176 Hs.269783 ESTs, Weakly sfmltar to ALU 1_HUMAN ALU S 2.0 

5 402674 2.0 

408733 AW264812 H&.2542S0 ESTs 2,0 

408767 AA057279 Hs.211928 ESTs 2.0 

432801 NIWLP16260 Hs.276963 zmc finger DNA Wnding protaki Hefos 2.0 

418205 121715 Hs.83760 troponin I, skeletal, last 2.0 

10 404604 2.0 

413627 BE1820B2 Ks.246973 ESTb 20 

402341 2.0 

43B090 M777534 Hs.19t992 ESTs 2.0 

421303 706464 gb:EST04353 Fetal brain, Stratagene {cat 20 

15 411417 AWB45481 gb:MR1-CT0056-2Q1 195-00^04 CT005S Hotno 20 

401986 2.0 

415318 T06544 gtxESTlM433 Fetal brain, Stratagene (cat 2.0 

417756 Z430S6 gfoH5C1ffl021 normalized Want brain cDN 2.0 

418301 AW976201 Hs.53913 hypolhehcal protein FU1 0252 20 

20 433756 AW08S934 H3.1208B8 ESTs 20 

435413 AI267476 Hs.46669 ESTs 20 

43SB4B H24347 Hs.27524 ESTa 2.0 

447555 A13916B2 Hs.160963 Homo sapiens, dons 1^30:12318, mRNA.com 20 

458175 AW296024 Hs.1 50434 ESTs 20 

25 4SB433 AL135352 Hs*2558B3 ESTs,WeaMyshTflarb I3B022 hypotheti 20 

446595 T57448 Ha.15467 hypothetical protein FU2D725 20 

447678 BE385257 Hs.336457 Homo sspfens dopamine receptor interact] 20 

448150 AJ472167 Hs.302739 ESTs 20 

453445 AUD36532 Hs.91453 ESTs 20 

30 444420 AJ148157 Hs.148765 ESTs 2.0 

431956 AK002032 Hs.272245 Homo sapiens cDNAFUH 170 fis, clone PL 20 

413758 BE152391 gb:PM2-HT0451-09010tM)02-f04 HT0451 Wocno 20 

428231 U17989 Hs.183105 rnictearautoanljgen 20 

455873 BE152239 gb:QV4-HT0316^091199^2B-f12HT03l6Homo 2.0 

35 430970 AI018210 Hs.1440B3 ESTs 20 

412277 BE277592 Hs.73799 guanine nudeolda binding protein {Gpr 20 

413025 AA805265 Hs.29t646 ESTs 20 

424083 AF055018 Hs.139137 Homo sapiens clone 24442 mRNA sequence 20 

427654 AA4101B3 Hs.137475 ESTs 20 

40 410483 BE163567 gb;QV3-HTO4B0-23020D-1O1-bt)8 HT0460 Homo 20 

423942 AF209704 Hs.1 35723 gtycoMd Iransfer protein 20 

430340 AA476777 gbxw94o,1 1x1 SoaresJotaUetJS_Kb2HFB^ 20 

425686 M73531 Hs.1937 rettnal rfegenaraUon, slow (retinitis pJ 20 

425075 AA50S324 852 add phosphatase, prostate 20 

45 400265 20 

405966 20 

407407 AFO5019B gb:Homo sapiens piMve mitochondrial s 20 

•411459 BE142707 gb;HR0-HT0157-191199-002ij12HTO157Homo 20 

415105 D60166 gtnHUM089G1 1B Cfontsch human fetal brain 20 

50 434531 AA642007 Hs.1 16369 ESTs 20 

447153 AA805202 Hs.315562 ESTs 20 

447185 AW3770S2 Hs.B96Qt hypothetical protein FU12553 20 

455696 BE067670 gb:RCOBTU36242t299-031-b06 BT03B2Homo 20 

„ 456510 AKD01652 Hs.99423 ATPHfcpendwtRNAhellcase 20 

55 400617 AF151064 Hs.36069 hypothetical protein 20 

418647 AA22619B ^irc26a07^i MCLCGAPJ^rl Homo sapfena 20 

401785 20 

433417 AA5B7773 HslBB59 Homo sapiens. Similar to RIKENcDNA 5830 2.0 

„ 420777 AA280223 Hs.1 30865 ESTs 20 

60 439509 AF088332 Hs.58314 ESTs 20 

430203 L36140 Ha.235Q69 ftscQ protstn-IRce (DNA heticase Q1-lftte) 20 

450382 AA397658 H&60257 Homo sapiens cDNA FU 13598 fe, clone PL 20 

455540 BE080231 cfacRC4-BT0629-1 20200*01 241 1 BT0629 Homo 20 

437620 AW976930 K8.12B760 ESTs 20 

65 407528 X64990 gb:Hjsapfens mRNA HTPCRX18 for olfactory 20 

402048 20 

403823 20 

411518 AW950246 gb:IL3^0219-2fi1099^-E07CT0219HomQ 20 

„ 417531 NMJ03157 Hs.1087 eeflnaflhreonina kinase 2 20 

70 422500 BE1435B6 Hs.87 rethoblastoma^hfi 1 (p107) 20 

423347 A1660412 Hs.234557 ESTs 20 

424560 AA158727 Hs.150555 protein predicted by done 23733 20 

433153 ' AA578512 gb:nh22s1i.s1 NCLCGAP_Pf1 Homo sapiens 20 

__ 433347 AF023130 gb:Homo sapiens Ras-GRF2 mRNA, partial 0 20 

75 435373 AW66553B Hs.1176B9 ESTs 20 

442S8B AI026130 Hs.131683 ESTs 20 

447505 AUM926B Hs.18724 Homo sapiens mRNA; cDNA DKFZp584F093 {fir 20 

454423 AW603985 gb:RC4-CNQ04B-1 401 G0-Ol1-a04CN0048 Homo 20 
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AW857989 AW8SB016 AW861677 AW8516B9 AWB61691 AW85B055 

AW360972 AW66259B AWB62599 AW860988 AWB609Q3 AW660&93 AW860925 AW880922 AW860986 AW830984 AW860989 
AW947884 AW947918 AW9476B8 AW947883 AW947B97 AW947910 AW947905 AW8647S1 AW947878 
AWB7S403AW867707 
AW867751 AW857770 AW867763 

AW875972 AW875983 AW875974 AW876000 AW87596B AW876050 
AWS76627 AW876630 AW876631 AW876625 

AW877139 AW677135 AWB77018 AW991835 AWB7712B AWB77108 AW877017 AW877107 
AW977806 AW837923 AW8B6321 

AW886156 AW8B7926 AW8B6324 AWBS6236 AW887906 AW8B6304 
AW893961 AW893S98 AW894034 AW894019 
AW89S43B AW89B534 AW8S8500 AW896540 AW896446 
AW983901 AW 984485 AW947716 

AW948353 AW948351 AW948331 AW94B303 AW948336 AW948305 AW94B299 AW948346 AW948352 
AA102322 

BE144762AW97909i 

AW991925 AW991919 

BE08O231 AW993284 AW993293 AW9930Q0 

AW995423AW995373 

BE003714 BB103721 BE00372DBE003716 

BE0Q7629 BE00781 5 BE007822 BE0Q7996 BE007635 BE007837 BE007824 BE007835 BE007827 
BE01 1437 BE011402 BE011395 BE011428 BE01 1407 BE011421 BE011406 
BE065984 BE065942 BE065955 BE0560B5 

BE06723B BEO 67235 BE067240 BE0672SB BE067263 BE067236 BE06726O BE067253 BE067246 B£067252 
BE067B70 BEO 67865 BE165133 BE1 55334 BE1 65329 BE165332 
BE074910 8E074913 BE074911 8E0749O3 BE074892 BE074935 
BE079307 BE079309 

BB0B6746 BEOB8B02 K088755 BE068B76 BE0B8947BE088881 BE088952 
BE0QBB2B 

BE146B66 BE146865 BE146857 
BE148879 BE146914 BE146918 

BE14902S4 BE149056 BE1 52826 8E149025 BE149057 BE1 52819 BE149030BE149062BE149023 BE149055 
BE152239 BE152242 BE152230 
BE153208 BE153146 BE152981 
BE15B687 BE1S86B8 

BE166924 BE166921 BE166925 BE166915 BE166970 BE1 66968 

BE179015 BE178965 BE179010 BE179002 BE17B961 BE179005 BE178964 BE179012 BE179011 BE178963 8E178997 
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455993 1396665.1 BE179085 BE1790&4 BE179086 BE179264 

456186 161861BJ W26642HB8394 

456313 177240_1 AA225741 A1734056 AJ820965 AJ732153 AA259201 AA225731 

456394 1843275 -2 W28506 

455407 18498BJ AVY968614AA243209 AA281411 

456476 191761J AA256753 AWB2B680 

467242 3079B4J AA45701 1 A1978850 

457824 4151S_6 1 R8493B AI047151 AA3103D9 AW063200 A156952B AJ307623 N49975 

45B804 75803 J AU 57625 N72696 BE622492 

458890 812733^2 AWB65523AW865128 AW865467AW865127 AWfl65465 

459160 920051_1 AI904723 AJ904725 AI9Q4729 AT904722 A1904758 AJ904736 

459201 9258B3J AW391177W45021 



TABLE 31 C 

Floy: Unique number corresponding to sn Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier fGI) numbers. "Dunham L et aL" refers to the publfcaGon entitled The DNA sequence of 

human chromosome 22.' Dunham 1. et at, Katare ($999) 402:469-495. 
Strand; Indicates DMA strand from which exons were predicted. 
NLpoaitinn: fcidcates nucleotide petitions of predicted exons. 



Pkey 


Ref 


Strand 


NLposfDon 


400451 


8113550 


Mrnjs 


82184-82320 


400462 


9929659 


Minos 


197610-197785 


40M86 


B5898B5 


PRjs 


1B1108-181605 


400510 


9796540 


Minus 


139633-139910,140469-140979 


40D514 


9796594 


Minus 


7B644-79025 1 80850-B0991 r a9754-59941 ,93750-93891 


400579 


9887603 


FtUS 


21323-21526 


400582 


9887609 


Pius 


83642-83726,89716^9868 


400587 


3887626 


Plus 


25435-25588,25666.25747 


4Q0SO8 


9B87666 


Minus 


96756-9755B 


400812 


9929646 


Mnus 


151513-151662 


400613 


9364507 


Plus 


92278-92472 


400641 


8117693 


Phis 


4786-4992 


400543 


8117693 


Plus 


12B18-13016 


400706 


7249204 


Minus 


7B299-78686 


400734 


8118979 


Plus 


122853-123971 


400816 


6569993 


Plus 


161221-162078 


400643 


9188605 


Plus 


5863-5970,7653-7784,8892^23.9573-98^^ 


400844 


91886Q5 


Plus 


24746-24872,25035-25204 


400659 


9757499 


Minus 


91888-92018.98131-98294,99474-99570 


400861 


9757506 


Plus 


163855-164016 


400889 


9958234 


Minus 


169782-170036 


401078 


3S87273 


Plus 


105052-105171 


JA>|nQQ 

4U1U90 




Minus 


65632-86174 


401132 


6705350 


ftfflnus 


85679-85795 


401145 


2547238 


Plus 


17599-17776 


401189 


9690246 


Minus 


90815-90929 


401200 


9743387 


Minus 


1115!^111B06,114791.114916\115419-115 


401344 


9926411 


Minus 


82478-B2602,86952-B71lD 1 


401361 


9958052 


Plus 


153093-154106 


401365 


9796160 


Minus 


119572-119672 


401449 


8574316 


Minus 


144928-145030 


401497 


738177D 


Plus 


92607-92613 


401521 


7705251 


Plus 


9127-9234 


401526 


7770661 


Pius 


91570-93177 


401602 


7689963 


Plus 


1010S6-1CH253 


401614 


7639924 


Plus 


17350-17735 


401645 


7657B39 


Minus 


3498645133 


401694 


3540172 


Minus 


64056-64168 


401775 


9966311 


Minus 


110228-110340 


401765 


7249190 


Minus 


165776*165996466183-166314,166408-1665^ 


401BB2 


8139716 


Plus 


B646SW077 


401887 


72299B1 


Pius 


93973-94120 


401986 


4406829 


Minus 


31137-31293 


401992 


4153858 


Plus 


31452-31649 


40203B 


7684452 


Minus 


100751-100885 


402048 


8072512 


Plus 


4393644078 


402076 


B1 17410 


Plus 


128316-128627 


402103 


7249203 


Plus 


14453-15414 


402131 


7704961 




33114-33209,33496^33678 


402176 


7543687 


Minus 


10-750 


402330 


9966312 


Minus 


29782-29932 


402333 


8844110 


Minus 


165693-165856 


402341 


7656696 


Plus 


22563-23699 


402335 


S929693 


Mnus 


131016-131998 


402429 


9796372 


Minus 


S7622-57793,59282-59402,58624-59827 


402430 


9795372 


Minus 


62382-62552 


402455 


9796753 


Minus 


139840-139779.140568-140860 


402527 


9BC0BO6 


Plus 


4722-4916,17858-18037.19964-20140,24423-24605.26699-26881 
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402615 
402621 
402674 
402725 
402790 
402867 
402953 
403003 
403011 
403065 
403186 
403271 
403273 
403231 
403296 
403310 
403329 
403341 
403344 



403381 
403388 
403396 
403501 
403513 
403515 
403534 
403549 



403574 
403S19 
403S23 
403625 
403637 
403667 
403677 
403691 



9930950 
8077108 
8979991 
4335258 
5596716 
9408724 
5441423 
6693597 
B954197 
983B269 
7230852 
8018055 
8072630 



403743 

403760 

403764 

403776 

403780 

403786 

403B91 

403895 

403977 

404043 

404059 

404076 

404196 

404249 

404257 

404255 

404288 

404367 

404443 

404453 

404476 

404513 

404561 

404569 

404577 

404588 

404599 

404604 

404638 

404767 

404793 

404922 

404834 

404B45 

4048:98 

404936 

404957 

405017 

405059 

405090 

409093 

405120 

405170 

405229 

405230 



8139936 
8516120 
8559175 
8569726 
6569930 
9438267 
943B331 
9438367 
7534005 
7655757 
765B767 
8076917 
60B1591 
8101145 
8101156 
8569810 
8569879 
6569879 



Pfus 

Plus 

Minus 

Plus 

Minus 

Phis 

Minus 

Minus 

Minus 

Minus 

Minus 

Plus 

Plus 

Minus 

Menus 

Minus 

Plus 

Plus 

Plus 

Plus 

Minus 

Plus 

Mnus 

Minus 

Minus 

Minus 

Minus 

Minus 



6B50483 

7331517 

73873B4 

3135242 

7652003 

7712202 

7717105 

7770611 

8076989 

8083636 

7331467 

7381715 

7657840 

955B573 

3548765 

9931752 

3B05917 

8655533 

9357215 

2326514 

2769644 

9965011 

7579073 

7657714 

6060699 

B1S1941 

9795980 

7249169 

4020145 

6456726 

8705107 

9212537 

9796751 

7882827 

7232206 

3810614 

6911603 

7958980 

7331420 

6650774 

7407927 

6532084 



8072525 
6072575 



Plus 

Plus 

Minus 

Pfus 

Minus 

Minus 

Mnus 

Minus 

Minus 

Minus 

Minus 

Minus 

Minus 

Plus 

Minus 

Minus 

Minus 

Minus 

Plus 

Plus 

Minus 

Minus 

Plus 

Plus 

Plus 

Phis 



Minus 

Plus 

Pkjs 



Minus 

Minus 

Plus 

Minus 

Plus 



Minus 
Minus 
Minus 
Plus 



7249019 
7249032 



Minus 

Minus 

Plus 

Plus 

Plus 

Plus 

Mnus 

Plus 

Phis 

Plus 

Plus 

Mnus 



131390-132157 

130B06-131036 

39290-39502 

107231-107383 

147744-147861 

52806-53106,53500-53818 

122603-122743 

79403-79560,79712-80021 

3468-3623 

71615-71773,73930-74144 

157818-157755 

134283-134485 

133809-134099 

7521-7728 

35913-36520 

183863-164026 



3069*30910 
70823-70990 
92839-93036 
26009-26178 

1 12733-113001,1 14599-114735 

952-1160 

108903-110438 

155310-155436.1SB4G2-158535 
173358-179553 
46652-47332 
137150-137362 



5542-6175 
62501-62653 
3519^5426 
6551-7111 

142647-142771,145531-145762 

1344-1442,1545-1697 

55008-55083,62860-63051 

86280-68463 

143467-143634 

136463-136646 

4591046260,4756347824 

118692-118853 

1414-1613.1624-1756 

93160-93409 

73028-73217 

191508-193220 

3502-4002,4070-4308 

115573-115820 

29042-29135,46597-46699 

104326-10678B 

3B4849G7 

67928-63109 

64270-64633 

15262-16227 

32282-32416 

3512-3691 

114391-114028 

87198*87441 

27768-29179 

101841-102043 

112837-113339 

69039-70100 

104257-104348,104822-104970 

17991-1S420 

40059-40210 

110443-110733 

72019-72509 

99433-99528,100035-100161 

23244-23759 

61087-61590 

7541-8132 

37946-38226 

47174-47326.52928-53146.53312-53602 

177015-177326 

191519-191664 

147512448011 

35551-35690 

349822 

3855^39202 

95678-96020 

140176-140340 

37047-37198 

51081-51701 

97493-87682 
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405233 


■7ft inn J c 

7249045 


Pus 


95WMQ065 


405241 


7249178 


Minus 


69927-70526 


405264 


7329374 


Plus 


28556-28684 


4052B7 


3926029 


Plus 


89802-89999 


405302 


2076453 


Minus 


1216B8-121B40 


405303 


2078453 


Minus 


130607-1 3D802 


405336 


6094335 


Phis 


332o7-33oo9 


406347 


2979602 


Minus 


977-1116 


4053B5 


6552772 


Plus 


48332-48454 


405443 


7408143 


Plus 


9071 6-90887. 1 01 420-1 01 577 


405455 


7656675 


Plus 


134112-134671 


405494 


8050952 


Minus 


70284-70518 


405521 


9454643 


Plus 


65096^65247,77508-77637^61242-81364.84246-84395 


405523 


9454643 


Plus 


1 1 4550-1 1 4668, 1 17265-1 1 7407,1 1 94S0-1 19599, 1 23237-1 23395,131140-1 31 21 7 


405547 


1054740 


Plus 


124361-1 24520, 1 24914-1 25050 


405605 


5836195 


Minus 


117070-117270 


40560a 


5B15499 


Menus 


66622-66925 


405629 


45081 16 


Minus 


1Q167B-101B66 


405634 


5306288 


Plus 


17856-17957,183 02-18412,1 8837-18927,22790-22969 


405654 


4895155 


Minus 


53624-53759 


405692 


4314424 


Plus 


61379-62562 


405706 


4165003 


Plus 


44307-44431,4951949602 


405720 


9797144 


Plus 


13409-13861 


405732 


7534017 


Plus 


146981-147316 


405759 


3289022 


Minus 


18283-18399 


405780 


7248203 


MTnus 


48204-48371 


405784 


7417368 


Minus 


77798-78000 


405829 


7109593 


Minus 


15626-16127 


405899 


6756731 


Minus 


89867-90358 


405935 


6756795 


Minus 


163112-163652 


405959 


6758815 


Plus 


1-642 


405965 


8247786 


Minus 


179930-180373 


405966 


8247788 


Minus 


51762-5197B 


405970 


6247789 


Minus 


4579546295 


405981 


8247790 


Plus 


4771-533B 


406005 


8247B01 


Minus 


39912-40220 


406053 


6758997 


Phis 


30921-31532 


406073 


9119150 


Plus 


60495-60610 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Plus 


251370-251797^52168-252882 


406298 


56B6278 


Minus 


30OB4-30T70 


406327 


9212407 


Plus 


168241-168492 


406333 


9213235 


Plus 


64689*4796* 


406364 


9256114 


Minus 


50715-50833 


406377 


9256135 


Plus 


126826-126979,129755-129942 


406413 


9256407 


Plus 


43858-44003,4699347136 


406468 


9795553 


Plus 


43734616,88709046,11366-11509,11525-11880 


406470 


9795562 


Minus 


15532-15697 


406504 


7711360 


Minus 


1O706B-1O7277 


406506 


7711374 


Minus 


6843-8077F 


406992 


4567182 


Plus 


352660-352963 



Table 32A Iste about 969 genes unregulated In lung fibrosis relative to normal body tissues. Types at pulmonary fibrosis samples Included In this analysis ware idiopathic pdmorrary 
fibrosis (IPP), hypersensitivity pneumonlfe {HP), and non-specific interstitial pneumonitis (NSIP), These rjenes were selected from 596B0 pro besets on Ike Eos/Affymeinx Hu03 
Genechip array. Gens expression data for each probeset obtained from this analysis was expressed as average intensity (AJ), a normaEzed value reflecting the relative levels of 
mRNA expression. 

Table 33A fete about BOO genes upregdaied in lung fibrosis retetve b norma) lung. Types of pulmonary fibrosis samples included Vt this analysis were Idiopathic pulmonary fibrosis 
(IPF), hypereenshMy pneumonitis (HP), and n 00-3 pacific interetOa] pneumonitis (NSIP). These genes were selected from 59660 probesets on the Eos/Any matrix HuD3 Genechip 
array. Gene expression data for each probes et obtained from this analysis was expressed as average Intensity (Al). a norm allied value reflecting the relative levels of mRNA 
expression. 

Table 34A lists about 703 genes unregulated In fdlopalhic pulmonary fibrosis (IPF) relative to hypereensnTvity pneumonia (HP) or non-specific IntercUtfa) pneumonitis (NSIP). These 
genaa were selected from 55589 probesets on Vis Eos/Affyrnelrbt HuQ3 Genechip array, Gene expression data Cor each probasat obtained from this analysis was expressed as 
average intensity (At), a normalized value reflecting the relative levels of mRNA expression. 

Table 35A Bsts about 323 rjenes unregulated In hypersensitivity pneumonitis (HP) retaove to Wtopathlc pulmonary fibrosis (IPF) ornooepectnc WersCSal pnaumonffls (NSIP}. These 
rjenes were selected from 59680 prabeseis on the Eos/Affymefrix Hu03 Genechip array. Gene expression data for each pro beset obtained from this analysis was expressed as 
average intensity (At), a normalized value reflecting the relative 1 avals of mRNA expression. 

Table 36A lists about 52 genes upreguTatad in no n-speclffc 1 ntersfifa] pneumonitis (NSIP) relative to hTpersansitrvrfr pneumonitis (HP) or idiopathic pulmonary fibrosis [IFF}. These 
flenes were selected from S9B80 probesets on the Eos/Affymetrix rlu03 Genechip array. Gene expression data for each probasat obtained from this analysis was expressed as 
average Intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 37A lists about 206 genes downregulated In lung fibrosis relative to normal rung. Types of pulmonary fibrosis samples Included in thin analysis were Idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonias (HP), and non-specific mtarefitjal pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/Arrymatrix HuD3 
Genechip array. Gene expression data for each pre beset obtained from tills analysis was expressed as average intensity (Al J. a normalized value reflecting the relative leva's of 
mRNA expression. 
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Table 38A lists about 207 genas upregutaied in lung fibrosis rotative to normal tissues. Types of pulmonary ffcrosis samples Included In this analysts were idicpaihic pulmonary 
fibrosis (IPF), hyr^rsensMy pneumonitis {HP] r and non-specific intersStte! pneumonlfls (NSJP). These genes were selected from 596B0 probesets on the Eos/Affymelrtx Hu03 
Ganechtp array. Gene expression data for each probeset obtained from this snsryslg was expressed as average Intensity (Al), a normalized valua reflecting the relative tevefs of 
mRMA expression- 

TABLE 32A: About 569 nerves upregulated ui lung fibrosis relative to normal body 

Pkey : Unfqus Eos prcbeset identifier number 
ExAccn: Exemplar Accession number, Gsnbanfe accession number 
UnlgenelD: Unigene number 
Uniosne Title: Unigene gene (We 
R1: 
R2; 



90th percentile of tong fibrosis Als divided by 90th percentile of normal tissue Als. where the minimum value for the numerator and denominator was set to 50 
90th percentile of tung fibrosis Als divided by 90lh percentile of normal JJssub Ate. where the 15m percenSle of normal tissue Als was subtracted from both the 
numerator and denominator. The minimum vatue for the numerator and denominator was set to 50. 



Pkey 

414517 
405964 
431723 
442275 
417204 
444342 
431039 
421110 
457200 
425211 
443709 
431164 
445537 
432519 
421798 
400259 
444325 
416402 
413046 
432985 
443324 
443494 
408562 
449523 
421952 
427383 
409203 
441635 
446423 
415323 
442852 
414812 
416007 
421502 
436954 
446998 
421340 
420656 
432441 
408380 
414998 
446921 
429732 
442832 
407949 
433293 
424310 
42B043 
431745 
444527 
421379 
419231 
428927 
432222 
442994 
416030 
438B73 
453142 
424917 
439750 
432810 
418259 
453310 
424144 
423575 



ExAccn 

M244B1 

M21305 

AYV05B350 

AW449467 

N81037 

NMJH4398 

BH04139S 

AJ250717 

U33749 

M18S67 

A1032692 

AA493650 

AJ245671 

AI221311 

K74880 

AW15281B 

NM_000716 

M93221 

T92363 

R44013 

AW237014 

AI436323 

N(vU»0579 

AA300900 

NMJB5411 

M780473 

AB036432 

AW0B227O 

BE269352 

AJ005163 

X72755 

M135D9 

AF111856 

M740151 

N99013 

F07763 

AA279098 

AW292425 

AF123050 

NM_002543 

AB012113 

U20158 

AW2D6560 

W21874 

AF007835 

AA338B48 

T92248 

AW972448 

NML005408 

Y15221 

AL046294 

AA441837 

A1204995 

AI026718 

H15261 

A1302471 

AA033848 

A163620B 



AA8B3400 
AA215404 
X70697 
AA454033 
a 6863 



Hs.76305 

Hs,167B2 
Hs.54795 
Hs.1074 
Hs.10887 

Hs.1355 

Hs.197764 

Hs.1867 

Hs.134662 

He.94367 

Hs,12644 

Hs.130704 



Hs.16757 

Hs.1012 

Hs.75162 

Hs.178703 

Hs.164225 

Hs.315369 

HsJ1141 

Hs.54443 

Hs.98649 

Hs.177582 

Hs.687 

Hs.104 

Hs.12496 

Hs.949 

Hs^0l37B 

HS.773B7 

Hs.83169 

Hs.105039 

Rs.1 30425 

Hs.16762 

Hs.1359 

Hs.187636 

Hs.163484 

Hs^4532 

Hs.77729 

Hs.16530 

HS.248B 

Hs.253569 

Hs.247057 

Ks.32417 

Hs. 50334 

HsJ2240 

Hs.163425 

HS.113B3 

HB.1039B2 

He.135245 

Hs.90250 

Hs.16954 

Hs.21948 

Hs.124292 

Hs.7473 

Hs.96901 
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Hs.1765 lymphocyla-spBcific protein tyrosine Kin 
Hs.303026 major histocompafiblrty complex, class 
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Hs.151428 ret finger protein 2 

CI 5XX>tW:gi14469MBfcbiAAD2131 11 ) {AF 
Hs.31447 ESTs, Moderately similar to A46010 X-lin 
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Hs,8904 Igsuperfarni'ly protein 
ESTs 

Human DMA sequence fewn clone RP1-31 0O13 
H5.109370 ESTs 
Hs.134587 ESTs 

Hs3t707 ESTs. WeaWy slmllarto YEW4LYEA5T HYPOT 
Hs^4697 ATPese, Class V, type IOC 
Hs/120910 ESTs 

DnaJ (Hap40) homobg, subfamily B, membe 



Hs.114727 

Hs.109653 
Hs.9414 
Rs.155029 
Hs.61311 

Hs.241535 

Hsv34771 

Ha.29S944 

Hs.268107 

Hs.161354 

Ks>255158 

Hs.4265B 

Hs.8966 

Hs.157367 
Hs.213956 

Rs.297681 
Hs.272203 



Homo sapiens, clone MGC:16327, mRNA com 

ESTs 

ESTs 

r0AA148B protein 
ESTs 

ESTs, WeaWy slmlar to S10590 cysteine 
ESTs 

ape lipoprotein i, 3 



tissue factor pathway Inhibitor 2 



ESTs 

calmodulin 2 (phosphorylase kinase, dsH 
ESTs 

Eos Control 

ESTs 

ESTs 

hypothetical protein FU21776 
Targst Exon 

ESTs, Weakly slmlar to 178865 serineAh 
Homo sapiens BAG done RP1 1-1 0205 from Y 
Homosapiens cDMA: FU22063 lis, clone H 
serine (or cysteine) proteinase inhtbto 
Homo Eaptois cDN A RJ20843 fis, clone AD 
solute carrier family 16 (rnonocarboxyllc 



2.19 

219 

219 

219 

2.18 

2.1B 

218 

2.18 

218 

217 

2.17 

2,17 

217 

2,17 

2.16 

2.16 

2.16 

216 

2.16 

2.15 

2.15 

2.15 

2.15 

2.14 

2.14 

2.14 

214 

2.14 

2.14 

2.14 

2.14 

2.13 

213 

213 

2.12 

2.12 

212 

212 

2.12 

2.12 

2.12 

2.12 

212 

2.11 

2.11 

2.11 

210 

210 

210 

210 

210 

210 

2.10 

210 

210 

210 

210 

210 

209 

209 

209 

209 

2.09 

20B 

208 

208 

208 

2.0B 

208 

20a 

208 
2.08 
20B 
208 
208 
2.07 
2.06 
206 
206 
206 
20$ 
2.06 
206 



1.92 

2B5 

2.01 

251 

1.73 

253 

154 

1.93 

1.57 

205 

1.75 

201 

3.12, 

4.14 

219 

1.70 

1.60 

1B3 

1.78 

1.87 

1.65 

2.40 

235 

2.58 

205 

214 

1.69 

203 

1.57 

1.68 

204 

1.72 

1.68 

2,47 

231 

276 

211 

285 

204 

200 

1.72 

1.75 

1.84 

4.42 

1.6S 

220 

212 

2.48 

2.42 

1.67 

191 

168 

1.64 

171 

205 

201 

166 

2,48 

3.11 

1.69 

175 

1.62 

1.85 

3.41 

160 

239 

168 

172 

151 

3.14 

209 

166 

146 

187 

284 

UB 

2.75 

166 

1.70 

178 

230 

231 

141 



463 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



421464 


AAZ91553 


424631 


H61453 


434542 


AA769310 


41B323 


NMJ»2118 


418836 


AKS5499 


431315 


AW972227 


400750 




406851 


AAS097B4 


414936 


C14774 


453459 


BE047032 


443450 


N 66 045 


430015 


AW768399 


429399 


AA452244 


411653 


AF07057B 


417916 


NMJQ06416 


421757 


Z20897 


441942 


AF162645 


431043 


AA516420 


432006 


AL137382 


414154 


AW205314 


449967 


AWD79749 


418452 


BE379749 


406645 


M57466 


414516 


AI3078Q2 


417032 
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toltoki-llke 1 


1.84 


1.57 


416133 


MM AM 77? 


He £WT1 




1.84 


202 


414776 


AA155599 




hvnattiflBcfll motdn FU 14196" KIAA1714 

uy |iuuiDiiMfli pi^Jidii t lu I'll w%jp rurvi n n 


1.84 


1.72 


414603 


XD310D 


Hs.914 


Human mRNA fnr Kfl risssll MeioromnafiW 


l!B4 


247 


408669 


Al 493391 


Hs78146 


nlritBtetfendnlhnllai oall Hrihaston molec 


l!s4 


229 


45550$ 


AW976165 




gbcEST3aB274 MAGE resequences, MAGN Homo 


1.84 


169 


410290 


AA4O2307 


Hs.322B44 


hypothetical proteb DKFZp564A176 


l!83 


212 


426457 


AW894667 

TO lUt/lVU 1 


He 22660 


pfijmprfn Ich^naerin) 1 

Mill 110 III |vlllHinOMII^ 1 


1,83 


159 


458247 


K46243 


Hs.1 10373 


ESTs, Highly similar to T42626 secreted 


1^83 


1.57 


417006 


AA1 94446 




ESTs, WeaWy stmfer to S55Q24 nebulin, 


1.83 


1.45 


425175 


AF0202Q2 


H3.15S001 


UNC13 (G, eTegansJ-lIke 


1.83 


218 


429952 


ATUw lull 


Hs 296573 


Inhlhllnr nf Icanoa Inht nnivrnnffrfn cwn 

imiiLKUJi ui nop^ia nyui yMy^vpuvo y™' 


1.B3 


175 


43B596 


AA829427 


Hs 243081 


ESTs 


1*33 


283 


436486 


AA742221 


H» 120633 


ESTs 


1.82 


214 


433365 


nrl/tUjTt 




ESTs 


\'jB2 


2.50 


449943 


AF1G4966 


Ks.24212 




1.B2 


203 


426437 


BE076537 


Hs 169695 


trbiquibn-conJiiQ sling enzyme E2L 6 


1.B2 


237 


421563 


MM 006433 


Hs 106606 


n nnni An; In 


1,82 


248 


449161 


N53431 


Ha.47647 


ESTs, Weakly similar to TO00S7 hypothefi 


1^81 


281 


453107 


KMJH6113 


Hs^79746 


vanlllold receptor-fike protein 1 


1^1 


2.85 


418371 


M13580 


HsA4296 


0074 antigen ^nvaiiant polypaptde of m 
Homo s aniens mRNA: cDMA DKF2b434A1 19 ffr 


1B1 


2*50 


432946 


U60898 


He 279854 


1.81 


205 


432297 




Hs 285625 


1.80 


3.13 


426677 


A1857119 


Hs.1 20036 


troponin 1, caicigc 


180 


294 


409485 


5B0990 


Ha 262136 


fkxJin (coteg&cfBbnnojen domaivcont 


1.80 


228 


423061 


AF262992 


Hs.1 231 59 


sperm associated antkjerv 4 


1^0 


1^6 


425458 


H69317 


Hs 162889 


ESTs 


1.80 


251 


425390 


AI092634 


Hs.156114 


protein tyrosirtQ plrospfi^^^sc^ njon^nccGpt 


180 


141 


40d2f)B 


Y00093 




Inteartn aloha X (antloen CD11G f d1S01 


180 


220 


430670 


AI417881 


Hs, 292464 


ESTs 


1.80 


162 


439425 


AF086244 


Hs.1 14659 


ESTs 


1JH 


237 


4066 BS 


A1634522 


na> KicMB 




180 


213 


440875 




ria>£r 3iou 


FST'v Wef^^flnrtoKnOI HUMAN CALCt 


180 


1.60 








COlo, VVcaKiy SKTUEU IU rriUuw tfOJI J proi 


1 7Q 

1*49 


1 K7 

1, Of 


40662! 


X57809 


H&89S7 


immunoglobulin lambda locus 


179 


218 


431958 


XB3629 


Hs^877 


cadherin 3, type 1, P-cadherin (ptacBnfca 


1.79 


168 


403421 






NM_016369*:Homo sapiens daucfti 10 CCLDN 


179 


2/7 


430423 


AI19Q543 


Hs.143479 


ESTs, Weakly si ml arte hypothetical pro 


179 


2.92 


416384 


AUD76S03 


Hs.79283 


sBlectjn P Ikjand 


1.79 


1.67 


440638 


A1376561 




gbte64e10j{1 SearesJ^FLJ^GBC S1 Homos 


178 


1.69 


422003 


AA361760 


H&29632B 


ESTs 


178 


205 


412288 


KM_G03005 


Hs.73800 


selscQn P (granule membrane protein 140 


177 


182 


432987 


AI864771 


HS27964 


COB6 antigen (CD28 antigen Hgand 2, B7- 


177 


203 


441602 


AI655043 


Ha.133456 


ESTs 


177 


201 


458194 


AW3B3818 




ESTs, Moderately similar to ALU2J1UMAN A 


176 


235 


432565 


AA553477 


Hs.152428 


ESTs 


176 


2.63 


421071 


AI311238 


Hs.104476 


ESTs, Weakly similar to CGHU1E collagen 


175 


259 
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4QB9B9 


AW351666 


414807 


AT73B616 


403903 




421461 


AW291023 


430850 


BE144152 


424377 


AFDB1675 


443884 


N20617 


423057 


AW961597 


446262 


AW880830 


431890 


X17Q33 


431830 


NA4_002204 


412896 


AW804157 


407366 


AFD28942 


419407 


AW410377 


442117 


AW664964 


438606 


NM_014859 


434795 


BE620794 


426490 


NMJJ01621 


418307 


U70867 


421221 


AW276914 


423B57 


N46902 


408393 


AWD1531B 


432409 


AAB08538 


440817 


A1341423 


421445 


AA913059 


453691 


H12235 


422278 


AF072B73 


424687 


J05070 


434951 


AF161442 


444301 


AK000136 


407775 


NR/L004914 


437119 


AB79921 


426836 


N41720 


453498 


BE18M12 


42B289 


M26301 


404854 




450954 


A1904740 


410048 


W76467 


407657 


Al 928445 


447827 


U73727 


417193 


A1922189 


421237 


U 25029 


433350 


BE563152 


417451 


AWD072BO 


443791 


N6445B 


440475 


A1B07671 


431743 


AW972642 


400328 


X87344 


451876 


T63141 


417321 


N68722 


439237 


AW40B15B 


416707 


U97502 


432176 


AW080386 


450708 


AA376654 


429570 


DE242256 


448406 


AW772298 


439971 


W32474 


452424 


AI964028 


423161 


AUM8227 


416316 


H58721 


431806 


AF186114 


452203 


X57522 


427509 


M62505 


438089 


W05391 


40903B 


T97490 


433417 


AA587773 


444009 


AI360792 


436057 


AJ004B32 


437352 


AL353957 


433614 


W07475 


410494 


M38564 


411125 


AA151647 


446616 


R65964 


419918 


XBQ7D0 


42B141 


D50402 


434308 


NS1517 


447341 


AF106941 


454315 


AW373564 


423261 


AJ271684 


433671 


AW13B797 


412869 


AA290712 


436906 


H95990 


417771 


AA80469B 



Hs.49500 KIAA0746 protein 

Hs.77348 hydroxypmslaglandln dehydrogenase 15-<N 

C5001 S32*:gll1 06453D0|gb]AAG2143O.1lACOO 
ESTs, Weakly similar to A46010 X-inted 
gb:MR£M™65-050200-006^02KT0165 Homo 

Hs.146322 kBIar cell tecth-fite receptor subfanri 

Hs.194397 lectin receptor 

Hs. 13081 6 ESTs, Moderately similar to 136022 hypot 

Us. 185273 ESTs 

Hs.271986 integnn, alpha 2 (CD49B. alpha 2 subure 

Hs.285829 Integrin, alpha 3 (antigen CD49C, alpha 

Hs.308026 major histocompaflbility complex, class 

Hs. 1 751 a gtcHomo sapiens cig33 mRNA, partial sequ 

Hs.41 502 hypotheCcal protein FU21276 

Hs.128899 ESTs: hypofcefJcal proten for )MAGE:447 

Hs.6336 KIAA0572 gene product 

Hte r 4l47 Iranslocaling chain-associating membrane 

Hs.170087 aryt hydrocarbon receptor 

Hs.83974 solutecarrier tartly 21 (prostagtancffn 

Hs.326714 Homo sapiens clone IMAGE:713177, mRNA se 

Hs-1334B1 Homo sapiens mRNA; cDNA DKF2pS64O0B62 (f 

Hs.23165 ESTs 

Hs.130732 KIAA1575 protein 

Hs. 288433 neufoinrrfn 

Hs.104433 Homo saper©, clone IMAGE:4054868. mRNA 
H&u? 26505 ESTs 

Rs/114218 frizzled {Drosophife) homolog 6 

Hs.1 51738 matrix metaltoprotesiase 9 (gefatinase B 

Hs.191591 Homo sapiens HSPC324 mRNA. partial cds 

Hs.10760 asporin(LRR class 1} 

Hs.38772 RAB3S, member RAS oncogene family 

Hs,177043 ESTs 

Hs.1 72684 vestale-assoclated membrane protein 8 (e 
Hs.23245 hypothetical protein RJ11767 
Hs^253 complemenl component 2 
Target Exon 

Hs.25591 receptor (calcitonin) activity modifying 

Hs.343874 proline oxidase fiomolog 

Hs.92254 synaplotagmm-like2 

Hs.19718 protein tyrosine phosphatase, receptor t 

Hs.288390 hypolhetlcat protein FU22795 

Hs.102761 Human gtococoriicold receptor alpha mRNA 

Hs.10352 Homo sapiens cDNA: FU20944 fls, cten© A 

Hs.1 15537 putative dZpeptfdase 

Hs.143345 ESTs 

Hs.24040 potassium channel subfamily K member 3 

Hs.293055 ESTs 

transporter 2. ATP-binding cassette, sub 
gbTyb99s12js1 Stratagene lung (937210) H 

Hs.191368 ESTs 

Hs.31 8893 ESTs, Weatty s'mlar to M75B2 &«H gr 
Rs,8749? butyroprnlin. subfamily 3, member A2 
Hb.112276 arrestin,beta1 

eukaryoCc trartslaton initiation factor 
Hs.2441 WAA0Q22getie product 
Ks.21103 Homosaptens mRNA; cDNA DKFZp564BQ76 (fr 
Hs.301746 RAP2A, member of RAS oncogene femly 
Hb.48353 ESTs 

Hs.124776 downstream of cadherln 6 (by 3-3kb) 
Hs.271626 ESTs 

rfe. 270737 tumor necrosis factor (ilgand) superfaml 
transporter lATF-blndtng cassette, sub 

Hsj>161 complement component 5 receptor 1 (CSal 
nuclear receptor subfamily 1, group I m 

Ks.60002 small Inducible cytokine subfamily A {Cy 

Hs.8859 Homo sapiens. Similar to RIKEN cDNA 5830 

Hs.135104 ESTs 

Hs^03& neuropathy target esterase 

Hs.284181 hypothetical protein DKFZd434P0531 

Ks.277101 cytochrome c oxidase subunit IV isoform 

Hs.640t6 protrinS {alpha} 

Hs.68877 cytochrome b-245, alpha polypeptide 

H&.334873 ESTs. Weakly slmifar to ALU8_HUMAN ALU S 

Hs. 93728 pre-S-ceU leukemia transcription factor 

Hs.182611 solute carrier famfiy 11 (proton-coupled 

Hs.47282 ESTs 

H&.18142 8fTBsfin,beta2 

Hs.251928 BAN? homolog, SMAR1 homolog 

Ha ,1 26355 C-type {calcium dependent, carbohydrate- 

Hs.132906 1BA24 protein 

Hb J2407 CXC cliamoVne figand 1 G 

Hs.181244 major histocompaHWIHy complex, class 

Hs.B2547 refinolc acid receptor responder (tazaro 
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1.87 
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216. 
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1.5S 

1.57 

221 

1,46 
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143 
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217 
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2.07 

1.54 
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1.44 

2.03 

4.21 
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240 
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3.03 
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201 
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2.43 

202 
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423329 

424909 

431921 

437400 

426274 

415078 

447929 

401854 

406B5O 

433015 

431130 

453870 

414763 

428281 

412870 

407601 

432894 

467941 

442743 

419542 

433124 

422487 

428610 

417433 

429109 

409361 

427B72 

449853 

431369 

415149 

447217 

427585 

445672 

432210 

458205 

4S2518 

419577 

439620 

423804 

42465B 

42B494 

431573 

409524 

406707 

419452 

406422 

421341 

421195 

425898 

426125 

451220 

409236 

411800 

432133 

428533 

455797 

415765 
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448746 

407568 

422573 

42713B 

457918 

423696 

416700 

407244 

451109 

406654 

407603 

445417 

436982 
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AI9B2529 

AA505445 

AF054910 

S78187 

N464S6 

AB011542 

D38122 

AA311223 

R27219 

AI624300 

AT696602 

NHU1061Q3 

AW3850D1 

U97276 

AA1945S4 

N22788 

AG002300 

AW167668 

A1004525 

A180I351 

M366037 

U51712 

AJ01O901 



Hs.5B879 
Hs.5599 
Hs,2007 



8E270266 

A1005637 

NM_0059B2 

AA835058 

AF006823 

BE184455 

X12451 

GE465754 

D31152 

A1907438 

AJ567421 

AI380016 

AA280722 

136531 

AAB38727 

AW40344B 

NM_002406 

AA233439 

AW97107O 

AW402151 

AW090702 

U33635 

AJ243212 

BE464560 

AU07E629 

X87241 

AF124251 

ALO4099O 

AWB72477 

AB033088 



Hs.90911 
Hs.13776 



Hs.24040 



BE091B33 

NMJXI5424 

NMJ0O298D 

AI668594 

AA7409S4 

AW297985 

N77624 

AL359590 

Z92546 

AW49895B 

M10014 

F11875 

M90GB6 

AW955705 

AKOOtOSfl 

AB018305 

AF240487 



456637 
422129 
417785 
414849 



410598 
424247 



AW407157 

AW161450 

AU076635 

X59812 

AW372721 

AA740983 

AI817130 

X140D8 



H8.B429B C074 antigen (invariant polypeptide of m 
Ks.300697 tmmunoglobiiin heavy constant gamma 3 (G 
Hs.127111 teWJr>2lfest»cular) 
Hsu1 53752 cell division cycte 25B 
ESTs 

EGMte-doman, multiple 5 
tumor necrosis factor [ligand) superfami 
HsJZB309t found In mflammatory zone 3 
Hs.74647 Human T-cell receptor active alpha-chain 

Target Exon 
Hs.172928 collagen, type I. alpha 1 
Hs.1 12757 ESTs 

H&2719 HE4; epcifdyrflis-spechlc, whey-addfe pr 
Hs.B042 Homo sapiens cDNA: FU23173 fe. dona L 
Hs.77266 qutesdrt Q6 

Hs.1 B3434 ATPase. K trans porting, lysosomal (vacuo 
Hs.82407 CX£ cbemofdne ligand 16 
H s37 1 29 sodium channel, nonvottage-gated 1 , beta 
Hs.279772 brain specific prateirt 
Hs.14587 ESTs, Weakly simile to AF1 51859 1 CGM 
Hs.302110 ESTs,WeakljfslmllartoMUC2_HUMANMUClN 
solute canter famly 16 (mcnocarboxylic 
hy pdhefcd protein SMAP31 
Hs.198257 mucin 4, tracheobronchtal 
Hs.21 1092 LUNX protein; PLUrJC (palate lung and nas 
Hs.82128 5T4 oncofetal trophoHast glycoprotein 
He.196352 neutrophil cjtosclc factor 4 (40kD) 
Hs.54416 sine ocuia homeobox (Drosophlla) homolo 

Human DMA. sequence from done RP1-261G23 
potassium channel, subfamily K, member 3 
H&251754 secretory leukocyte protease Inhibitor { 
Hs.78056 csmepstoL 
H3.1777B neuropllri2 

Hs.179729 collagen, type X. alpha 1 (Schmfd meteph 
Hs^82862 ESTs 

Ks.273330 Homo sapiens, clone 1MAGE3544662. mRNA. 

ESTs. WeaKJy slmter toT4SJtHUMAM TRANS 
Hs.24756 ESTs, Weakly similar to I3B022 hypotheH 
Hs.91296 rntegrfi,alptia8 
Hs.1 24405 ESTs, WeaHy similar to A46O10 X-linked 
Hs. 16725 Intwferon-stimiiated transcription feet 
Hs.151513 man nosy) (alpha-1>)^Vcorjfoteln beta- 
Hs.1 04634 hypothefical protein FU20005 
Hs^BUGO ESTs, WeaWy similar to ALU1 J1UMAN ALU S 
Hs.54673 tumor necrosis factor (ligand) superfarf 
Hs.240615 luboKn alpha 1 
Hs.90572 PTK7 protein tyrosine kinase 7 

Target Exon 

deleted In malignant brain tumors 1 
Hs.133017 ESTs 

Ha. 165950 fibroblast growth factor receptor 4 
Hs.186994 FAT tumor suppressor (Drosophlla) homolo 
Ks.26054 novel SH2-contaln1ng protein 3 
Hs.61515 Homo sapiens mRNA: cONA DKFZp564G1 12 (fr 

ghJim30fO3jd NCl_CGAP_Thy4 Homo sapiens 
Hs.272567 KIAA1262 protflin 

ESTs 

gb:|L2-BTO73t-26040&^F04 BT0731 Homo 
tyrosine kinase with (mmunoglobuKn end 
secretin receptor 
Hs,176563 ESTs, Weakly similar* CP4YJHUMAM CYTOC 
Ha. 62699 ESTs 

Hs.295726 htegrtn, a^heV(vilrtin£crji receptor 
HSv173717 phosphatidic acid phosphatase type 2B 
Hs.1 62604 hypcthefical protein OKFZp762Ml86 
Hs.131819 Sushi domain (SCR repeat) containing 
H 3.343475 cathepsin D (lysosomal aspartyl protease 
fibrinogen, gamma polype plW e 
Homo sapiens cDNA FU1 2961 lis, done NT 
H1AGM8tocompat!Mty nmTgen, dass 
Homo sapiens, done 1MAGE4299322. mRNA. 
a disVitegrfn-like and metaHoprotaasa w 
spondtn 1 , ffcsporKfin) extracelJulaf mat 
Bs.179152 toll-like receptor 7 
Hs.1S67ai ESTs 

immunoglobulin lambda locus 
OGI-66 protein 

same (or cysteine) proteinase lnhlblto 
cytochrome P450, subfamily XXVI I A {stero 
Hs .291623 ESTs, WeaWy stmlar to unnamed protein 
Hs.210792 ESTs, Weahry almllar to AlUB JUMAN ALU S 
HomosBpiens cDNA TTJ13698 fis, done PL 
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Hs.2199 



Hs.5634 

Hs.73835 

HSJ62604 

Hs.12680 

Hs.5378 



Hs.8957 
H&1092O1 
rte.1478 
Hs.82568 



Hs.9195 

Ks.234734 lysmyme (renal amytoWosIs) 
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429500 


X78565 


Hs.289114 


413474 


186312 


Hs.334485 


406659 


AA663985 


H8.277477 


451049 


AA013353 




436494 


AA720997 


Hs.1 28295 


438374 


AA321866 
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Pkoy: Unique Eos probesat identifier number 
CAT number Gene duster number 
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AW814843BF382644 BG429539 BE929862BF8lt25B 
H61453 AA83a765 AI693104 AA721107 

AF3924S4 AK023074 AI884890 AI814455 AWS66220 BF736545 AA02G021 AA286843 AA251918 BG197710 AA026294 AA337356 BC010422 
AK023226 KM 022776 BM4594S6 AA7B931 0 AI8264SQ AU153650 AU 160375 AW1G621 1 AW292992 BF43353B AJ823888 AI68479B AI655985 
AW770982 AJ40D454 A127B257 AAE39510 A1669B18 AW772604 AA807539 AU1 30298 AU13202B BF90D8B9 BF904822 AY007102 AU143256 
BG621460 AA829630 A1B64665 A1084922 AA025234 A136OO60 AA766554 AA0262B5 AA825817 AA2S1762 BE180751 BM464530 AV715633 
AA779447 A1452519 AW418525 AA435643 D25B94 AA435651 AA285844 NB4369 AJ702262 BG288063 BE170545 BM4662328E299160 AA16S573 
AL56742B BF217285 BE967276 
AA6097B4 R97304 
C14774C17911D79033 

BC017171 BC012195 NIWL007120 AF100752 AL137377 Z707B8 BM474B65 BG754808 AU124376 BG757203 BG764420 BG77E028 BGB24418 
BMO^BIO AU120387 BG770238 BGB8G740 BG91 3323 BI759980 BG395998 BM048875 BEBB1070 BE313689 BEB791 44 BM309834 AW245847 
AI770171 BF196861 BEB56^97AA483876 AI375927M64S810AA948193AM90916AI459993AM581fl8A^ 

At365l96 AW337984 AW026150 BE486591 BE674599 A1B1843B AA772197 AJS51 927 AW151 143 Bl 136825 BG819083 BM4587B4 BE903567 
BE732715 BM043200 BE900253 BE9OO706 BE731097 BE390023 BG875384 BF998406 BF98B930 BM476542 AW24621 5 BE501897 BE903610 
BE56153D BES60537 BE903782 BE732947 BI227204 BG761305 BE262842 BE391648 BE362475 BG008258 BI547991 BW59099 BE391391 
BE25942D BE2S8109 AW245422 AI4Z3847 AI914618 H80534BE301004 AL531791 A1435581 BF793112 AL577303 AA373266 BE7459B5BF743630 
BE879296 A1359493 BM018598 A1889260 AW072450 F20201 AW1S1405 AW517572 AA77346B BG25S694 BE39I163 BG621 529 AM2t728 
BG767231 BM462953 BG340524 W52648 AA113434 BE785431 K041981 BG8323B5BG253168 BG759470 BF369329 BP981332 BE259418 
BE76573B BI091658 N72512 WE8732 WB5S90 BG958989 At205206 H19721 W17051 W779SB BI2B2010 AA844319 W74143 W72214 H8G194 
BE734033 BG1B4099 AA931 069 F1 3845 R41394 AKD25758BG1 80977 BE349455 AA812018 AA740241 A1027722 AJ 150356 AAB86395AW977B27 
BE220225 AA884062 AW518114 A1243844 AAB09493 AA481029 AA825718 A13478B6 AI431670 AA814436 AI251 109 R077D4 AA765606 AA724593 
AJ918399 A1537550 AA491103 AW00B188 RD7703 AA989120 AA748235 AW02fl983 AA789102 AU185751 AW971465 AA4B96B1 AW971B93 
AW5120BG BE077936 BI8608095B902760 BG746251 BE962912 BM4545B4 AL134894 BF1040B2 H80591 

AW970134AA516420 AA543007 BG057526 B1D01430AI49B371 DG0181 DB1004 D603B2C15B76 N9107OC14815C15068 DB0763 C1481B 
a5161D60lB4D60656 

AK057782 AI146454 BG703115 AI765980 AI94B811 AA889263 AA947457 BG547193 H11947Z3B147 F10426BF447329 H11M6T7496B F06195 
BG54S563 AJ004988 AA148735 AI307S02 AI439791 BE041453 A1964904 AA14B734 F12B23 
BG623239 N58315AJ524952 

AU1021BAIBl6203AI6B8476AA92835lAWl57672AI2fi8740BE4S8242AW5247SAJ251665AW192364B 

AW162770 A1680660 AIB79555 AJ347717 BF88Q600 A1266646 AA834381 A1291G67 Al 264 567 Z38449 T03352 AJ929432 BES73697 A1124770 

AI3503B9 AA910378 R54042 AV74B670 AW089037 AV729218 H28971 R3B549 A1692560 BE6715B2 BEG 6991 6 BE672206 BF445152 BF445151 

AJ914323 AI684406 AA932348 BE670597 AA932OB0 

AF086037HB9360H89546 

AW182323 AA813792 T05304 AW8583B5 

AKD5B513 AL553942 AL553941 BG924307 BEB79339 AA576941 BG054674 BF431361 BE487806 BF445874 BE13B79B AA425029 BF0B4265 
BE614324 BM466426 BEB19467 AW594S93 AA341536 AI82351 1 BI792998 AW296213 AW800506 AW378235 BE819553 AW341342 BE 146513 
BE146525 BE146515 AW295699 BE146518 BE146516 BF349828 AL5205B7 AW803944 BE931092 BF375188 BG67B709 BF832746 BG695737 
AW381 179 AI582980 AW582217 AW8144B4 BE672215 AW391 162 AW814336 AWB14302 AWB14444 AL5205B6 A1333134 A1378333 AW243412 
BE3504B2 A1628661 A192S481 AI24S159 AW593633 A127355B A14943B8 AA8DS260 AW00580B BE048135 AW341024 AA969419 AA912778 
AA621100 AA47S920 AIBB7584 AI290391 BE348490 BF340755 A122503B AJ887592 BG1 135B8 A15B6B08 AW196841 BF0871B4 AA353524 
AW957546 BF340833 BF037221 BE146523 

BI030997 AA921B74 AW188B22 BI027862 AJ347618 AJ361453 AJ08B754 AW207491 AA077391 BG01 2775 BG997382 AA2B6833 AA150722 
B10D7625 BI0278B4 BI009100 B1006275 BKW6270 BI031000 BI0298S4 BKM6277 BW07627 BI006266 B1006991 BI006990 BI007763 BI007762 
BG997377 AA150780 B1033518 BI027B18 BG015789 B1033807 AA341445 
AW97B7S6 AA767373 AW173343 AA836163 N27563 AA905328 R97032 
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4D9208 1Q117_2 



440636 
45B194 
421461 
430&5O 
400326 
451B76 
45070B 



452203 



371165J 
506272J 
12B91BJ 
296806.1 

2328579.1 
12745.1 



2B30J 



444083 10908J2 B183S699 Ah 23195 
4S550a 1239880.1 AW976165 CO4000 

417086 1 154J2 AK05660S AKD5G969 AW380724 AA195950 F21243 217422 AA176595 AA1 76955 AA194350 BCG06933 BCQ17566 AA1 95395 Z24810 AA181361 

AA193115 AAD86465 F25194F3Q130 AA180013AJ346143 F205B9F20620 F29371 F32439 F25153 F32146 F26110 F2B5C6 F2S307 F27S33 
F20375 F32370 AA653078 BF574B97 Z24B52 F00172 T30560 AW449625 A1620348 BG986374 BE706521 C02691 AL596B34 F31902 F26078 
AA670099 BF475555 F30B16 F37524 AJ34655B F280S0 F17933 F3t 637 C03413 AI092152 AA1B0743 AA08573Q F21998 F20B54 F18944 F31 180 
F37937 F37738 AA1931 62 Z17344 AA192546 

AK074O47 Al 144342 AWD1 4280 BM1451 2B N28267 AW206231 AA96S041 H93197 AW594063BG236296AW236606AW061031 AA765B43 
BM144372 AA989341 A1824338 Af963970 AI637671 AW196330 BG427526 BM148739 BFB83644 BF88194B 
BG009500AJ376551 AA897445 T87714 
AI692525 AWO0S307 AW383618 A1689B61 AI342712 AA906899 

AA291 529 AJ629027 A1890447 AAB77465 BF001 179 A1301 102 AW452003 AA7D4419 AA706863 T68871 AW291023 
BE1441 52 AA4B7799 BF9168C5 AA937952 

T63141 AJ821021 BF37Q092BF37Q127BF37005QT62998 

AKD5S196AW952031 AI694545A1742403AW874431 AW204731 AI887383BE220997AA011287AA115112AJ306385AW5717078F433009 
AW197042 A1367GB6 H23002 H11743 R37085 Z39208 AI0Q2267 H10206 T23948 W748G1 R51633 R37677 R59986 H10B33 BG012000 R13817 
H22794Z43122 H10257 BG984S43 H1Q875 BG9B4542AA31B232 BF849799 W76367 AA376654 R1B795 AA 11 4979 AA303B3B AWJ39B19 
A1674165 A1686172 W94102 R67170H11820 BG015Q23 

BCC14081 NMJ300593 X57522 L21208 L21207 121206 121205 L212G+ AI561404 AL546423 AL560492 A1556882 AL541576 AL550654 W823519 
BI770023 AL554969 BI4S9906 A1304693 AW295947 BM146642XS7521 BG820M3 8E898390 F06770 F12630BM423B10 AI561518BM009470 
B6742961 AA279685 AA847441 AA313737 BF172639 BF897216 BF914190 BF903647 S70277 A1559694 AWJ73295 A1361433 AA564644 
AA487429 BEB58232 AAB38610A|539114A!719375 AW29129 BG057675 AI423422 AM 58860 BE3G0655 AW170777 AA586956 AI571869 
AL55G850 AL576404 AL582800 BI256S44 BF342301 BGB75994 AAQ54458 AA3531 61 A1940434 BE816522 AL577636 AI479650 A Wl 50377 
AU154395 AW951271 AW32220 A1B1 9778 A1346733 AW771150 AW512525 A1249904 AA279809AI352549AW512517BG056280AA521222 
BE271141 AL6B1932 AL541575BI819184 AV66019Q AU56475Al62002OAW089fiB8AW079179 221518 AA667601 F04651 AI7B3S61 T57195 
AI433367 T78652 AL55496B AA365648 AL6B2619 BE874G01 BF804669 AL574468 BM145502 AI2B6514 AI53B823 AI475626 AA948210 AA6S4054 
AA487637 AA031844 M535221 AW794256 AW361 447 BE78ft505 A1682B92 AA630339 AAS52356 AA653084 BM0C91 54 AA1 35727 H05927 
H23433 R42244 N79997 AW366665 AW365601 AA678742 AL556474 AA135770 BE774050 BF914200 HB84S7 AA62774S B15S0216 BI7535B6 
438089 2244B.4 BM475S65 BH844917 AW770789 AW952971 NB4863BM2fi3259Al224545Al184aBSN69114AW5189Q2Al440l59 AAB0g472AV6S4440 

AA281642 AU1BS230 AW337382 A1672923 A1537113 N73882T83378 H63731 BF671764 AWB97824 AJ81 1204 AA344646 BE009112 BG899664 
H91240 R6054BM417O1 

427872 4983j5 BIB2B340 B186B674 R12B15 AW887767 BF4394Q9 AI424995 BG059B93 AA4170Q3 AI220270 AA41B740 AI19Q974 Z39070 AA742555 AA83505B 

AA694438 R20520 AA418795 BG4BQ307 BI560147 

458206 45BQ7 4 AI99C640 A13BQ016 BM273298 BM273060 

42t341 1407 T Nr^C07323AFl59456AJ243212AJ297835AA29D769N^ 

BF513992 AI720725 A1150B79 A1279072 AW&129D4 AI492104 AI284510 AI141231 AA613554 AW662148 AW769047 AA565985 AW612868 
AU100513 BG&K585 BG9S558B AA295763 BE62&41 4 BF760645 BG95439B AA295332 AA295795 BE932867 AW769569 T89953 BE93431 1 

41 1880 1139083J BE0881O1 T059SO AW872477 

42B833 317753_1 AJ928355AJ709178AA436447AJ431274BF94600D 

455797 1S11159_1 BE091833BE09tB74BE091B71 

407244 

451049 83923J W92422AA0 13353 

431353 124112B.1 AW977507AA503803AA767137 AA82fl032AAa2fl033 

451385 85D22_1 AA019761 AA0T7555AA017374 

442526 450370 1 AF150283 AW1B20D0 AW277221 AV735848 

446164 41648J2 AK026817AJ559708AW273539AWd9298B 

43B03B 2523501.1 AT732629 A1732831 AA776249 

438909 4045J AF0B5839 R69254 R69137 AW1 88788 

431169 1235760 1 AW971240 AA493723 AA493843 

419721 40816J AK02672B AL13B136 BF059437A1657037 AL600B72 C1520S C14676 AA001003 AL1 57562 BG7DBQG1 H24162BF841047 H15952245355 

AL157565 AV721762 AW953127 AA324171 BF476417 R52508 N54211 R46734BG485659 BF8KJ747BE786227 AL538354R19964T15657 
AWS97333 R16235 R40826 BG152309 AV729035 R45066 AA016969 BE504976 BF593783 N51085 RB1234 BE702264 A121 6994 241068 N72577 
R37645 AW237014 AW197630 A1359402 M707906 AL1 19885 R234B0 T16037 AB50756 T62597 T91664 R40195 060186 H23014 T69715 H05749 
H24054 MOW 565 H15041 C15205 D599B7 R13787 R612B3 H23479 H07874 R14O70 R525S5 R21 139 H06855 AA34B655 AU2Q460 T62525 
AV725241 AA046875 AI361B12 H13341 BG1 50488AL1 1933B Z42792 F05895 H07966 F06492 R59856 D31594 H09436 R35726 B4917845 
BG704196 BF73519B ALU 36526 BG5&9879 AW195713 RS3&67 AA016968 K09087 BE841173 AW893631 

44686B 1 5525.1 AK074473 BC017S97 BI83106O BF971 101 A1886394 AWB2824 AV708785 W8B073 W07772 AV660737 A1&16793 R52250 BG183529 AA633473 

AJ191256 R44763 R19947 BF571346 W86257 

413059 148B711J BE0B3O7B BE1 51 503 BE1 51498 



TABLE 32C: 



Pkey: Unique number cwresponding to an Eos pnoteset 

Ref: Sequence source. Tlis 7 digit aumbere In Ihte column are Genbank Henfifer (Gl) numbers. "Dunhflm, ct a!.' refers to Ihe publication entWed ■The DN A sequence of 

human chromosome 22" Dunham, el al (1939) Nature 402;4694S5. 
Strand: Indicates DMA strand from whfch axons were predicted. 
NUJOsWon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposlrJon 


400880 


9931121 


Plus 


29235-29336,38363-36580 


402474 


7547175 


Minus 


53526^3628,55755^5920^7530^7757 


406387 


92551 BO 


Rue 


116229-116371.117512-117651 


404277 


163445B 


Minus 


91665-91946 


402674 


8077108 


Minus 




404240 


5002624 


Minus 


116132-116407,116653-116922 


405102 


6076831 


Minus 


■ 120922-121296 


406122 


91440B7 


Minus 


30940-31386 


400750 


B1 19067 


Phis 


1 98991-199168,199316-199549 


404394 


3135305 


Minus 


37121^37205,37491-37762,41053-41 140,4132 


403421 


9665041 


Minus 


126609-126773,139986-140205 


403903 


7710571 


Minus 


101165-102597 


404854 


7143420 


Plus 


14260-14537 
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5 



401854 


7770538 


Plus 


1 51483-1 51 637.151902-1 52008, 152146-1 5231 


406422 


9255411 


Plus 


163003-163311 


400493 


9743564 


Rue 


41515-41695 


402333 


8844110 


Minus 


1 65693-1 G5B56 


406517 


7711431 


Plus 


7151-7402 


403420 


9664969 


Plus 


159635-159938 



10 TABLE 33A About 600 genes unregulated ki lung fibrosis relative to norma) lung 

Pkey: Unique Eos prohesbl IdsnfiRer number 
ExAccn; Exemptar Accession number, Genbank accession number 
UnsgensID: Unigene number 
1 5 Unfeene Ttrje: Unigene gene title 

R1: 901h percentile of lung fibrosis Als divided by 90lh percentile of norma! tung Ah, where the minimum value for the numerator and denominator was set to 50 



Pkey ExAccn UnlgenelO Unigene Title R1 

20 406964 M21305 FGENES predicted novel secreted protein 16.10 

431089 BE041395 ESTs, WeaWy similar to unknown protein 12.38 

421110 AJ250717 Hs,1355 cafoepsinE 11.86 

428330 L22524 Hs.2256 matrix me&IlopTOleinase 7 tmstrirysin, 11.62 

. 43195S X63B29 Hs.2877 cadherin 3, type 1, P-cadherin (placenta 9.90 

25 444381 6E387335 Hs.283713 hypothetical pratdn BC01 4245 8.58 

406650 AJ624300 Hs.172928 collagen, type ),alph a 1 8.26 

429500 X76565 Hs2B9114 hexabrachJon {tenasdn C. cytotacun) 8.24 

422467 AJ010901 Hs.198267 mucin 4, (racheobrcrichial 7.72 

4063BO AF123050 Hs.44532 dtublqulHn 7.24 

30 432306 Y18207 Hs,3O3D90 protein ptiosptiafuse 1. regulatory (Inhib 7.15 

456034 AW45097B gb:Ul-H-Bl3-ala-a-l2^0-Ul^1 NCLCGAP_Su 7.12 

453355 AW295374 Hs.31412 mycpodin 6.96 

408562 A1436323 Ks.31141 roundabout (axon guidance receptor, Dros 6.8a 

421552 AF026692 Hs.105700 secreted mzzted-related protein 4 6.83 

35 42S12S X87241 Hs.166994 FAT tumor suppressor (Orosophlla) homoto 6.72 

407192 AA6O9200 gtr.af12eOZs1 Scares JestfeJlHT Homo sap 6.72 

438089 WO 5391 nudaar receptor stirfarnlfy 1, group l T m 6.62 

449523 NhL000579 Ms. 5 4443 chamokine (C-C motifj receptor 5 6.56 

421952 AA3009D0 Hs.98849 dynein light chain 2B (DM1G2B) 6.46 

40 417433 BE270268 Hs.82126 5T4 oncofetal trophcolast grycoprotein 6.32 

439195 H89360 gkyw2Bd08.3l Morten Fetal Cochlea Homo 6.29 

444301 AKD0Q136 Hs.10760 asporin (LRRctess 1) G.2B 

414061 NM-P0Q699 Ks.335493 amylase, alpha 2A; pancreatic 6.13 

423057 AW961597 Hs.130516 ESTs, Moderately similar to 138022 hypot 6.11 

45 4307D2 U56979 Hs.278568 H factor 1 {complement 6.10 

424878 K57111 Hs^21132 ESTs 6.00 

417678 U90916 Hs.82645 Homo sapiens cDNA: FU21S30 fe, ctorra H 6.00 

414217 AB09298 Hs.278898 Homo sapiens cDNA; FU23165 fe, ctone L 5,54 

_ A 408491 AKJ86063 Hs.7882 ESTs 5.94 

50 419407 AW410377 Hs.41502 hypotheltoat protsbi FU21276 5.92 

432222 AI204995 gteanOScO&xl Slratagenesctuzo brain S1 5.92 

407657 AI928445 Hb.92254 synapWagmWito 2 5.90 

433230 AW136134 Hs.220277 ESTs 5.86 

412719 AW01B810 Hs.816 ESTs 6,86 

55 407708 BE5149B2 Hs.38891 S100 caJchimtMmg protein A2 5,82 

426759 AIS904Q1 Hs.212i3 ESTs 5.72 

418007 M13509 Hs.83169 matrix mataltoprotanase 1 {interstitial 6.72 

421614 L12350 Hs.108623 IhrombosponrJn 2 5.71 

4308B7 N66801 Hs.260287 KIAA1841 protein 5.70 

60 453870 AW385Q01 HbjB042 Homo sapiens cDNA: FLJ23173 ns, dona I 5.62 

436954 AA740151 Hs.1 30425 ESTs 5.58 

411573 ABO290OO Hs.70623 WM1077 proton 5.55 

432441 AW292425 Hs.163484 imron of hepatocyte nucteer factor-^ at 5.38 

410606 AW416779 Hs.1148B9 ESTs 5.38 

65 410800 BE280421 Hs.94499 ESTs 5.32 

413195 M127362 Hs^2404 protease, serine, 1 2 (neurotrypsin, u\o\p 5.2B 
406687 M31126 matrix metalloproteinase 1 1 (stromelysm 5.28 

417733 AUD48678 Ks.82503 Rsaplens mm for SUTR of unknown prot 5.22 

412622 AW664708 Rs.171959 ESTs 5.22 

70 439941 AI392640 Hs.18272 amino acid transporter system A1 5.18 

440675 AWO0S054 Ha.2797BB ESTs, WeaWy similar to KCCt JHUMAN CALCI 5.15 

430299 W26673 Hs.106747 serine carboxypepBdase 1 precursor prot 5.13 

425177 AF127577 Hs.155017 nuclear recepfe interacting proton 1 E.12 
444314 All 40497 gb:ow/76b0&s1 Scares Jetaijver_spteen_ 5.11 

75 444527 NM-0O54O3 Hs.113B3 small Inducible cytokine subfamRy A {Cy 544 
452239 AW379378 protein tyrosine phosphates, receptor t 4,97 

453874 AW5917B3 Hs.38131 collagen, type XIV, alpha 1 (undultn) 4.98 

443BB4 N20617 Hs.194397 leptin receptor 4.94 

444040 AF2M231 Hs.182982 golgm-67 4.94 

80 428261 AA194554 Hs.183434 ATPase, H transporting, lysosomal (vacuo 4.93 

440687 AL080222 Hs.735B hypothetical protein FU1 31 10 4.02 

420000 AB036063 H&94262 p53-rduc!We ribonudeofrde reductase s 4.92 

432435 BE2188B6 Hs.282070 ESTs 4.92 
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422573 AW2979B5 Hs.295726 integrity a!phaV {vitronecUn receptor 4.90 

430665 BE350122 Hs.157367 ESTs, Weakly similar to l7BBB5serineAh 4.90 

446006 NMJM4403 Hs. 13530 deafness, autosomal dominant 5 4.90 

415992 C05837 Hs.145807 hypothetical protein FU13593 482 

5 430027 AB023197 Hs.227743 WAA0980 protein 4,78 

408393 AW015318 Hs.23165 ESTs 4.76 

449509 AA001615 Hs.84561 ESTs 4.72 

416206 AW206246 Ha.111092 hyp rthehcal prolan FU22332 4.72 

412B28 AU33396 HsJ4B21 prion prolBln (p27-30}<Cfeubfel(kIakob 4.72 

10 433226 AW503733 Hs.9414 KIAA1488 protein 4.68 

444745 AF117754 Hs.1 1861 thyroid hormone receptor-associated prot 4.68 

442994 AJ026718 Hs.16954 ESTs 4.66 

430580 AA806105 Hs.300697 immunoglobulin heavy constant gamma 3 (G 4.66 

409361 NM.005982 Hs.54416 slneocufctiomwbox(Drosophila) homob 4G6 

15 418005 A1186220 Hs.83164 colagen. type XV, alpha 1 4.65 

433556 T65301 gb^d7fldD6js1 Soares fetal Rver spleen 4.64 

424917 AJ636208 H&96901 hypothetical protein RJ23049 4.64 

424408 A1754813 Hs.146428 collagen, type V, alpha 1 4.64 

418113 AI272141 , Hs.83484 SRY (sex determining region Y^box 4 4.62 

20 451109 F11B75 Hs.5534 Homo sapiens cONAFUl 2961 fte. done NT 4.62 

4500B6 AW016343 Hs.233301 ESTs 4.61 

422163 AFQ27208 Hs.112360 prorabin (mousB>4ike 1 4.60 

442652 AID051S3 Hs.201378 ESTs, Weakly simitar Id T1 2546 hypcthetJ 459 

„ 410268 AA316181 Hs.61635 sk transmembrane epHhetial antigen of 4.58 

25 418269 AA216404 ESTs 4.54 

426716 NkL006379 Hs.171921 sema domain, immunoglobulin domain flg), 4.54 

432810 AAB63400 ESTs 4.64 

407112 AA070B01 Hs.61615 ESTs, Weakly simitar to AtU7JfUMAN ALU S 4.53 

436100 AA7O4B06 Hs.143842 ESTs, WeakJy similar to 2C04399Acrranos 432 

30 412652 At80t777 ESTs 4.52 

438899 AF085B33 Ha.135624 ESTs 4.52 

416179 R19015 Hs.79067 MAD (mothers against decapenlaplegte. Or 4.52 

436252 AI539519 Hs. 1209 6 9 Homo sapiens gDNA FU1 1 562 fi scions HE 4.52 

443324 R44013 Ra.164225 ESTs 4.51 

35 407690 R47799 Hs.266957 frypothefcat protein FU142S1 4.51 

431393 AW971493 Hs.134269 ESTs, Htghry stmllar to cytokine recepto 4.51 

452516 AA280722 Hel24758 ESTs, Weakty similar to 138022 hypotheli 4.50 

431843 AA516420 ESTs, Weakty simfcar to (38022 hypolheli 4.50 

436865 AW88D35B Hs. 339808 hypothetical protein FU101 20 4.46 

40 452561 A1692181 Hs.49169 KlAAt 634 proton 4.46 

440273 A1605392 Hs,325335 HamosapisnscDNA: FLJ23523fis, done L 4.45 

442046 AA974603 gtxop34ffl5.s1 Soares _NFU_T_GBC_S1 Homo s 4.44 

436120 A1248193 Hs.119860 ESTs 4.44 

423575 C18863 Hs.163443 Inbonof periostln (OSF-2ns) 4.44 

45 429697 AW296451 Hs.24605 ESTs 4.44 

43SBG6 AA280717 Hs.6727 Ras-GTPase activating protein SH3 domain 4.43 

4296BB BE24S109 H&211610 CUG triplet repeat RNA-Wncflng protein 4.43 

414462 BE622743 Hs.301064 arfapHnl 4.42 

428599 AA852773 Hs.33483B K1AA186G protein 4.42 

50 420B38 AW118210 Hs.42321 ESTs 4.41 

4585B4 AF21751B Hs.8360 PTDOUprotstn 4.40 

434340 AI193043 Ha. 128685 ESTs, Weakty similar to T17226 hypothefl 4.40 
400076 Eos Control 4.38 

431049 AA846576 Hs.1 03267 hypothetical protein FU22548 sirritar to 4.38 

55 445773 H7345S Hs.13299 Homo sapteus mRNA; cDNA DKFZp7S1M01 11 r? 4.36 

420298 AI199510 Hs.267812 ESTs, WeaJdy srmilar to AUJ7_HUMAN ALU S 4.36 

433339 AF019226 H3.8036 globtastoma ovfiraxpressed 4.36 

412490 AW803564 Hs388850 Homo sapiens cDNA* FU22528 fe, clone H 4.34 

416391 A187B927 Hb.79264 mesoderm speclfc transcript (mouse) horn 4.34 

60 421221 AW276914 Hs.32E714 Homo sapiens dona 1MAG&71 3177, mRNA se 4.33 

409342 AU 077058 Hs.54089 BRCA1 associated RIKG domain 1 4J33 

429228 AJ553633 ESTs 4.32 

426456 D83032 Ha.169984 nuclear protein 4.30 

400369 R38438 Hs.t82575 S LCl5A2Sotute carrier family 15 <IWpep 430 

65 432476 794344 Hs.326263 ESTs 4.29 

434963 AW974957 Hs.288719 Homo sapiens cDNA RJ12142fis, clone MA 4.28 

436446 AW016BQ9 Hs.119021 ESTs 4.27 

439556 AI623752 Hs.1 63603 ESTs 4.26 

428179 AM 27772 Hs.279696 serum/gluoocortlcold regulated kinase*!! 426 

70 428411 AW291464 H5.1033B ESTs 426 

434936 AJ285970 Hs.183817 ESTs 4.23 

413048 M93221 K&J5182 manno se receptor, C type 1 4.23 

432606 NMJ3021O4 Hb.3066 grarrzyme K (serine protease, granzyme 3; 4.22 

_ _ 413859 AW992356 Hs.8364 Homo sapiens pyruvate dehydrogenase kina 4.22 

75 409977 AWB05510 Hs.97056 hypothetical protein FU21634 4.22 

441297 AW403084 Hs.7766 ufaiqritin^onjugaung enzyme E2E 1 (homo 4.21 

421229 AI056590 Hs.7086 hypothetical protein MGC12435 4.20 

45B844 A1264155 Hs.152981 CDP-dlacylglyceroi synthase {phosphatida 420 

423578 AW960454 Hs.222830 ESTs 420 

80 446608 N75217 Hs.257B46 ESTs 4.20 

424238 AA337401 Hs.137635 ESTs 419 

450747 AI064B21 Hs.318535 ESTs, Hghly similar to 1818357A EWS gen 4.1B 

420674 KM.000Q55 Hs.1327 twtyrylchcJInesterasB 418 
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428227 AA321649 Hs.2248 smalt inducible cytokine subfamily B (Cy 4.18 

439593 BE073597 Hs.124863 ESTs 4.17 

442369 AI565071 ESTs 4.16 

445885 AI734009 Hs.127699 KIAA1603 protein 4.16 

5 459702 A1204995 gb:an03c03jc1 Slnrfagene schfeo brain 81 4.16 

452960 AK001335 Hs,31137 pro tefri tyrosine phosphatase, receptor t 4.16 

440703 AL1 37663 H 5 J378 Homo sapiens jnRNA; cDNA DKFZp4346227 (fr 4.15 

407347 AA829847 gb:od40dO7.5l NCI CGAP.GCBl Homo sapiens 4.14 

% _ 409153 W03754 Hs,50813 hypothetical praleln RJ20O22 4.13 

10 430168 AW968343 Ks.145582 DKFZP434I1735 protein 4.12 

4511B4 T87943 Inscription factor 7-lite 2 (T-cell sp 4.12 

426174 AA547S59 Hs.115838 ESTs 4.12 

431662 A&84334 Hs.11637 ESTs 4.12 

417094 NM_0Q6695 Hs.et182 histamine N-methyl transferase 4.12 

15 425259 AL049280 Hb.155397 Homo sapiens mRNA; cDNA DKFZp5S4K143 [fr 4.12 

449437 A1702038 Hs.100057 HonvosQptenscDUA:FU22902tB t ctoneK 4.12 

425053 AF046024 Hs.154320 uNqurfln-wttvaUng enzyme E1C{homo1og 4.10 

444020 R92962 Ks.35052 ESTs 4.10 

439424 A1478667 Hs.H8tB3 hypothetical protenFU22833 4.10 

20 416987 086957 H&JD712 KIAA0202 protein 4.10 

457121 A1743770 Hs/IB0513 ESTs, Weakly slmSarto KIAA0822 protein 4.09 

422737 M2693S Hs.1 19571 collagen, fype HI, alpha 1 (Ehters-Danl 4.09 

446619 AU076643 Hs.313 secreted phosphcprotein 1 {osteopontin, 4.08 

„ 431193 AW74950S Hs.296770 WM1719 protein 4.0B 

25 452144 AA032197 HS.10255B Homo sapiens, Clone MGC:5352, mRNA, camp 4.0B 

433308 AA582718 H&291650 ESTs 4.08 

445756 AA2S0690 HsJ00776 ESTs 4.06 

431745 AW972448 Hs.1 63425 ESTs 4.08 

444610 AI174783 gb;HA2501 Human fetal liver cONAlbrary 4.07 

30 440099 ALO&OMB Hs.6909 DKFZP5S4G20 2 protein 4.06 

439398 AA2842&7 Ks. 221 504 ESTs 4.05 

432731 R3117& Hs.237820 flbronecfint 4.06 

415075 L27479 Hs.77a89 Friedreich ataxia region gene X123 4.05 

433626 AFTJ78859 Hs.86M7 hypothetic] protein 4.05 

35 428055 AA420564 Hs.101760 ESTs 4.04 

412584 X54870 Hs.74085 DNA segment on chromosome 12 (unique) 24 4.04 

413243 AA769266 Hs.193557 ESTs 4.02 

431214 AA294921 Ks.348024 v-raJ simian leutemia viral oncogene horn 402 

453753 BE252983 HsJ5086 uWquHhi specific protease 1 4.02 

40 414504 AWD69181 Hs.115175 steote-alpharnoUf and teudne zipper c 4.02 

434404 AW445034 Hs.255578 ESTs 4.02 

407604 AW191962 collagen, type VI II, alpha 2 4.02 

429412 NMJW5235 Hs.2407 POU domain, class iassodatJng factor 4.02 

436772 AW975688 mataKcthionein IE {functional) 4.00 

45 443257 A1334Q40 Hs.11614 HSPC065 protein 4.00 

450187 AA736788 Hs.78521 KIAA171 7 protein 3.9B 

433913 AI694106 Hs.72325 ESTs, Weakly similar to I38022 hy pothetj 3.98 

415060 AJ223610 Hs43213 ESTs, Weakly similar to IEFSLHUMAN TRANS 3.98 

434096 AW662958 Hs.75825 ptelomorpMc adenoma gene-race 1 3.98 

50 432374 W68815 Hs.301885 Homo sapiens cDNA FIJ1 1346 fls, clone PL 3.98 

42631B AA554827 Hs.292996 DKFZp434A01 31 protein 3.98 

440118 AB040893 K&69E8 KIAA1460 proteki 3.9B 

413836 W92003 Hs.70614 ESTs 197 

442647 AL038436 Ha31388 ESTs 3.96 

55 449168 AW0729S9 Hs.347187 myotubul art n related proton 1 3.96 

450656 AA010539 Hs.18912 ESTs 3.96 

410817 A1262789 Hs.93GS9 protein disulfide feomsrase related pro* 3.94 

429784 M89796 Hs.30 membraue-spaiinkig 4-domabs, subfamKy A 3.94 

_ . 408483 AA464836 Hs.291079 ESTs, Weakly similar to T27173 hypotneti 3.94 

60 407879 AA045464 Hs.6557 ziic finger protein 161 3-93 

438146 Z36842 Hs£754B ESTs 3.93 

433658 UD3678 Hs.156110 lmmunoglobu?n Icappa constant 3.93 

429355 AW973253 Hs.292689 ESTs 3.92 

_ 437210 AA311443 Hs.293563 Homo sapiens mRNA; cDNA DKFZp586E231 7 (f 3.92 

65 432467 T03667 H&.239358 Human DMA sequence from done RP1-304B14 3,92 

45241G AA026115 Hs.1 14777 ESTs 3.92 

413873 AI310151 Hs.173524 ESTs 191 
400196 Eos Control 191 

__ 437175 AW96B078 Hs.67773 protein ktae, cAMF^ependeri cat^yB 3.90 

70 453204 R10799 Ks.1919S0 ESTs 3.90 

454076 AW204712 Hs.61957 ESTs 190 

431183 NH_006855 H&250696 KDEL (lys^p-Glu-Ut)) endoplasmic retic 3.90 

437158 AW09019B K»AA1 150 praism 3.90 

443970 A128Q341 Hs.166571 ESTs 3.90 

75 441633 AWB5B544 Hs.1 12242 normal mucosa of esophagus specific 1 3.90 

452281 T93500 Ks.2B792 Homo sapiens cDNA FU11041 fls» clone PI 3.90 

444057 AA316896 Ha.257267 FYVE and coifed-coa domain contaning 1 3.89 

411495 AP000693 Hs.70359 K1AA0136 proteh 3.8B 

n ^ 43B452 AI220911 H3_28B959 hypothetical protein FLJ20920 3i8 

80 410297 AA148710 lurritcan 3.88 

427698 AW972594 Hs-335499 ESTs 3J8 

436769 AA74B675 ESTs 3.86 

417819 AI253112 Hs.133540 ESTa 3.86 
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BE220806 


Hs.184097 


437866 


AA1567B1 




451027 


AW519204 


Hs.40808 


448030 


M30714 


Hs.325960 



ESTs 3. 17 

Homo sapiens cONAFU 12749 Us, clone NT 3.17 

fTTjfOsinphosphBfaBQ 1 taigBt6ubuirft2 3.17 

ESTs. Weakly sbnJar to Z1 95JWMAN ZJ NC ai7 

frypotnelicaT protein FU 20274 3. 17 

uWquitin-cDnjijgatJng enzyme E2A (RAD6 h 3.16 

Homo sapiens. Similar to zinc finger pro 3. 16 

Homo sapiens mRMA; cOMA DKFZp5B6Gt924 (f 3.16 

KJAA0725 protein 3 15 

ESTs, Weakly similar to A43932 much 2 p 3.16 

ESTs 3.I6 

KIAA0819 protein 3 16 

ESTs ai6 

ESTs 3^ 

bone morphcgenetfc protein receptor, ty p 3.1 6 

chordlrvllke ai6 

ESTs 3^ 

ESTs 3, 16 

ESTs, WeaWy similar to ISHUSS protein d 3.1 6 

hypothetical protein FU10652 3.16 

ESTs 3 . 16 

K1AA1450 protein 3.16 

ribosomal protein L44 3 15 

ests ais 

Homo sapiens mRNA; cDMA DKF2}p547C1 36 (fr 3.14 

KIAA0810 protein ' 3.14 

WAA1363 protein aU 

pleckstrin homology domarn irrteracting p 3.14 

ESTs, WeaWy sirritor to ALU 1_HUMAN ALU S 3,14 

gteza39o;1 1.rl Soares fetal liver spleen 3,1 4 

hypothetical protein FLM3150 3.U 

hypothetical protein MGC5338 3.14 

K1M1700 3 14 

ESTs 3M 

If? 3 - 14 

ESTs 3 . w 

hypolhefcal protein MGC2747 344 

UDP^^tyt-alpha-l>^actosamine:poJyp 3.14 

progesterone binding protein X14 

ESTs 3, 14 

KIAA0101 gene product 3.14 

phospnoserlne pnosphatase-lftB 3.14 

ESTs ^14 

transmembrane, prostate androgen Induced 114 

Homo sapiens ublquffin protein Haass (U 3.14 

pteckstrln homology domain interacting p 3.14 

ESTs ^ 3, 14 

Homo sapiens, clone 1MAGE:3460280 P mRNA 3.13 

dynactln 4 (p52) 3.13 

ESTs 3r13 

Krelsler (mouse) maf-ralated leucine zip 3.13 

tumor protein D52-ilke 1 3.13 

I factor {complement} 3^3 

Komo sapiens cDNA FU12927 tis, done NT 3J3 

CD6 antigen 3^2 

ESTs 3, 12 

th]oredQxbi~lifcB 3,1 2 

ESTs, Moderately similar to 21 95JHUMAN Z 3.12 

RAM binding protein 6 3.12 

^STs 3,12 

Human clone 23574 mRNA sequence 3.12 

phospholipase A2, group VI) (platetekw 3.12 

paternally expressed 10 3.12 

Homo saptens cDNA FU1 2807 fis. clone NT 3. 12 

serologically defined cofon cancer antfg 3. 12 

tRNAteopantonyrpyrophosphate transferas 3.12 

ESTb 3.12 

Homo sapiens prosteln mRNA, complete cds 3.12 

Homo sapiens mRNA; cDNA DKF2p434P20l (fr 3,11 

oenslly-regiiatBd protein 3.1 1 

strartrBn 3 ft 

ESTs a; 10 

caspase 4, apoptosis-related cysteine pr 3.10 

mannosWasa, alpha, class 1A, member 1 3Ltrj 

OKFZP566F084 protein 3. 10 

ESTs 3,^ 

ESTs 3,10 

WAA0B82 protean aio 

nnc fingar protein 232 3,10 

ptexii CJ 3.10 

metallolhiondn IE (functionBlJ 3.10 

Homo sapiens, Sfenalar to RIKEN cONA 2810 3.10 

membranB-s panning 4-domalnB, Bubfamlty A 3.10 
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AA737345 


Hs.29404l 




AKD01214 


Hs.1 00914 




VV30681 


Hs.1 46233 


406122 






435272 


AA9Q5415 


Hs.1 10041 


410726 


A1623B59 


Hs.1 5936 


41 30 S3 


ALQ35737 


Hs.75i84 




W21B74 


Hs.247057 


1 1/O M 


AWObuobb 


Hs.275711 


4o4SA38 


AW50D718 


H3.8115 


434733 


AI334367 


Hs.1 59337 


434421 


A1915927 


Hs.34771 


407930 


AA045847 


Ks. 188361 


424S99 


AK0O0C59 


Hs.153881 


45B332 


AtOQ.0341 




445034 


AVU293376 


Hs.143559 


446570 


AV659177 


Hs.127160 


429920 


AW47320B 


Hs.1 15572 


459513 


AIQ32946 




419038 


AW134924 


Ks.190325 


451079 


AI827988 


H&240728 


417386 


AL037228 


Hs.82043 


453106 


AI311457 


H3.99472 


44932B 


AI962493 




426856 


AB037798 


Hs.188790 


4255D9 


AF079363 


Hs.15B213 


447957 


NM_014821 


Hs.20126 


417226 


AW5U5054 


Hs.4283 


452246 


AA093668 


Hs.2B578 


428279 


AI64B520 


Hs.169084 


433514 


AA609738 


H&.16525 


453064 


R40334 


HsjB9463 


431341 


AA307211 


Hs.251531 


441789 


D52059 


Rs.7972 


456437 


AI924228 


Hs.115185 


43B771 


N&016289 


Hs.6406 


446497 


BE613269 


Hs.21693 


416240 


NMJW19&1 


•Hs.79095 


409038 


T97490 


Hs.50002 


424776 


At 86*7931 


Hs.164595 


408409 


AW83B181 


Hs.276337 


429693 


BE254962 


HsJ211612 


425960 


AW410646 


Hs.1 646 49 


431625 


AW750627 


Hs.6634 


451144 


AW956103 


Hs.61712 


432274 


AK0Q0382 


Rs.274251 


408683 


R5B665 


Hs. 46847 


427735 


AA916785 


Ms.180610 


440603 


AL121733 


Hs.7299 


415443 


T07353 


Ha.7948 


439981 


Al 348408 


Hs.124875 


406685 


M16728 




446013 


AJ 3601 67 


Hs.1 52774 


433902 


AW292820 


Hs.1 44905 


412610 


X90908 


Hs74126 


432505 


AW274S26 


"rfe.277721 


44 


BE219431 


H&302031 


433255 


A1274270 


H3J96B40 


419726 


U50330 


Ks.1274 


417256 


N5BB85 




435800 


AI248285 


Hs.1 18348 


444836 


AV6516BO 


Hs.208558 


456760 


AW961251 


Hs. 127828 


408360 


A1806090 


rls.44344 


427982 


KMJD1S1S6 


Hs.1 81 326 


436396 


AI6B3487 


Hb.182213 


410434 


AF051152 


Hs.63668 


412095 


Al 624707 


Hs.5921 


425955 


T96509 


Hs.248549 


450247 


AF123303 


Hs24713 


417865 


AWD86059 


Hs.6529 


415457 


AWUB1710 


Hs.7369 


43B543 


AA810141 


Ks.192182 


415503 


U36601 


Hs,78473 


42913B 


AB020657 


Hs.197298 


447881 


BE6208B6 




425461 


AW97B162 




453315 


BE544203 


Hs.24831 


440638 


AI376551 




433208 


AW002834 


Hs.24095 


442495 


A1184717 




41BB58 


AW961605 


Hsl21145 


408170 


AW204516 


Hs31835 



ESTs 

hypothetical protein FU10352 

Homo sapiens cDKA: FU22130 fis. clone H 

Target Exon 

ESTs 

ESTs 

chiCnase 3-1Bce 1 (cartilage glycoprote 

ESTs. Weakly similar to 2109260A B cell 

hypothetical protein MGC2452 

Homo sapiens, done MGC:16169, mRNA, corn 

ESTs 

ESTs 

Homo sapiens cOKA RJ12807 fis. clone NT 

Homo sapiens NY-REN-S2 antigen mRNA, par 

ESTs 

ESTs 

ESTs 

ESTs. WeaWy simitar to I3B022 hypotheH 
gb:ox06g09.s1 SoaresJelaLlhw^spleen, 
ESTs 

ESTs, Moderately starter to PC4259 fsrrf 

01 23 gena product 

ESTs 

ESTs 

K1AA1377 protein 
sperm associated antigen 6 
WAA0317 gene product 
ESTs 

musctefalfrid (DrosophilB)-ike 
tabby like protein 3 
ESTs 

potassium large conductance cafcium-acH 
proteasome {prosome* macropaln) subunit, 
HJAADB71 protein 

ESTs, Moderately staler to PC42S9 Ferri 
M025 protein 

hypothetical protein DKFZp761N0624 
epktennd growth factor receptor pathway 
small inducible cytoMnesubfamiry A (Cy 
ESTs 

Homo sapiens cOMA FU11 537 fis. clone HE 
SEC24 (S. cerevtslae} related gene famR 
hypothetical protein DKFZp434H247 
Homo sapiens cDMA: FU22547 fls, clone H 
pyruvate dehydrogenase Wnase, isoenzyme 
hypothetic^ proton FU20375; KIAA1797 
TRAF and TNF receptor-associated protein 
6pUcana factor proSne^trlamlne rich ( 
Novel human gene mapping to chomosome 1 
ESTs 

ESTs. Weakly similar to T14742 hypothec 
flb:Human nonspecific crossreacCrig anflg 
EST* 
ESTs 

fatty arid binding protein 6, Beat (gas 
KIAA0049 

zinc finger protein, aubfemHy 1 A, 4 (Eo 

KIAA1527 protein 

bone morphogcneJc protein 1 

gfcyyfiOaOB jsi 8oarBs_miib'pte_sdarosb 

ESTs 

ESTs 

guanine nucleotide binding protein (G pr 
hypothetical protein FU2D534 
K1AA1D73 protein 

vtfngjess-lype W^TV integration site fairf 
tolNike receptor 2 

Homo sapiens cONA: FU21S92 lis, clone C 
ESTs, Moderately similar to SG5557 alpha 
hypothetical proteki 

ESTs, Weakly ^rnnarte I78BB5 serinsrth 
ESTs, Waa1?lys?milarto ALU1JWMAN ALU S 
£STe 

N^Bacetyiaso/N-sutfotratisforasfi (hepara 
N31-b»n<Sn9 protein 

GCN1 (general cwiiroldamiiio-acKJsynt 

ESTs 

ESTs 

gb:te64a10jc1 Soares_NFL.T_GBO.S1 Homo s 

ESTs 

ESTs 

hypothetical protein RG083M05.2 
ESTs 
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3.0S 
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3.05 
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3.03 
3.03 
3.03 
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3.02 
3L02 
3.02 
3.02 
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3.02 
3.02 
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3JJ1 
3.01 
3.01 
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3.00 
3.00 
3.00 
3.00 
3.00 
3.00 
3.00 
2.9B 
Z9B 
2.93 
2.9B 
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2.98 
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2.96 
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2.94 
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416311 
433066 
429272 
432519 
445467 
426782 
426216 
413882 
421554 
446428 
421381 
424527 
419284 
415788 
4484 at 
410491 
443441 
422725 
431926 
420406 
43767B 
440115 
439883 
440428 
451273 
43S154 
432451 
442703 
419341 
435951 
42M37 
43B441 
425758 
432882 
416239 
434792 
424852 



419551 
450571 
442435 
42414S 
445784 
40BO72 
434779 
450295 
440381 
433923 
420802 
429670 
437908 
430676 
410361 
444969 
446423 
435517 
425354 
439180 
429073 
433834 
417355 
414521 
402550 



AA477908 

N92293 

AA744622 

AA&50274 

BE551650 

AI605078 

AW203413 

M27944 

AW237014 

D60529 

NMJW6456 

W25M0 

AI221311 

AI239632 

R14814 

M77630 

AA132973 

AW13767G 

AB037782 

AW304350 



AW620QG9 

AW6286B6 

W15284 

AA485131 

AW291196 

AA315703 

AW972724 

AA741024 

AA839860 

U41B08 

AL359S52 

AWG62270 

NMjOl431t 

AA368764 

AW972771 

AL044949 

N71463 

AF254956 

AA308478 

AWG649S0 

WMJ»f982 

NMJ0132S7 

AICB8450 

AA549253 

AI222779 

NMJ012337 

AW582256 

AF158240 

A1988206 

BE242274 

AI25315S 

BE005566 

AF1538J5 

AI766732 

AA917808 

AJ823453 

U22376 

U01087 

AJ082424 

AA813745 

BE391804 

Ai 203334 

AW139B5S 

AA92S626 

U62027 

AI3W742 

AA448167 

AAfi20742 

D5CSB3 

D2B124 



Hs.282267 

H3.20B&32 

Hs.292845 

Hs.41296 

HS.15B12B 

Hs.208261 

Hs,132906 

Hs.221476 

Hs.315369 

Ks.2BB215 

Hs.110667 

Hs. 130704 

Hs.15517 

Hs.33346 

Ks. 13895 

Hs.184492 

Hs.97775 

HB.1511S 

rfe.19195B 

Hfe.334fl73 

HS.21565B 

Hs.76851 

Hs74832 

Hs.64001 

Hs.92195 

Hs.199993 

Hs.98378 

Hs.122fi34 

Hs.144924 

Ha.171096 

Hs,12496 

Hs.26163 

Ha.292471 

Hs.1 16298 

Hs.118B8B 

Hs.16608 

Hs.95327 

Hs.205319 

Hs.199067 

Hs.279696 

Hs^8945 

Hs.132458 

H5-144848 

Hs,158450 

H8.803S7 

H3244760 

*fc.174t 

Hs.146065 

Hs.16773 

HS30151 

H3.210628 

Ks.1 90495 

Hs.148625 

Hs.1334 

Hs.211593 

Ha.123446 

Hs.62661 

Hs,i60528 

Hs.150120 

Hs.130177 

Hs. 155935 

H5.199D67 

Hs.47385 

Hs.130786 

Hs^2028 

Hs.76307 



ESTs, ModeraWy similar to 1 38022 hypo! 
ESTs, Moderately similar to ALUOLHUMAN A 
EST*. Weakly similar to ALU5HUMAN ALU S 
fibroneclki leucine rich transmembrane p 
Homo sapiens cDNA FLJ13350ffc. done 07 
ESTs 

19A24 protein 

ESTs, Weekly similar to AF10846Q 1 uWnu 
Komo sapiens cDNA: FU23075fe. clone L 
o>:HUM081 H05B Human feial bran {TFujtoa 
sialyl transferase 
ESTs 

ESTs, Weekly similar to BCHU1A S*100 pro 
ESTs, Weekly similar to ALU4JWMAN AlU S 
ESTs 

Homo sapiens cDNA FUH654fls, clone HE 

ESTb 

ESTs 

K1AA1381 protein 

immunoglobulin superfamih/ receptor (ran 
ESTs, Weakly similar to 154374 gene NF2 
ESTs, Moderately similar to 2W91_HUMAN Z 
KIAA0217 protein 
ESTs 

Homo Haptens done 25218 mRNA sequence 
ESTs 

ESTs, WteaWy similar to ALU8_RUMAN 
gteEST3B4816 MAGE resequences, MAGL Homo 
ESTs 
ESTs 

ESTs, WeaMy similar to B Chain B, SiM 
Homo sapiens EST from clone DKFZp434AD41 
ESTs, WeaMy similar to ALU4JWMAN ALU S 
KIAA0649 gene product 
ESTs 

ESTs, WeaHy sknflar to ALU1_HUMAN ALU S 
ESTs 

ESTs, Wealdy similar to ALU1_HUMAN ALU S 
candidate tumor suppressor protein 
C03t> arijgen, d ella polypeptide {TTT3 co 



v-erb-62 avian erythroblastic {sukerma v 

senm/gJucocorfcold regulated Hnase-ll 

ESTs 

ESTs 

ESTs 

nasopharyngeal eptthelum specific prole 
anterior rafter* 2 (Xenepus laevfe) horn 
ESTs 

ESTs, Highly slmflar to B34D87 hypothec 

tntegifn, beta 7 

ESTs 

Homo sapiens clone TOOCIAQ0427 mRNA sequ 

potassium mward/y-recflfylng channel, s 

ESTs 

ESTs 

ESTs 

vHrnyb avian myeloblastosis viral oncogen 

protein kinase C r theta 

ESTs 

ESTs 

guanylafebtodhg protein l.kiterferon- 

ESTs 

ESTs 

ESTs 

comptemenl component 3a receptor 1 
v-etb-b2 avian erythfoblasfc leukemia v 
ESTs 
ESTs 

Iran&formlng growth factor, beta recepto 
neuroblastoma, suppression of tumongent 
Target Etfon 
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282 
280 
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Pkey: Unique Eos prob&sat identifier number 
CAT number; Gene cluster number 
Accession: Genbaok accession numbers 

Pkey CAT Number Accession 
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418259 133B53.1 



432810 101919J 



412652 18853_2 



445334.1 

7S0422J 
215430J 



30 442369 2691713J 
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407347 B10943J 
451184 



153J.4 
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436772 1239464J 
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435769 1239572.1 
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BM475665 8E644917 AW7707B9AW952971 N64B63 BM263259A1224545 AI184B66 N69114 AW518902 AI440169AAB09472AV65444O 
AA281642 AU1 85230 AW337382 A1872923 AJ537113 K73B82 T83378 H63731 BF671764 AW897824 AIB11204 AA344646 BE0D9112 BG899664 
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AW340495 A1984319 AA974603 

BG676155 BM00959t AI025794 AIQ17967 AA448270 8E468B12 AA853422 AI392649 BG952Q34 AA513384 BF840124 BE714620 

AVY9696Q5 W553633 

AA993506 AI52135B A1555071 AI864217 

BG207209 BE166299 AI204995 BG199355 AW9599DB AA52B756 AW440776 BNW4354 
T23514AI655785 
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CAT number: Gene cluster number 
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Pkey* Unique number corresponding to 3D Bos probeset 

Rat Sequence source. The 7 4iglL numbers h this cdumn are Gonbsik Identifier (Gl) numbers. 'Dunhwn, et aL" refers io Ihe publication entitled Tlie DNA sequence of 

Jiurran chromosome 27 Dunham, el al. (1999) rfehjre 40i489-49S. 
Strand: Indicates DNA strand from whteh exons were tredicteiL 
Nt. portion: Indicates nucleotide positions of predicted exorts. 
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31352^149B 


403344 


8569726 


Plus 


70823-70990 


401593 


7230957 


Plus 


10368-10572,11293-12356 


406461 


9756020 


Minus 


158842-159136 


400609 


9687671 


Minus 


92037-92247 


402674 


807710B 


tfms 


39290*39502 


401 BH 


9965537 


Minus 


62856-63066.63603^3884 


405579 


6455174 


Plus 


100996-101542 


405797 


1934909 


Minus 


5599-5681,5821-6104 
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9966252 


Plus 


79K>9-/9bQ4 


403520 


7684483 


Minus 




402538 


no/14 * -i-t 

8801137 


Minus 




404151 


7534014 


Minus 


69038- 69399 


400496 


9743554 


Plus 


JM trie iHfiOc 

4 lb I Ml 695 


40301 Q 


3132346 


Plus 




406387 


9256180 


Plus 


1 1 622^1 lW n , 1 1 /a! 2-1 1 /Ot>i 


402 BB5 


9926751 


Plus 


/131S-/ ZU4S 


4lWoul 




Menus 


of2/ U-dfOZo 


402487 


9797538 


Plus 


75577-75843 


404455 


7877926 


Minus 




401067 


5764724 


Minus 


m coQcc 4mcnn 

153366-153509 


402324 


7630361 


Plus 


26052-26803 


402013 


i40r95w 


Plus 


17iTCiin 17jIC5i< -f"7GJi4Q 


401116 


nrvrrrn 

9966559 


Plus 


123579-124447 


402598 


2996643 


Minus 


17175-17373 


405550 


1552494 


Plus 


91720-92115 


402917 


7405502 


Minus 


1034-1177,3143*3266 


402504 


9797871 


Plus 


12366-12614 


405491 


5B01645 


Plus 


040C7T OK1j4C 


400818 


8559994 


Phis 


M—yruy I A A^rriCC 4TOriOC OflOPO 

172644-172765,173085-173200 


406475 


97976B4 


Plus 


4nrj47 4irrM 4nonm 4 n<\4 an 

125417-125563,128052-129180 


401025 


8117518 


Minus 


179287-179483,181044-181156,181844-10203 


402308 


7340295 


Minus 


92060-93638 


405213 


cccvn Site 

6592345 


Minus 


au2a7-o11 51 


400740 


7329257 


Minus 


79920-805)0,80570-80746 


402625 


6165330 


Minus 


78572-76807 


405973 


8247789 


Plus 


103B59-1 04254 


405818 


4071056 


Plus 


29055- 29196 


402621 


9930950 


Plus 


130808-131035 


401311 


9212516 


Minus 


1B0124-180754 


401 B99 


7230209 


Minus 


155620-155B15 


403579 


8101179 


Minus 


36167-36365 


404600 


8705107 


Pius 


1 1 8354-1 1 B444 r 1 1BG49-1 1 8792 


405531 


9665194 


Phis 


35602-35803 


405542 


9857564 


Plus 


71331-72183 


405131 


6516051 


Minus 


136764*137594 


403026 


7670575 


Plus 


56521-56 840 


405369 


2078469 


Minus 


*!1 DO-d4O3/,33D0l>-OO i J> 1 


405932 


7767B12 


Minus 


123525-123713 


405156 


9966228 


Plus 


1 46733-146650. 147B99-M7961, 1 53127-15325 


402174 


B575912 


Plus 


253499-253674 


405636 


9795661 


Plus 


164091-164162,16439rM64516J6673Q-16679 


405109 


9127147 


Minus 


56328-58485 


403162 


9638065 


Phis 


82652-83613 


401404 


7710966 


Plus 


136474-136646 


403167 


9838127 


Plus 


162599*162935 


402209 


8576119 


Minus 


53315-63472 


400985 


80B5497 


Minus 


63140-03319 


404975 


3419864 


Minus 


8609646605 


404926 


7341919 


Minos 


150411-151484 



TABIE 35A: Abort 323 gems upregubted In hypereenslUvny pneumonitis relative to tdiopathlc pulmonary fibres* or ngn-specific interstitial pneumonitis 

Pksyt Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Ganbank accessfon number 

UnlgoielD: Untgene number 

Unigene Title: UnVjene gene title 

R1: 90fii percenQle of HP Als divided by 93th percentile of IPF Als, where 15th percenffie of normal tissue Ala was subtracted from both the numerator and denominator. 

Hie miramum value for the numerator and dernmnator was set to 50. 
R2: BOth percentile of HP Ate divided by the median of iPFAIs, where the minimum value for the numerator and denominator was set to 50. 



Pkey 


ExAccn 


UrugenelD 


Unigens Title 


R1 


R2 


402550 






Target Eron 


4.03 


4,70 


421563 


NMJM6433 


Hs.105805 


granulysln 


137 


2.70 


424326 


NM014479 


H5.1452S6 


ADAM-like disintegrin protease, decysln 


331 


2.42 


417967 


BE244373 


Ha.1110 


nuclear receptor subfamfly 4, group A. m 


3.09 


181 


411089 


AA456454 




cell division cycle 2-tike 1 (PITSLRE pr 


£99 


1.2B 


416350 


AF186625 


Ks.189507 


phosphdipsse A2, group II D 


2.71 


1.43 


406654 


M90S86 


Hs.73885 


HLA-G histocompatibility antigen, class 


2.70 


153 


459705 


BE06Z764 


Hs.270252 


ESTs, WBaWy similar to androgen recepto 


2.70 


1.14 


412610 


X90908 


HsJ4126 


fatty add binding protein 6, Heal (gas 


2.69 


299 


452194 


A1694413 




olfactory receptor, family 2, subfamily 


2.63 


287 


447709 


U97145 


Hs.19317 


GDNF family receptor alpha 2 


2.63 


1.52 


410910 


AWB10204 




g b:MT^T012&02i199-Ol7-d08ST0125 Homo 


2.59 


1.00 


454671 


AW812929 


Hs.336906 


ESTs 


150 


2.34 


441859 


AW194364 


HSJ94814 


lntedeuWn-4 induced Qene-1 proton (Fl 


£45 


190 


422398 


AI476149 


HsJ334489 


hypothetical protein FU21992 


2.45 


1.36 


403244 






C2M2B70^i|B2698|p!ri[JQ09BS hydroxypr 


2.40 


1.53 
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415462 


R52692 


Hs.12698 


447028 


AI973128 


He.1 67257 


412394 


AW9B4150 




450165 


AAC 07235 


Ks.63931 


431093 


AB031038 


Hs.301704 


444090 


S69115 


Hs,10306 


413682 


BE156991 




441320 


AT76S724 




456766 


RB7310 


Hs.7740 


420340 


NMJ300734 


HsJ570B7 


459721 


A1299050 


Hs.1 43835 


405452 






458079 


AI796870 


Hs.54277 


401447 






423066 


Y1B2S4 


Hs.123094 


441704 


AH5B766 


Hs.192125 


405097 






409544 


AW2S3925 




413454 


BE14L162 




444404 


M31525 




415460 


M26315 


Hs.85258 


436063 


AKQ0C02B 




429212 


NM_001504 


Hs.1 98252 


400712 






417929 


R27219 


Hs.74647 


403478 






418747 


AJ249977 


Ha,aa049 


429712 


AW245825 


HsJi11914 


451668 


243948 


Hs326444 


414020 


NM.002984 


Hs.75703 


456057 


AA947457 


Hs.135560 


444346 


A11 42274 




418916 


X07871 


Hs.89476 


451316 


AA029888 


K3.95071 


458935 


V 16521 


Hs.24812 


417105 


X60992 


Hb.81226 


408219 


BE061111 


Hs.254211 


420137 


AA30647B 


Ha.95327 


443711 


N67861 


Rs.49390 


423234 


AA323534 


Hs.296162 


416975 


NMJDD4131 


Hs.1051 


425260 


U31519 


Hs.1872 


405827 






406909 


120777 


Hs.73885 


437295 


AW779318 


Hs£8417 


424281 


AA766243 




430413 


AW842182 


Hs.241392 


423901 


AA333006 




405075 






457423 


AKC00642 


K&265016 


406267 






423365 


AA324992 


Hs.257168 


449970 


AI678058 


Hs.201227 


430733 


AW975920 


Hs.121036 


446323 


AI28B274 


HSv345792 


402240 






451404 


AA460775 


Hs.6295 


424463 


AW195353 


Hs.119903 


400107 






404611 






403589 
404088 






414991 


C1769B 




429073 


AA446167 


Hs.47385 


426274 


D3B122 


Hs^OOT 


401897 






431094 


AW972276 


Hs.116135 


424899 


AL119387 


Hs.119062 


419711 


C02621 


Hs.159282 


459019 


AA017156 


Ha.40719 


405453 






402516 






457365 


AA577297 


Hs.303249 


407928 


NKL002262 


! Hs.41682 


436553 


AW407157 


Hs.8997 



406266 
419409 
435028 



403533 
411673 
42414B 
419833 



AW297B31 Rs.143792 
AW193035 Hs.187370 



Hs.1741 
Rs.220697 



BE242274 
AA251131 



ESTs 2.40 1Q0 

brain Hnkprotein-1 2.33 1.64 

gb:PM2-HN0008-1703OO430l-h09Hn0008Homo 2.32 1.00 

ESTs 2.32 1.32 

eomdSDdennjn pCenopus teevls) homolog 230 1.81 

natural WUer cell group 7 sequence 2.28 1 .69 

gb:RC3-HT0371-290100-01£*02 HT0371 Homo 2:27 1 .59 

tfculin 1 2.27 1.87 

oxyslerol binding proteln-Jlte 1 2.27 1.36 

CD3Z antigen, zeta polypeptiea (TiT3 corn 226 1.98 

B*Eqn14d12x1 NCI_CGAP_Lti5 Homo sapiens 225 1.62 

Target Exon 225 1.29 

DMA segment on chromosome X (unique) 992 225 5.8D 

Target Exon 225 1.55 

sal {DrosophiteHite 1 224 1.51 

ESTs 224 1.00 

ENSP00000175238*;A dlslntegrin and metal 2.24 1.00 

ESTs 2.22 1.95 

gb:MR04m»76^ 299^W03rrra076Homo 220 2.26 

major hisfocompaiitnlity complex, class 220 1.37 

COB antigen, alpha polypeptide (p32) 219 288 

rifaoaomal protein S24 219 1.42 

6 protein-coupled receptor 9 2. 18 1.22 

Target Exon 2.18 1.00 

Human T-cel receptor actve alpha-chain 2.17 1.79 

NM_022342:Homo sapiens Wnesln protein 9 2.17 1.80 

protein Wnase. AMP-acHirated, gamma 3 n 2.17 1.76 

ENSP0[W00233627^MADH^^uInoneoxW0fe 2.16 144 

cartilage acidic protein 1 2.16 212 

small Inducible cytokine A4 (homologous 21S 268 

ES7s,VteBklya!mlartoT43458rrypotheb - 215 2.5Q 

ESTs 2.15 2.38 

CD2an«genft>50). sheep red Wood cell 214 1.93 

ESTs 2.14 1.16 

CDP-dacylglyceral synthase (phosphaHda 2.13 1-52 

COB antigen 213 261 

gb:CWBT0041-011199-039402 BT0041 Homo 213 1.94 

CD3D3fiCBBn.dBllapdypaptfde(Trr3co 211 26B 

ESTs 2,10 1.00 

AD037proieln 2.10 1.52 

granzyrns B {granzyma 2, cytotoxic T-rymp 209 3.74 

phosphoenolpynivaie cartoxykinase 1 (sol 206 \M 

Target Exon 208 1.00 

gteHuman MHCclass I HUV-6 gene (HIAA33 208 229 

ESTa 207 1,72 

gb:oal3b1U1 NCI_CGAP_GCB1 Komosaptens 207 1.00 

small Inducible cytokine A5 (RAIfTES) 2.07 2.16 

gb£ST37064 Embryo. 8 week I Homo sapien *<> 7 t» 

TaigetExon 207 1.15 

hypotheCcalproldnFU20635 207 267 

Target Exon 207 1.30 

ESTs 205 1.70 

ESTs 206 248 

ESTs 206 1.00 

ESTs 206 1.00 

Target Exon 205 1.94 

ESTs, Wsatty similar to T17248 hypotheS 205 1.44 

ESTs 2.04 1.32 

Eos Control 204 242 

NM_O21096:HomD sapiens calcwm channel, 203 218 

Target Exon 203 157 

Target Exon 203 1.00 

gb:C17693Humai placenta cOkA(TFL^'fWara 2.03 204 

ESTs 2.03 3.10 

tumor necrosis factor (Ugand) superfemt 202 1.92 

Cl7001967:g1I7303380|gD|AAF5B43B.1UAEO 202 155 

ESTs 202 1.00 

ESTs 2.01 241 

ESTs 2.01 1.92 

hypothetical protein WAA1164 201 1.76 

NWL005748*:Homo sapiens YYI-assocfaled f 201 1.24 

Target Exon 201 100 

EST 201 236 

kiier cell ledin-lfce receptor aubfami 201 262 

immunoglobulin lambda locus 2.00 1.64 

Target Exon 200 246 

hypothaffcal protein MGC2656 200 1.60 

ESTs 200 155 

NMJ)13443:Komo sapiens CMP-NeuAC:(beta)- 200 121 

Target Exon 2.00 117 

gtaRC1-BT0313-1 10300-015^06 BT0313 Homo 200 1.00 

integral, beta 7 1.99 3.66 

ESTs 199 169 
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423196 
425416 
449317 
424321 
422109 
424218 
406303 
438676 
404240 
404056 
425508 
423819 
416941 



AAB13745 Hs.1 23446 



409153 

418490 

446608 

4263S7 

414812 

422994 

424517 

433671 

412116 

447656 

432468 

419231 

427527 

431574 

436485 

432606 

421379 

448569 

429570 

412584 

413869 

406672 

452203 

426451 

447131 

414512 

426752 

444793 

452334 

446227 

407530 

423799 

458332 

406380 

437644 

402736 



422846 
426202 
414646 
42M40 
416067 
415323 
421924 
427307 
444929 



AK001B66 Hs.125139 hypothetical protein FU 1 1004 
AW612744 Hs-169624 fcaier celt teclin-like receptor subfarni 
AW293413 Hs.132906 19A24 protein 
W74048 Hb.1765 rymphocyte-spedfic protein tyrosine kin 
S73265 Hs.1 473 gastrirt-relBaging peptide 
AF031824 Hs.143212 cystalinF{lBckocysteOr») 

C1600D922:gi|7499103|pk)rr20903 hypothe 
ESTs 

NM_01895&Homo sapiens major histoccmpat 
Target Exon 

Hs57013 Homo sapiens, Slmllarto RJKEN cDNA 2310 
Hs 225108 Homo sapiens mRNA; cDNA DKFZp434P2Q1 (fr 
Hs.48778 nfban protein 

Hs. 1 6762 Homo sapiens mRNA; cONA DKFZp564B2062 {i 
He50B13 tiypolheticol protein FU20Q22 
Hs.90708 granzyme A {granzyme 1, cytotoxic T-tymp 
Hs.257846 ESTs 

Hs.1 55975 protein tyrosine phosphatase, receptor t 
Hs.773B7 monoWne Induced by gamma interferon 
Hs296276 ESTs 

Ks,t 37447 Homo sheens cDNA FU 12169 fis, clone MA 
Hs.132906 19A24 protein 
Hs.784 EpsyrvBan- virus Induced gene 2flymph 
Hs.1 9126 arc tinasa-assctieied phosphoproteln of 
Rs.3003 CD3Eamigen. epsllon polypeptide (T1T3 
Hs.136245 ESTs, Vfealuy similar to T17227 hypottisll 
Hs.1 53261 immunoglobulin heavy constant mu 
Hs361373 hypothetical protein dJ434014.3 
Hs,1561 10 knmuno^obufin kappa constant 
Hs.3066 granzyme K {serine protease, granzyme 3; 
Ha. 1 03932 small Inducible cylotcine subfamily B (Cy 
Hs.21486 signal transducer and activator of trans 
H&21 1593 protein kinase C, theta 
Hs.74085 DNAsegmenl on chromosome 12 (unique) 24 
Hs J5595 Interteukfti 2 receptor, Lata 
Hs.198253 major hsbcampalibility complex, class 
transporter 1, ATP-blruftng cassette, sub 
Hs.163946 GATA-Wndlng protein 3 (T-cell receptor 
Hs.1 7468 retinofc acM receptor responder (tezaro 
Hs.6B31 golgi phosphooroteln 1 
Hs.172004 litin 

Hs.1 1958 mrtdaHve 3 alpha hydraxysteroid dehydro 
Hs.13390 gb:HUM111D09B Cbntech human fetal brain 
Hs.270114 ESTs 

Hs.587 arytacetainlrJedeacetylasefestsrese) 
Ks.1 32905 19A24 protein 
ESTs 

Hs.44532 diublquib'n 
Hs.1 36748 lecDn-fflw NK cell receptor 

NMjK4652:Komo sapiens hypothetical p.rot 
b'ssue Inhibitor of metalloprotelnasa 2 
neutrophil cyfosollc factor 1 (47kD, chr 
chaperornn containing TCP1, eubuntt 6A ( 
CD48 antigen {B-ceU membrane protein) 
manvnagloblii2 



416196 
428227 



430306 



443559 
450000 
415349 



456974 
416401 
439372 



417696 
417427 
431903 
413472 
425762 
412472 
451406 
412568 
449635 



AA991551 
AL133011 
BE00Q150 
N99013 
W03754 
NNL006144 
N75217 
BE271188 
X72755 
AW891802 
A1539443 
AW138797 
AW402166 
NKL003726 
AW402155 
AL046294 
AI809057 
AW572G59 
X59135 
NMJ0021O4 
Y 55221 
BE382B57 
L010B7 
X54870 
NM_000878 
M26Q41 
X57522 
AI906165 
NMJKM5B5 
AL044336 
X69490 
U892B1 
D60471 
AI281459 
NM_001035 
AW026300 
AI000341 
AF123050 
AA748575 

U44385 
BE513934 
BE266484 
AA353776 
KWJD02407 
BE616731 
RB1B64 
BE514514 
AF117947 
A1685841 
AW40816B 
AI745S49 
AA321649 
R9B865 
BE640Q65 
AW273261 
AI076765 
AI952797 
AI766697 
M16714 
M12529 
N60139 
AF08B033 
AF151103 
BE241624 
M90391 
AB029468 
BE242870 
BE244076 
AW975398 
A1694320 
A187B826 
AW979300 



Hs.325495 
Hs.1563 
Hs.82916 
Hs.901 
Hs.97644 
Hs.80645 
Hs.205103 
Hs.109606 
Hs.174795 
Hs.161354 
He.318893 
Ks.26549 
H6.224B 
Hs.11135 
Hs.238990 
Hs.215292 
Hs.269899 
Hs.10B88 
Hs.13231 
Hs^9643 
Hs,169401 
HS.26B916 
Hs.159225 
Hs.1 12259 
Hs.62401 
Hs.82127 
Hs.272100 
Hs,75379 
Hs.1 59578 
Hs.293835 
Ks.6295 
Hs.74034 
Hs.293813 



ESTs 

coronln, acfin-hindlng protein. 1A 
PDZaoman-conlflintag guanine nucleotide 
ESTs 

ESTs. Weakly similar to M7582 B-ceH gr 
K1AA1708 prcrtehl 

small foduclbtecytotone aubfamOy B (Cy 
major rfctaompatrbifty complex, class 
cydhi-dBpendent kinase Inhibitor 1B (p2 
ESTs 

ESTs, Moderately simitar to ALU8_HUMAN A 

hypothetical protein FU21709 

ESTs 

major Mstocorn^aMty complex, class 

apoprotein E 

ESTs 

ESTs 

T cell receptor gamma focus 
CD69 anfigen [pKX early T-oell acuvetl 
tnterleuknt 16 (lymphocyte chemoBUracta 
SMS3 protein 

solute carrier family 1 (glial high affi 
AT-hook Iranscription factor AKNA 
ESTs 

ESTs, Weakly similar to T1 7248 hypotheti 
caveofin 1. caveolae protein. 22kD 
ESTs 



1.99 

196 

1.98 

1.97 

1.97 

1.96 

1.96 

195 

195 

1.94 

1.93 

1.93 

192 

192 

192 

1.90 

190 

189 

1B9 

188 

18B 

186 

1.86 

1B6 

184 

183 

182 

182 

162 

161 

180 

179 

178 

1.78 

176 

176 

175 

173 

173 

173 

173 

172 

1.72 

172 

1J2 

171 

170 

1.70 

170 

169 

169 

168 

168 

168 

167 

167 

1.65 

165 

163 

163 

163 

162 

162 

162 

1.62 

162 

161 

1.81 

160 

160 

160 

159 

159 

159 

1,58 

158 

157 

157 

156 

1.56 

156 

155 

155 



184 

2.56 

144 

ZS1 

3.32 

186 

Z16 

3.62 

2.05 

2.60 

3,24 

235 

2.24 

5.44 

6.08 

5.52 

4,63 

150 

4.93 

3.30 

2.17 

183 

3.12 

IBB 

165 

2.46 

207 

263 

275 

456 

5.10 

1.B9 

3.34 

3.55 

197 

2.12 

155 

204 

156 

ZOO 

262 

230 

212 

248 

272 

2.40 

3.71 

271 

258 

2.10 

139 

202 

Z14 

3.30 

2.42 

149 

2.16 

158 

1.94 

216 

174 

276 

442 

1.74 

1-85 

2.00 

200 

1.46 

200 

147 

163 

166 

2.04 

4.08 

3,06 

2.37 

214 

228 

146 

226 

2.38 

167 

2.16 
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